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Online Figure Legends:

Online Figure I. GO/KEGG Term Enrichment Analyses of Zone I Non-Cardiomyocyte 
Lineages. 

Online Figure II. Comparison of SAN Gene Enrichment in Bulk vs. scRNA Sequencing.
(A) Vedantham et al. 201520
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Online Figure III. Comparison of SAN Gene Enrichment in Tbx3-Sorted vs. scRNA 
Sequencing.
(A) Van Eif et al. 201921

(B) 



Online Figure IV. Igfbp5 is Expressed Within the Compact SAN and Transitional Cells but 
Not Within the SAN Artery. 

Online Figure V. Igfbp5, Cpne5, Smoc2, Rgs6 and Ntm are Enriched in the Compact SAN 
and Transitional Cells of the Mouse Heart.
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Online Figure VI. Expression of Igfbp5, Cpne5, Rgs6 and Ntm Within cSAN and 
Transitional Cell Subclusters of Cluster 9.

Online Figure VII. Analysis of Hcn4+ Cells in Zone I Reveal Compact SAN Subtypes 
Consistent with Head and Tail Regions. A
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Online Figure VIII. Igfbp5, Rgs6 and Ntm are Enriched in the Murine AVN.
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Online Figure IX. Cpne5 Expression in Cluster 4 Cell Subtypes.
Cpne5

Online Figure X. Igfbp5 and Cpne5 Are Expressed in the Ventricular Conduction System.
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Online Figure XI. Igfbp5 is Enriched Within the Entire Cardiac Conduction System.
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Online Figure XII. Optical Clearing and 3D Volumetric Analyses Illustrate Transitional 
Cell Populations Exiting the SAN. A

B-C B C



Online Movie I. Igfbp5 Delineates the Entire Cardiac Conduction System Within an 
Optically Cleared, Intact Mouse Heart.

Online Movie II. Cpne5 Delineates the Entire Cardiac Conduction System Within an 
Optically Cleared, Intact Mouse Heart.

Online Movie III. Rgs6 Marks the Compact SAN and Transitional Cell Populations Within
an Optically Cleared, Intact Mouse Heart.
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