[bookmark: _GoBack]Supplementary data 1:  Segment-specific primers for amplifying the full-length RVA genome segments. 1This alternative VP4 primer set was used only for strains MRC-DPRU1922, MRC-DPRU3347 and MRC-DPRU2201. For all segments of study samples MRC-DPRU1606, MRC-DPRU1621, MRC-DPRU3463 and MRC-DPRU1061, primers with M13 tails (underlined and italicized sequences) were used for segment amplification.  M13-tailed primers were also used for the VP4 segment of samples amplified using the alternative VP4 primer set. For all other study sample segments, primers without the M13 tails were used. In all but two cases, the primers bind only in the segment termini, completely outside of the protein coding region. However, the VP2 and VP4 forward primers do overlap with 3 or 8 coding nucleotides (bold and underlined sequences), respectively.  Expected amplicon sizes are based on the RVA/Simian-tc/ZAF/SA11-N2/1958/G3P[2] reference genome from GenBank, without the M13 tails. 
	Primer
	Sequence
	Gene
	Amplicon size (bp)
[GenBank accession no.]

	1F
3302R
	5’-TGTAAAACGACGGCCAGTGGCTATTAAAGCTGTAC-3’ (F)
5’-CAGGAAACAGCTATGACCGGTCACATCTAAGCAC-3’ (R)
	VP1
	3302
[JN827244.1]

	1F
2723R
	5’-TGTAAAACGACGGCCAGTGGCTATTAAAGGCTCAATG-3’ (F)
5’-CAGGAAACAGCTATGACCGGTCATATCTCCACAGTG-3’ (R)
	VP2
	2693
[JN827245.1]

	24F
2591R
	5’-TGTAAAACGACGGCCAGTGTTTTACCTCTGATGGTG-3’ (F)
5’-CAGGAAACAGCTATGACCGGTCACATCATGACTAG-3’ (R)
	VP3
	2565
[JN827246.1]

	1F
2359R
	5’-TGTAAAACGACGGCCAGTGGCTATAAAATGGCTTC-3’ (F)
5’-CAGGAAACAGCTATGACCGGTCACATCCTCAATAG-3’ (R)
	VP4
	2362
 [JN827247.1]

	1F
1364R
	5’-TGTAAAACGACGGCCAGTGGCTTTWAAACGAAGTCTTC-3’ (F)
5’-CAGGAAACAGCTATGACCGGTCACATCCTCTCAC-3’ (R)
	VP6
	1356
[JN827249.1]

	1F
1063R
	5’-TGTAAAACGACGGCCAGTGGCTTTAAAAGAGAGAATTTC-3’ (F)
5’-CAGGAAACAGCTATGACCGGTCACATCRWACAATTC-3’ (R)
	VP7
	1063
[JN827253.1]

	9F
1565R
	5’-TGTAAAACGACGGCCAGTTTTGAAAAGTCTTGTGGAAG-3’ (F)
5’-CAGGAAACAGCTATGACCGGTCACATTTTATGCTGC-3’ (R)
	NSP1
	1614
[JN827248.1]

	1F
1050R
	5’-TGTAAAACGACGGCCAGTCGTCTCAGTCGCCGTTTG-3’ (F)
5’-CAGGAAACAGCTATGACCAGCGCTTTCTATTCTTRC-3’ (R)
	NSP2
	1048
[JN827252.1]

	1F
1055R
	5’-TGTAAAACGACGGCCAGTGGCWTTTAATGCTTTTCAG-3’ (F)
5’-CAGGAAACAGCTATGACCCCATTTAGGTTTTTGACAG-3’ (R)
	NSP3
	1084
[JN827250.1]

	1F
748R
	5’-TGTAAAACGACGGCCAGTGTTCTGTTCCGAGAGAGC-3’ (F)
5’-CAGGAAACAGCTATGACCTCACRYTAAGACCRTTCC-3’ (R)
	NSP4

	733
[JN827254.1]

	1F
673R
	5’-TGTAAAACGACGGCCAGTGGCTTTWAAAGCGCTAC-3’ (R)
5’-CAGGAAACAGCTATGACCGGTCACAAAACGGGAG-3’ (F)
	NSP5/6
	666
[JN827255.1]

	1F
2359bR1
	5’-TGTAAAACGACGGCCAGTGGCTATAAAATGGCTTC-3’ (F)
5’-CAGGAAACAGCTATGACCGGTCACATYCCTCRATR-3’ (R)
	VP41
	2362
 [JN827247.1]



bp, base pairs; F, forward primer; R, reverse primer; VP, viral structural protein; NSP, viral non-structural protein.
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