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Appendix 

Appendix Table. Genomic SNPs that distinguish Washington of strains of Coccidioides immitis from non-Washington strains* 

Locus ID Annotation Position Forward primer, 53 Reverse primer, 35 Washington strain 
SNPs 

Non-Washington strain 
SNPs 

DS016982 Adipocyte-derived 
leucine aminopeptidase 

94460–94461 GGTACGTCACAAGTCCCCAG AAGAGTACTCGCGAAGGAAGC GG CA 

DS017021 Hypothetical protein 105566–105568 CTTGACTGTGCAGGGCCTTA ACCGGCCTAACTCCATGGTA GGT TGC 
DS016985 Glyoxal oxidase 232442–232443 TTCCGCTTGATGGCTGAAGT TGTGGCCCTCCTATTGCTTG CC GA 
*Genomic annotations are based on C. immitis H538–4. ID, identification; SNP, single-nucleotide polymorphism. 
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