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ST1-1,706 entries (14.1%)

63 SLVs-337 entries (2.8%)
62 DLVs-164 entries (1.4%)

Combined ESGLI/EWGLI + CDC ST Databases
2,451 STs; 12,123 Entries
S1Fig. ST1 and ST1-like clonal complex and locus variants. A) ST1-founded clonal complex reconstruction
by eBURST using data from the combined CDC and EWGLI/ESGLI SBT databases. Non-ST1 sequence types
found in the CDC SBT database are highlighted in blue and STs shared between the ESGLI/EWGLI and CDC
collections are highlighted in red. B) ST1 and ST1-like single and double locus variant entries in both the US and
EWGLI databases as a fraction of the total number of SBT entries. Data in both *A’ and *B’ is current as of

December, 2017.



