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Supplementary Figure S1. Close-up map of part of Kaohsiung city and Pingtung county. Strain names (in
red) are marked in parentheses adjacent to names of district/township from which G9 positive pig farms and
residences of patients are located. Map modified from Google Maps: Map data ©2015 Google, ZENRIN,
with Adobe Photoshop CS 8.0 (www.photoshop.com)

Legend:

BRed squares: 2015 porcine VP7 sublineage I strains

®Red circle: 2014 Human VP7 sublineage I strain

A Blue triangles: 2014 porcine VP7 sublineage II strains
®Blue circles: 2007 and 2015 Human VP7 sublineage II strains
EBlue squares: 2015 porcine VP7 sublineage II strains
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Supplementary Figure S2. Extended phylogenetic trees of the simplified trees in Figure 4 (inserted main

text). (A) VPI1, (B) VP2, (C) VP3, (D) VP6, (E) NSP1, (F) NSP2, (G) NSP3, (H) NSP4, and (I) NSPS5.

Refer to Fig. 4 for explanation of methods used and legends. MEGAG6 was used to generate

neighbor-joining (maximum composite likelihood) or maximum likelihood trees with 1,000 bootstrap

replicates using the best-fit substitution models determined by the built-in model test application:

GTR=General Time Reversible, T92=Tamura 92, HKY=Hasegawa-Kishino-Yano 85, TN93=Tamura-Nei

93, G=gamme sites, [=invariant sites. The region within each of the gene segment used for each analysis

is also shown. Open circles indicate Taiwanese human strains, closed circles denote Taiwanese porcine

strains from 2015, open diamonds denote Taiwanese porcine strains from 2014.



A.VP1
GTR+G+I
Positions 19-3270 bp

R1-RVA/Pig-wt/VEN'A131/1988/G3P7 7]
R1-RVA/Pig-tc/MEX/Y M1983/G11P7
R1-RVA/Human-wt/USA/DC1476/1974/G1P8

Ri-RVA/Pig-wt/J PN/BU2/2014/G5P7
R1-RVA/Pig-tc/USA/LS00010 RV00146/2012/GIPX
R1-RVA/Pig-wt/CHN/YN/2012/G9Px
R1-RVA/Human-wt/ KOR/CAU12-2/2012/G11P25
@ R1-RVA/Pig-wt/TWN/4-1/2015/G9P19
100 | @ R1-RVA/Pig-wt TWN/2-1/2015/G9P19
@ R1-RVA/Pig-wi' TWN/3-20/2015/GIP19
@ R1-RVA/Pig-w' TWN/2-3/2015/G9P13
O R1-RVA/Human-wt/TWN/103-701-D210/2014/G9P19
O R1-RVA/HUman-wt/ TWN/07-9651118/2007/G9P19 Group I (Taiwan lineage)
O R1-RVA/Human-wt/TWN/104-701-D152/2015/GIP13
@ R1-RVA/Pig-w/ TWN/3-18/2015/G9P13
10| @ R1-RVA/Pig-wt/ TWN/3-17/2015/G9P23
R1-RVA/Human-wi/ARG/Arg4605/2006/G4P8

R1-RVA/Human-wt/.JPN/Ryukyu-1120/2011/G5P6

R1-RVA/Pig-wt/CAN/F8-4/2006/G2Px

R1-RVA/Pig-wt/I TA/2CR/2009/GOP23
E ([ R1-RVA/Pig-tc/USA/OSU/1977/G5P7

Group II

98 | - R1-RVA/Pig-tc/USA/Gottfried/ 1983/G4P6
R1-RVA/Pig-wt/BEL/12R006/2012/G3P6
tER1 -RVA/Pig-tc/BEL/RV2T77/197T7IG1P7
R1-RVA/Human-wt/BEL/BE2001/2008/G9P6
R1-RVA/Pig-wt/ JPN'BU8/2014/GAP6
10— R1-RVA/Pig-wt/BEL/12R002/2012/G5P7
R1-RVA/Pig-wt/ JPN/BU9/2014/G9P23
R1-RVA/Human-wt/ NPL/KTM368/2004/G11P25
R1-RVA/Pig-tc/KOR/PRG921/2006/G9P23
R1-RVA/Pig-tc/KOR/PRG9121/2006/G9P7
R1-RVA/Human-tc/JPN/Y O/1977/G3P8
R1-RVA/Human-tc/BRA/R49/1997/G1P9
R1-RVA/Human-wt/HUN/BP1231/2002/GAP6
= \_[[ R1-RVA/Human-wt/ HUN/BP271/2000/G4P6
1

o R1-RVA/Human-wt/HUN/BP1547/2005/G4P8
100 L R1-RVA/Human-wt/ HUN/BP1227/2002/G4P6
R1-RVA/Pig-tc/ THA/CMP29/08/2008/ G3P13
R1-RVA/Human-tc/ THA/Mc 323/ 1989/GIP19
R1-RVA/Pig-tc/ THA/ICMP45/08/2008/G3P23
R1-RVA/Human-wt/PRY/1809SR/2009/G4P6
R1-RVA/Pig-wi/BEL/12R046/2012/G9P23
100 — R1-RVA/Pig-wt/IND/RU172/2002/G12P7
[ R1-RVA/Pig-tc/ CHN/NMTL/2008/GOP23
100r R1-RVA/Human-wt/ZAF/MRC-DPRU1 262/2004/G1P8 ]
100} R1-RVA/Human-wt/DEU/GER126-08/2008/G12P8
1001 L R1-RVA/Human-wt/BEL/BE00030/2008/G1P8
ol %% R1-RVA/Human-tc/USA/Wa/1974/G1P8
1L R1-RVA/Human-tc/BRA/IAL28/1992/G5P8
R1-RVA/Human-wt/USA/DC4086/1988/G1P8
R1-RVA/Human-wt/ USA/DC1108/1977/G1P8
— 1k R1-RVA/Human-tc/IND/ 166E/1985/GOP11
R1-RVA/Human-wt/ZAF/MRC- DPRU20683/1985/G4P8
R1-RVA/Human-tc/AUS/RV3/1993/G3P6
R1-RVA/Human-tc/USA/DC4613/1980/G4P8
R1-RVA/Human-wt/UGA/MRC-DPRU1944/2008/GOP8 il deie
R1-RVA/Human-wt/BGD/Matlab36/2002/G11P8
R1-RVA/Human-wt/ USA/2007719720/2007/G1P8
1ol R1-RVA/Human-wt/PRY/1638SR/2008/G1 P8
R1-RVA/Human-wt/CHN/R588/2005/G1P8
R1-RVA/Human-wt/BGD/Dhaka6/2001/G11P25
[ R1-RVA/Human-wt/ THA/CU747-KK/2010/G3P8
R1-RVA/Human-wt/|ND/6361/2006/G1P8
R1-RVA/Human-wt/AUS/CK00100/2010/G1P8
" R1-RVA/Human-wt/| TA’ZJES11/2010/G9P8
R1-RVA/Human-w/CAN/RT082-09/2009/G1P8
R1-RVA/Human-wt/2ZW E/MRC-DPRU3367/2010/GOP8
R1-RVA/Human-wt/CMR/MA11/2010/G12P8

o0

100

85

78

100

R2-RVA/Human-tc/USA/DS-1/1976/G2P4



93— C1-RVA/Human-wtyHUN/BP1547/2005/G4P8

B. VP2 C1-RVA/Human-wiHUN/BP1792/2004/G4P6
7| C1-RVA/Pig-wi/BEL/ 12R005/2012/G4PT
GTR+G+l C1-RVA/Pig-te/ USA/Gottfried/ 1975/G4P6

Positions 145-2582 bp E1-RVNHur‘r‘en-\M/ARG/Arg4505/2006/G4P6
C1-RVA/Human-wt/PRY/1809SR/2009/G4P6&

C1-RVA/Pig-wt/KOR/PRG921/2006/G9P23
F:‘I -RVA/Pig-tc/MEX/Y M/1983/G11P7
| | C1-RVA/HUman-wt/ USA/DC1476/1974/G1P8
ks | C1-RVA/Human-wt/USA/DC4608/1980/G4P8
C1-RVA/Pig-tc/KOR/PRG9121/2008/ G9P7
1: C1-RVA/Pig-wt/CAN/F 8-4/2006/G2P8P7
30 — C1-RVA/Human-wt/ BEL/BE2001/2009/ GOP8
E C1-RVA/Pig-wt/BEL/12R006/2012/G3P&
C1-RVA/Pig-wt/BEL/12R002/2012/G5P7
C1-RVA/Pig-tc/USA/OSU/1975/G5P7

L C1-RVA/Pig-wt/ZAF/MRC-DPRU1567/2008/G5P6
\— C1-RVA/Human-wt/J PN/Ryukyu-1120/2011/G5P6
— C1-RVA/Human-wt/ COD/KisB332/2008/G4P6

C1-RVA/Pig-tc/ CHN/NMTL/2008/G9P23
C1-RVA/Human-wt/CHN/E931/2008/G4P6
Ls| r ©1-RVA/Human-wt/ CHN/R1954/2013/G4P6
35 - C1-RVA/Human-wt/CHN/R946/2006/G3P6
80t C1-RVA/Pig-wi/CHN/YN/2012/G3Px
ol C1-RVA/Pig-wt/ JPN/'BU2/2014/G5P7

1: C1-RVA/Pig-wt/ JPN/'BU8/2014/G4P6
E1 -RVA/Pig-wt/IND/RU172/2002/G12P7

C

Porcine/Porcine-human reassortants
8

1-RVA/Human-tc/ THA/Mc 323/1989/G9P19
39 C1-RVA/Pig-tc/THA/CMP29/08/2008/G3P13
—— C1-RVA/Pig-wt/ITA/2CR/2009/G9P23
(O C1-RVA/Human-wt/ TWN/07-96s1118/2007/GOP19
19 | @ C1-RVA/Pig-wt TWN/3-17/2015/G9P23
° || @ C1-RVA/Pig-wt/ TWN/3-18/2015/GIP13
= @ C1-RVA/Pig-Ww/ TWN/2-3/2015/GIP13
[ O C1-RVA/Human-w/ TWN/103-701-D210/2014/GOP19 Taiwan lineage
O C1-RVA/Human-wt/ TWN/104-701-D152/2015/G9P13
@ C1-RVA/Pig-wt/ TWN/4-1/2015/G8P19
o | @ C1-RVA/Pig-wt/ TWN/3-20/2015/G9P19
@ C1-RVA/Pig-wt/ TWN/2-1/2015/GSP19

&7

—— C1-RVA/Pig-wt/ THA/CMP45/08/2008/GOP23
C1-RVA/Human-w’ HUN/BP1227/2002/G4P6
C1-RVA/Human-wt/HUN/BP271/2000/G4P6
s C1-RVA/Human-tc/BRA/IAL28/1992/G5P8
2 C1-RVA/Pig-tc/BEL/RV277/1977/G1P7
C1-RVA/Pig-wt/BEL/12R046/2012/GOP23
C1-RVA/Human-tc/IND/166E/1985/G9P11
C1-RVA/Human-tc/USA/Wa/1974/G1P8
C1-RVA/Human-tc/JPN'YOM977/G3P8
C1-RVA/Human-wt/BGD/Dhaka6/2001/G11P25
C1-RVA/Human-wt/BEL/BE00030/2008/G1P8
s C1-RVA/Human-wt/ZAF/MRC-DPRU1262/2004/G1P8
C1-RVA/Human-w/DEU/GER126-08/2008/G12P8
C1-RVA/HUman-wt/USA/2007719720/2007/G1P8 Human Wa-like strains
C1-RVA/Human-tc/AUS/RV3/1993/G3P6
C1-RVA/Human-wt/PRY/1638SR/2008/G1P8
C1-RVA/Human-wt/IND/6361/2008/G1P8
C1-RVA/Human-wt/I TA/JES11/2010/G9P8
39 [ C1-RVA/Human-wt/ THA/CU747-KK/2010/G3P8
5| C1-RVA/Human-wt/AUS/CK00100/2010/G1P8
85- C1-RVA/Human-wt/CHN/R588/2005/G1P8
C3-RVA/Rhesus-tc/USA/TUCH/ 2002/G3P24




M1-RVA/Human-wt/ ARG/Arg4605/2006/G4P6
MH-RVA/HUman-wt/PRY/1809SR/2009/ G4P6
M1-RVA/Pig-wt/J PN/BUS/2014/G4P6
M1 -RVA/Pig-wt/ BEL/12R006/2012/G3P6
M1-RVA/Human-wt/JPN/Ry ukyu-1120/2011/G5P6
M1-RVA/ Pig-wt/J PN/BU2/2014/G5P7
M1-RVA/Pig-wt/ CAN/F8-4/2006/G2Px
MH-RVA/Pig-wt/ ZAF/MRC-DPRU1567/2008/G5P6
8 O M1-RVA/Human-wt' TWN/104-701-D152/2015/GOP13 ]Grou I
L M1-RVA/Pig-tc/THA/CMP45/08/2008/G3P23 P
100 | M1-RVA/Pig-tc/USA/OSU/1977/G5P7
’—L M1-RVA/Pig-wt/VEN/A131/1988/G3P7
M1 -RVA/Human-wi/BEL/BE2001/2009/G9P6
MH-RVA/Pig-wt/ ITA2CR/2009/GOP23
|— M1-RVA/Human-wt/HUN/BP1792/2004/G4P6
L M1-RVA/Pig-wt/BEL/12R002/2012/G5P7
—— M1-RVA/Pig-wt/BEL/12R046/2012/G9P23
I— M1-RVA/Pig-tc/USA/ Gottfried/1975/G4P6
M1-RVA/Human-wt/BGD/Dhaka6/2001/G11P25
M1-RVA/Human-wt/NPL/KTM368/2004/G11P25
M1 -RVA/HUman-wy/KOR/CAU1 2-2/2012/G11P25
M1-RVA/Pig-tc/BEL/RV277/1977/G1P7
O M1-RVA/Human-wt/ TWN/07-96s1118/2007/GIP19
M1-RVA/Pig-w/KOR/PRG9121/2006/GOP7
M1-RVA/Cow-tc/GRB/PP-1/1983/G3P7 Group ITI
VH-RVA/Human-wt/HUN/BP1547/2005/G4P8
33| M1-RVA/Human-wi/HUN/BP271/2000/G4P6
MH-RVA/Human-wt/BGD/Dhaka25/2002/G12P8
L M1-RVA/Human-w/DEU/GER126-08/2008/G12P8
+» || M1-RVA/Human-wt/IND/6361/2006/G1P8
10 lt M1-RVA/Human-wt USA/2013774165/2013/G12P8
M1-RVA/Human-wt/I TAZJES11/2010/G9P8
M1-RVA/Human-wtAUS/CK00100/2010/G1P8
2| | M1-RVA/Human-wi/CHN/R588/2005/G1P8
M1-RVA/HUmMan-wt/ THA/CU747-KK/2010/G3P8
10| MH-RVA/Human-wi/USA/DC1476/1974/G1P8
190 L M1-RVA/HUman-wt/USA/DC4608/1980/G4P8
M1-RVA/Human-tc/BRA/IAL28/ 1992/G5P8
— M1-RVA/HUman-tc/JPN/YO/1977/G3P8
VH-RVA/Human-wt/HUN/ ERN5604/2012/G1P8 Human Wa-like strains
M1-RVA/Human-wt/| TA/AS TI23/2007/GIP8
. [ M1-RVA/Human-wt/ USA/2007719720/2007/G1P8
M1-RVA/Human-wt/ZAF/MRC-DPRU1262/2004/G1P8
# M1-RVA/Human-wt/BEL/BE00030/2008/G1P8
| M1-RVA/Human-wt/ ARG/R0s990/1998/G4P8
L M1-RVA/Human-w/ PRY/1638SR/2008/G1P8
I Mi-RVA/Human-tc/AUS/RV3/1993/G3P6
1] VH-RVA/Human-wt/BEL/BE00082/2002/G1P8
I M1-RVA/Human-te/JPN/Hosokawa/ 1983/G4P8
M1-RVA/Human-te/IDN/57M/1 980/ G4P10
M1-RVA/Human-tc/USA/Wa/1974/G1P8
M1-RVA/Human-wt/ USA/DC496/1974/G1P8
M1-RVA/Human-tc/|ND/ 166E/1985/GIP11
-I:W-RVNPig-tc!CHN/NMTL/ZOOB/GQPZS
100 — M1-RVA/Human-wt/CHN/R1954/2013/G4P6
L M1-RVA/Pig-tc/KOR/PRG921/2006/GIP23
M1-RVA/Human-tc/THA/Mc323/1989/GIP19
1900 M1-RVA/Pig-tc/ THA/CMP29/08/2008/G3P13
M1-RVA/Pig-wt/IND/RU172/2002/G12P7
24— O M1-RVA/Human-wt TWN/103-701-D210/2014/G9P19
7 @ M1-RVA/Pig-wt/TWN/3-20/2015/G9P19
@ M1-RVA/Pig- W' TWN/2-3/2015/G9P13
100 | @ MI-RVA/Pig-w/ TWN/3-17/2015/G9P23 Group I (Taiwan lineage)
@ W-RVA/Pig-wt/ TWN/3-18/2015/G9P13
@ M1-RVA/Pig-wt/ TWN/2-1/2015/G9P19
a0 L— @ M1-RVA/Pig-w TWN/4-1/2015/G9P19
M2-RVA/Human-tc/USA/DS-1/1976/G2P4

C.VP3 n
TO2+G+l
Positions 68-764 bp

[l 93

85

00

— 100 a5

97




D. VP6 15-RVA/Pig-wt/ BEL/ 12R041/2012/GIP13
; 15-RVA-Pig-wt/BEL/12R006/2012/G3P6

T92+G 10| - 15-RVA/Human-wt/BEL/BE2001/2009/GIP6
o 5-RVA/Pig-wt/BEL/12R002/2012/G5P7
Positions 66-1217 bp 15-RVA/Pig-wt/I TA/3B5/2009/GIP23

15-RVA/Pig-wt/ BEL/12R022/2012/G2P27
a5 L 15-RVA/Pig-wt/ THA/CMP29/08/2008/G3P13

15-RVA/Pig-wt/I TA/TRE/2009/G9P23
15-RVA/Pig-wt/JPN/BU2/2014/G5P7
15-RVA/Human-te/ THA/Mc 323/1989/G9P19
15-RVA/Pig-tc/THA/CMP45/08/2008/G3P23

15-RVA/Human-w/HUN/BP1547/2005/G4P6
L 15-RVA/Human-wt/JPN/Ryukyu-1120/2011/G5P6
15-RVA/Pig-wt/JPN/BU8/2014/G4P6
WL 15-RVA/Pig-w/KOR/PRG9235/2006/GIP23
0 — (O 15-RVA/Human-wiy TWN/04-97s-51/2008/G5P19
53 [ O 15-RVA/Human-wt/ TWN-KCGMH/07-97S-684/2008/G3P19
¢ 15-RVA/Pig-w/ TWN/103-P-001-1-1323/2014/GIP23
33 L O |5-RVA/Pig-wt/ TWN/103-P-002-1-0396/2014/G9P23
100 ® 15-RVA/Pig-wi TWN/4-1/2015/G9P19
2 — < 15-RVA/Pig-wt TWN/103-P-003-2-0443/2014/G9P13 Group I (Taiwan lineage I)
3| [L— <> 15-RVA/Pig-wi TWN/103-P-002-1-0872/2014/G3P19
<> 15-RVA/Pig-wt/ TWN/103-P-004-1-0938/2014/G4P13
@ I5-RVA/Pig-wt' TWN/3-2/2015/G5P13
@ |5-RVA/Pig-wi TWN/2-1/2015/GIP19
<> 15-RVA/Pig-wi/ TWN/103-P-004-1-0692/2014/G3P13
200 1 15-RVA/Pig-tc/MEXIYM/1983/G11P7
L I5-RVA/Pig-wt/VEN/A131/1988/G3P7
15-RVA/Pig-tc/CHN/AF/1986/G3P19
100 5-RVA/Pig-wt/IND/RU172/2002/G12P7
15-RVA/Pig-w/CHN/NMTL/2008/G9P23

100

7

15-RVA/Pig-tc/USA/LS00005 OSU/1975/G1PT
15-RVA/HUmMan wt/'\VVNIW30378/2009/G26P19
{33 l: (O 15-RVA/Human-wt' TWN-LCGMH/03-98S-185/2009/G3P19
< 15-RVA/Pig-wt/ TWN-Taitung/103-P-004-1-0575/2014/G3P19

- [ (© 15-RVA/Human-wt/ TWN-KC GMH/07-94S-126/2005/ G3P19
1001 &> 15-RVA/Pig-wt' TWN-Madi/ 103-P-001-1-0127/2014/G9P13

112-RVA/Human-wt/IND/N-38/2009/G11P25
8 | 112-RVA/Human-wt/NEP/KTM368/2004/G11P25
1001 L 112-RVA/Human-wt/IND/B08299/2008/G11P25

112-RVA/Human-wt/ KOR/CAU1 2-2/2012/G11P25
112-RVA/ Human-wt/CHN/LL4260/G5P6
< 112-RVAIPig-wt/ TWN/103-P-004-1-0217/2014/G4P13
% ) 1M2-RVA/Human-wt/ TWN/07-96s1118/2007/GIP19
o 100 | @ M 2-RVA/Pig-wtTWN/3-17/2015/GSP23 112
| @ 112-RVA/Pig-wt/ TWN/3-18/2015/GIP13
<> 112-RVA/Pig-wt TWN/103-P-002-1-0514/2014/G9P13
<> 12-RVA/Pig-wi TWN/103-P-002-1-1234/2014/4P19 | Taiwan I12 lineage
s - < 112-RVA/Pig-wt/ TWN/103-P-003-1-1022/2014/GAP19
@ 112-RVA/Pig-wt TWN/2-3/2015/GIP13
@ 112-RVA/Pig-wt/TWN/3-20/2015/GSP19
%H2—RVA/Human—wtn'TWN/103-?01-D210/2014/G9P19
O 112-RVA/Human-wt TWN/104-701-D152/2015/GIP13
11-RVA/Human-tc/USA/Wai1974/G1P8

e Group II (Taiwan lineage II)

77

100

0.05




F. NSP1

GTR+G+l
Positions 102-1437 bp

A8-RVA/Human-wt/ BEL/BE2001/2009/G9P6
A8-RVA/Pig-wt/BEL/12R006/2012/G3P6
A8-RVA/Pig-wt/BEL/12R046/2012/G9P23
A8-RVA/Human-wi/HUN/ BP1125/2004/G4P6
A8-RVA/Human-wt/HUN/BP271/2000/G4P6
@ AB-RVA/Pig-wt/ TWN/3-17/2015/G9P23 | Group III
A8-RVA/Human-wt/IND/mani-97/2006/G9P19
A8-RVA/Pig-tc/USA/Gottfried/1983/G4P6
100 L A8-RVA/Pig-tc/USA/LS00008/1975/G4P6
A8-RVA/Pig-wt/BRA/ROTA10/2013/G9P23
——— A8-RVA/Human-wt/JPN/Ryukyu-1120/2011/G5P6
57 A8-RVA/Human-wi ARG/Arg4605/2006/ G4P6
L A8-RVA/Human-wt/PRY/1809SR/2009/G4P6
AB-RVA/Pig-wi/BEL/12R041/2012/G9P13
A8-RVA/Human-wt/ARG/Argd671/2006/GAPS
A8-RVA/Pig-wt/BEL/12R022/2012/G2P27
o A8-RVA/Pig-wt/BEL/12R002/2012/G5P7
A8-RVA/Pig-wt/I TA/2CR/2009/G9P23
A8-RVA/Human-tc/THA/Mc323/1989/G9P19

100 L A8-RVA/Human-wt/ CHN/E931/2008/G4P6

52 — O AB-RVA/Human-wt/ TWN/07-96s1118/2007/G9P19
1]l A8-RVA/Pig-wt/CHN/ TM-a/2009/G9P23
78 L @ AB-RVA/Pig-wt TWN/4-1/2015/G9P19 Group I
O A8-RVA/Human-wt/ TWN/103-701-D210/2014/G9P19
10— @ A8-RVA/Pig-wt/TWN/3-18/2015/G9P13
‘Ij A8-RVA/HUmMan-wt/PHL/TGE13-77/2013/GAP6
A8-RVA/Pig-wt/CAN/F8-4/2006/G2Px
100 AB-RVA/Human-wt/CHN/GX54/2010/G4P6
E A8-RVA/Human-wt/CHN/R1954/2013/G4P6

A8-RVA/Pig-wt/| TA/TRE/2009/G9P23

731 L— A8-RVA-Horse-tc/GBR/H-1/1975/G5PT

a6 |: A8-RVA/Human-wt/NCA/OL/2010/G4P6
A8-RVA/Pig-tc/KOR/PRG921/2006/GOP23
A8-RVA/Pig-tc/MEX/YM 1983/G11P7
L A8-RVA/Pig-wi/ZAF/MRC-DPRU1562/2008/G5Px
E A8-RVA/Pig-tc/KOR/PRG9235/2006/G2P23

A8-RVA/Human-wt/BRB/2012821133/2012/G4P14
A8-RVA/Pig-wt/JPN/BU8/2014/G4P6
—— @ A8-RVA/Pig-wt' TWN/3-20/2015/G9P19

ST @ A8-RVA/Pig-wt/ TWN/2-3/2015/G9P13 Group TI (Taiwan lineage)
4155‘{@ A8-RVA/Human-wt/ TWN/104-701-D152/2015/G9P13 B 9

25 - @ A8-RVA/Pig-wt/ TWN/2-1/2015/G9P19
A8-RVA/Human-wt/HUN/BP 1547/2005/G4P6

A8-RVA/Pig-wt' THA/CMP40/08/2008/G3P23

100
E’E A8-RVA/Pig-wt/| TA/3BS/2009/GOP23
A8-RVA/Pig-wt/ THA/CMP45/08/2008/G9P23

A8-RVA/Pig-tc/CHN/NMTL/2008/G9P23

i

100 AB-RVA/Pig-wi/CHN/Y N/2012/G9Px

A1-RVA/HUmMan-tc/USA/Wa/1974/G1P8

0.1



F NSP2 100 ;- N1-RVA/HUman-wi/BEL/BE00038/2008/G1P8
e2] | N1-RVA/Human-w/PRY/1604SR/2008/GOP8
T92+G+l 5 N1-RVA/Human wt/VNVI/30378/2009/G26P19
. N1-RVA/Human-tc/THA/Mc 323/1989/GOP19
Positions 47-1000 bp | N1-RVA/Pig-tc/MEX/Y M 1983/G11P7
| N1-RVA/Pig-tc/BEL/RV2T7/1977/G1PT
L N1-RVA/Human-wyECU/EC2184/2005/G11P6
N1-RVA/Human-te/THA/Mc 345/1 989/GOP19
51— N1-RVA/Pig-te/ THA/CMP29/08/2008/G3P13
a4 L N1-RVA/Pig-tc/THA/ICMP45/08/2008/G3P23
N1-RVA/Pig-hhp/USA/LS00009 RV0084/2011/GIP13
N1-RVA/ Pig-tc/KOR/PRG921/2006/GOP23
L N1-RVA/Pig-wt/JPN/BUS/2014/GAP6
N1-RVA/Human-w/PRY/1809SR/2009/G4P6
| | — M-RVA/Human-w/CHNES31/2008/G4P6
100 N1-RVA/Human-w/CHN/LL4260/2001/G5P6
@ N1-RVA/Pig-wiTWN/2-1/2015/GOP19
" @ N1-RVA/Pig-wi/TWN/4-1/2015/GIP19
1101 @ N1-RVA/Pig-wt TWN/1-4/2015/G9P19
@ N1-RVA/Pig-wi/ TWN/3-20/2015/GOP19
) N1-RVA/Human-wt'TWN/103-701-D210/201 4/GIP19
L @ N1-RVA/Pig-wt/TWN/2-3/2015/G9P13
- {2 N1-RVA/Human-wy TWN/104-701-D152/2015/G9P13
) N1-RVA/Human-wi TWN/O7-9651118/2007/GIP19
@ N1-RVA/Pig-w/ TWN/3-17/2015/GOP23
100 @ N1-RVA/Pig-wt'TWN/3-18/2015/GOP13
N1-RVA/Pig-wi'VEN/A131/1988/G3P7
| N1-RVA/Pig-wi'VEN/A253/1988/G11PT7
| N1-RVA/C ow-wilKORIK44/2004/G5P1
N1-RVA/Pig-tc/USA/Gottried/1 983/ G4P6
N1-RVA/Human-wt/ HUN/BP1547/2005/G4P8
o5 - N1-RVA/HUman-te/USA/DC129/1976/G3P8
i N1-RVA/Human-wi/ZAF/MRC-DPRU1 262/2004/G1 P8
10| N1-RVA/Human-w/PRY/16385R/2008/G1P8
190 L N1-RVA/Human-wi/USA/2007719720/2007/G1 P8
- N1-RVA/Human-w/BEL/BE2001/2009/G9P6
100 L N1-RVA/Pig-wt/BEL/ 12R046/2012/GIP23
L N1-RVA/Human-wt/ARG/Arg4605/2006/G4PG
N1-RVA/Naccine-te/USA/Rotarix-RIX441/2009/G1P8
N1-RVA/Human-tc/AUS/RV3/1993/G3P6 3
N1-RVA/Human-wi/HUN/BP1227/2002/G4P6
100 - N1-RVA/Human-te/ USA/Wa/1974/G1 P8
L N1-RVA/Human-wt/| TA/PAI11/1996/G2P4
L N1-RVA/Human-wi/ USA/DCA4608/1980/G4P8
N1-RVA/Human-w/USA/DC1476/1974/G1P8
L N1-RVA/Pig-tc/USA/OSU/1977/G5PT
N1-RVA/Pig-wt/BEL/1 2R006/2012/G3P6
N1-RVA/Pig-te/ CHNNMTL/2008/GOP23
N1-RVA/Human-tc/JPN'YO/1977/G3P8
N1-RVA/Human-w/BEL/BE00030/2008/G1P8 Human Wa-like stains
N1-RVA/Hurman-te/IND/166E/1985/GIP1 1
N1-RVA/Human-wt/IND/mani-97/2006/9P19
g( N1-RVA/Human-w/BGD/Dhakab/2001/G11P25
N1-RVA/Human-wt/IND/6361/2006/G1 P8
N1-RVA/Human-wt/ DEU/GER128-08/2008/G12P8
N1-RVA/Human-wt/CHN/E1911/2009/G1P8
N1-RVA/Human-wt/ CHN/R588/2005/G1P8
N1-RVA/Human-wt/ THA/CU747-KK/2010/G3P8
N1-RVA/Human-w/ AUS/CKO00100/2010/G1P8
N1-RVA/Human-wtI TA/JES1 1/2010/GOP8
N1-RVA/Pig-wt/IND/RU172/2002/G12P7
N1-RVA/Human-tc/BRAVIAL28/1992/G5P8
7 N1-RVA/Human-wt/JPN/Ryukyu-1120/2011/G5P6
N1-RVA/Pig-wt/J PN/BU2/2014/G5P7
N1-RVA/Pig-tc/KOR/PRGI121/2006/GIPT
N1-RVA/Cat-wt/| TA/BA222/2005/G3P9
N1-RVA/Human-wi/HUN/BP271/2000/G4P6
=l M -RVA/Pig-wt/I TA/2CR/2009/GIP23
N2-RVA/Human-tc/USA/DS-1/1976/G2P4

Taiwan lineage

100

100

70




G. NSP3
T92+G
Positions 26-977 bp

100

—— 100

T1-RVA/Pig-+tc/CHN/NMTL/2008/G9P23

T1-RVA/PIgtc/KOR/PRG9121/2006/GOP7
T1-RVA/Pig-wt/JPN/BUS/2014/G4P6

T1-RVA/Pig-wt/JPN/BU2/2014/G5P7

A
T1-RVA/Human-wt/JPN/Ryukyu-1120/2011/G5P6

100 T1-RVA/Pig+c/KOR/PRG921/2006/G9P23
T1-RVA/Pig-wt/IND/RU172/2002/G12P7
100 |F TI-RVA/Human-tc/THA/Mc323/1989/GAP19
92 L— T1-RVA/Pig-tc/THA/CMP 29/08/2008/G3P 13
T1-RVA/Human-wt/HUN/BP1227/2002/G4P6

T1-RVA/Pigtc/MEXYM/1983/G11P7
W‘:i— T1-RVA/Human-tc/BRA/IAL28/1992/G5P8

100 ' T1-RVA/Human-wt/USA/DC4608/1980/G4P8
T1-RVA/Human-wt/USA/12US1134/2012/G3P9
T1-RVA/Pig-tc/USA/Gottfried/1983/G4P6
T1-RVA/Pig+tc/USA/OSU/M9TT/GSPT
T1-RVA/Pig-wt/VEN/A131/1988/G3P7

45

I: T1-RVA/Pig-wt/BEL/12R006/2012/G3P6
a9 T1-RVA/Pig-wt/BEL/12R046/2012/G9P23
w0 T1-RVA/Human-tc/IND/116E/1985/GIP11

L T1-RVAHuman-wi/USA/DC5142/1975/G3P8
T1-RVA/Human-tc/CHN/E1911/2009/G1P8
T1-RVA/Human-wit/CHN/E093/2007/G3P8
T1-RVA/Human-wi/AUS/CK00089/2009/G1P8

L T1-RVA/Human-c/KOR/CAU14-1-262/2014/G3P9

95

a3

a3 131{ @ T1-RVA/Pig-wt/TWN/3-17/2015/G9P23
@ T1-RVA/PIg-wt/TWN/3-18/2015/GIP 13

100

@ T1-RVA/Pig-wt/TWN/2-3/2015/G9P13
@ T1-RVA/Pig-wt/TWN/3-20/2015/G9P19
85 || @ T1-RVA/Pig-wt/TWN/4-1/2015/G9P19
100 @ T1-RVA/Pig-wt/TWN/1-4/2015/GOP19
@ T1-RVA/Pig-wt/TWN/2-1/2015/G9P 19
—— T1-RVA/Human-wt/KOR/CAU12-2/2012/G11P25
T1-RVA/Human-wt/IND/6361/2006/G1P8

98

100 L T1-RVA/Human-wt/ITA/JES 11/2010/G9P8
100 | - T1-RVA/Human-wt/BGD/Dhaka6/2001/G11P25
T1-RVA/Human-wt/CHN/R588/2005/G1P8
g3t T1-RVA/Human-wt/THA/CUT47-KK/2010/G3P8

10t?

T1-RVA/Human-wt/USA/2007719720/2007/G1P8
T1-RVA/Human-wt/BEL/BE0O0030/2008/G1P8&
T1-RVA/Human-tc/JPN/YO/1977/G3P8
IjTiRVAfHuman4ch SA/Wa/1974/G1P8
T1-RVA/Human-+c/AUS/RV3/1993/G3P6

g {[ T1-RVA/Human-wt/DEU/GER126-08/2008/G 12P8

T1-RVA/Human-wt/AUS/CK00100/2010/G1P8
['H -RVA/Human-wt/USA/DC1476/1974/G1P8
r T1-RVA/Human-wt/PRY/16385R/2008/G1P8
L T1-RVA/Human-wi/ZAF/MRC-DPRU1262/2004/G 1 P8

T2-RVA/Human-tc/USA/DS-1/1976/G2P4

(O T1-RVA/Human-wt/TWN/103-701-D210/2014/G9P19
’— O T1-RVA/Human-wt/TWN/104-701-D152/2015/G9P 13

\— (O T1-RVA/Human-wt/TWN-KCGMH/07-96s 1118/2007/ GOP 19

Taiwan lineage

Human Wa-like strains

10



H. NSP4
T92+G

Positions 49-722 bp

E1-RVA/Human-wi/CRO/CR2006/2006/G8P8
E1-RVA/Human-wiDEU/GER126-08/2008/G12P8

| E1-RVAHuman wi I TAJES1/2010/GOPB
E1-RVA/Human-w/BEL/BE00030/2008/G1P8
E1-RVA/Human-wiZAF/MRC-DPRU1 262/2004/G1 P8
E1-RVA/Human-tc/AUS/RV3/1993/G3P6
E1-RVA/Human-tc/USA/Wa/1974/G1P8 . WMo kesekid
E1-RVA/Human-tc/BRAVIAL28/1992/G5P8 uman Y¥a-like strains
E1-RVA/Human-wt/USA/DC1476/1974/G1P8
L E1-RVA/Human-wt/USA/DCAG08/1980/G4P8
E1-RVA/Human-tc/JPN'YOI977/G3P8
E1-RVA/Human-tc/USA/DC135/1979/G3P8
E1-RVA/Human-te/IDN/57M/A 980/ G4P10
E1-RVA/Human-tc/IND/166E/1985/GIP11 |
L E1-RVA/Pig-tc/CHN/NMTL/2008/GIP23
E1-RVA/Human-wt/RUS/Omsk07-79/2007/G4P6

o117 E1-RVA/Human-wt/CHN/RS88/2005/G1 P8

| % E1-RVA/Human-wi THA/CU747-KK/2010/G3P8

E1-RVA/Human-wt/AUS/CK00100/2010/G1P8
E1-RVA/Human-wt/USA/2007719720/2007/G1P8
E1-RVA/Human-wt/ PRY/1638SR/2008/G1P8
E1-RVA/Human-wt/BGD/ Dhaka6/2001/G11P25
96 | E1-RVA/Human-wt/IND/6361/2006/G1P8

E1-RVA/Human wt/VNM/30378/2009/G26P19
L E1-RVA/Human-wt/CHN/E931/2008/G4P6

E1-RVA/Human-wt/ CHN/LL3354/2000/G5P6
7z — E1-RVA/Pig-wt/ CHN/LLP48/2008/G9P6
E1-RVA/Human-wt/CHN/LL4260/2001/G5P6
@ E1-RVA/Pig-wt' TWN/3-17/2015/GOP23 ]
@ E1-RVA/Pig-wt'TWN/3-18/2015/G9P13
O E1-RVA/HUman-wt/ TWN/07-965s-1118/2007/G9P19
O E1-RVA/Human-wt/ TWN/103-701-D210/2014/G9P19

@ E1-RVA/Pig-wt/ TWN/2-3/2015/G9P19
LD @ E1-RVA/Pig-wt/ TWN/4-1/2015/G9P19
= @ E1-RVA/Pig-wt/TWN/3-20/2015/G8P19
[ QH @ E1-RVA/Pig-wt/TWN/2-1/2015/G9P19
@ E1-RVA/Pig-wi/TWN/4-2/2015/G9P19 B

—— E1-RVA/Human-wt/ CHN/R946/2006/G3P6

E1-RVA/Human-wyHUN/BP1227/2002/G4P6
WE E1-RVA/Human-w/HUN/BP1547/2005/G4P3

E1-RVA/Human-wt/HUN/BP271/2000/G4P6

E1-RVA/Human-wt/KOR/CAU12-2/2012/G11P25
E1-RVA/Pig-tc/ THA/CMP29/08/2008/G3P13
E1-RVA/Pig-wt/BEL/12R046/2012/GOP23
E1-RVA/Pig-tc/ THA/CMP45/08/2008/G3P23
E1-RVA/Pig-wi/BEL/12R006/2012/G3P6
E1-RVA/Human-tc/THA/Mc323/1989/GOP19
E1-RVA/Human-wt/BEL/BE2001/2009/GOP6
E1-RVA/Human-wt/PRY/1809SR/2009/G4P6
E1-RVA/Pig-wt/IND/RU172/2002/G12P7
E1-RVA/Human-wt/BRA/HSP180/1999/G4P6 . 7
E1-RVA/Pig-wt/I TA/2CR/2009/G9P23
E1-RVA/Human-wt/ARG/Arg4605/2006/G4P6

73 | E1-RVA/Pig-tc/USA/OSU/1977/G5P7
E1-RVA/Pig-wt/VEN/A131/1988/G3P7

kL

lild

E1-RVA/Pig-tc/BEL/RV2T7/1977/G1P7
E1-RVA/Pig-te/ KOR/PRG9121/2006/GIP7
E1-RVA/Pig-tc/KOR/PRG921/2006/GOP23
E1-RVA/Pig-wt/J PN/BUB/2014/G4P6
E1-RVA/Human-wt'J PN/Ry ukyu-1120/2011/G5P6
E1-RVA/Pig-wt/J PN/BU2/2014/G5P7 i
e E9-RVA/Pig-w/IRE/48/2007/G2P13
| E9-RVA/Pig-wt/|RE/61/07-ire/2007/G2P32
O E9-RVA/Human-wt/ TWN/104-701-D152/2015/GOP13
100 E9-RVA/Pig-w/ CAN/AB82/2006/G2P34
E9-RVA/Pig-wt/ THA/CMP034/2000/G2P27
E9-RVA/Pig-w/ZAF/MRC-DPRU1568/2008/G5PX
E9-RVA/Pig-w/ZAF/MRC-DPRU1576/2007/G5PX

Taiwan lineage

L& -RVA/Pig-tc/USA/ Gottfried/1983/GAP6 . .
Porcine strains

El

E9

11



I. NSP5
T92+G
Positions 41-618 bp

H1-RVA/Human-wt/BGD/Matlab36/2002/G11P8

L H1-RVA/HUman-wi/THA/CUT47-KK/2010/G3P8

H1-RVA/Human-wt/AUS/CK00100/2010/G1P8

H1-RVA/Human-wt/BEL/B4633/2003/G12P8

H1-RVA/Hum an-wt/CHN/R588/2005/G 1P8

H1-RVA/Human-wt/PRY/16385R/2008/G1P8

H1-RVA/Human-wt/ZAF/MRC-DPRU4677/2010/G9P8
H1-RVA/Human-wt/IND/6361/2006/G 1P8
H1-RVA/Human-wt/ITA/JES11/2010/GIP8

H1-RVA/Human-wt/BGD/Dhaka12/2003/G 12P6

— H1-RVA/Human-tc/MMR/A14/2011/G12P8

H1-RVA/Human-wt/B GD/Dhaka6/2001/G11P25

- H1-RVA/Human-wt/USA/2013774166/2013/G12P8

H1-RVA/Human-wt/ZAF/3133W(C/2009/G 12P4

— 'r HI-RVA/Human-tc/KEN/KDH651/2010/G12P8

H1-RVA/Human-wt/BRA/BA20142/2011/G12P8

— H1-RVA/Human-tc/AUS/RV3/1993/G3P6

— H1-RVA/Human-wt/ZAF/MRC-DPRU1262/2004/G 1P8

— H1-RVA/Human-wt/DEU/GER 126-08/2008/G12P8

— H1-RVA/Human-wt/ITA/AV28/2010/GIP8

H1-RVA/Human-wi/RUS/Nov04-H390/2004/G 1P4

I H1-RVA/Human-wt/JPN/Ryukyu-1120/2011/G5P6

L H1-RVA/Pig-wt/ITA/7RE/2009/G9P23
H1-RVA/Human-wt/HUN/BP271/2000/G4P6
— H1-RVA/Pigtc/BEL/RV277/1977/G1PT
H1-RVA/Human-wt/COD/KisB332/2008/G4P6
H1-RVA/Pig-wt/BEL/12R046/2012/GOP23
H1-RVA/Pig-wt/[TA/3BS/2009/GIP23
H1-RVA/Human-wt/BEL/BE2001/2009/G9P6
H1-RVA/Pig-wt/BEL/12R006/2012/G3P6
I H1-RVA/Pig-wt/CAN/F8-4/2006/G2Px
Ln 1-RVA/Pig-wt/IND/RU 172/2002/G 12P7
H1-RVA/Pigtc/USA/Gottfied/1983/G4P6
H1-RVA/Human-c/THA/Mc323/1989/GOP19
H1-RVA/Pig-tc/THA/CMP29/08/2008/G3P 13
a1 H1-RVA/Pig-te/THA/CMP45/08/2008/G3P23

— H1-RVA/Pig-{c/KOR/PRG9121/2006/G9P7

g1 H1-RVA/Pig-tc/USA/OSU/1977/G5PT

(O H1-RVA/Human-wi/TVWN/104-701-D152/2015/G9P 13
(O H1-RVA’Human-wt/TWN/07-965 1118/2007/G9P 19
@ H1-RVA/Pig-wt/TWN/3-20/2015/G9P19
@ H1-RVA/Pig-wt/ TWN/2-3/2015/G9P 13
0 @ H1-RVA/Pig-wt/TWN/3-17/2015/G9P23
53 ' @ H1-RVA/Pig-wt/TWN/3-18/2015/GIP13

—— H1-RVA/Pig-tc/CHN/NMTL/2008/G9P23
—— H1-RVA/Pig-tc/KOR/PRG921/2006/G9P23

H1-RVA/Pig-wt/ITA/2CR/2009/G9P23

— H1-RVA/Human-wt/AR G/Arg4605/2006/G4P6

3 —— H1-RVA/Human-wt/HUN/BP1227/2002/G4P6

H1-RVA/Human-wi/HUN/BP1490/1994/G4P6

H1-RVA/Human-wt/HUN/BP 1547/2005/G4P8
H1-RVA/Human-tc/IND/166E/1985/GIP 11
H1-RVA/Human-wt/PRY/18095R/2009/G4P6
H1-RVA/Human-wt/BEL/BE00030/2008/G1P8
H1-RVA/Human-wt/USA/2007719720/2007/G1P8
H1-RVA/Human-wt/USA/Wa/1974/G1P8

a2

H1-RVA/Human-wt/USA/DC4608/1980/G4P 8
97 H1-RVA/Human-tc/BRA/IAL28/1992/G5P 8
H1-RVA/Human-wt/USA/DC1476/1974/G1P8
H1-RVA/Human+c/JPN/YO/1977/G3P8§
H1-RVA/Pig-wt/CHN/TM-a/2009/G9P23
H1-RVA/Human-wt/THA/Mc345/1989/G9P19

H1-RVA/Pig-wt/IND/HP 140/2002/G6P 13

H1-RVA/Human-wt/CHN/E931/2008/G4P6
H1-RVA/Pig-wt/CHN/YN/2012/GIPx
H1-RVA/Human-wt/CHN/LL4260/2001/G5P6

(O H1-RVA/Human-wt/TWN/103-701-D210/2014/GIP 19
@ H1-RVA/Pig-wt/TWN/4-1/2015/G9P19

@ H1-RVA/Pig-wt/TWN/ 1-4/2015/G9P 19

@ H1-RVA/Pig-wt/TVWN/2-1/2015/GIP 19

— H1-RVA/Pig-wi/JPN/BU2/2014/G5P7

[ E— -RVA/Pig-wt/JPN/BU8/2014/G4P6

H5-RVA/HI

t/Kenya/B10/1987/G3P2

Human strains

H1-RVA/Pig-wt/VEN/A131/1988/G3P7

Group I

Human Wa-like strains

Group II (Rearranged)



Supplementary Table S1 List of primers used in RT-PCR and sequencing

Target Name Sequence Position (ref accession) Reference
GEN_VP1Fb GGC TAT TAA AGC TRT ACA ATG GGG AAG 1-27(DQ490539) 4
VP1-771f AGT YGC ATT AAT WGA YAT TAA YGG TAC 771-797(DQ490539) 5
VP1-955r CAA CTAACC AYT CTT GAATCATTC 955-932(DQ490539) 5
VP1-1375f GAT GTT CCT GGA CGAAGA AC 1375-1394(DQ490539) 5
VP1 VP1-1619R CCC ATW ATT ATT CCTTTY CTR AA 1641-1619(DQ490539) This study
VP1-1650r CAT ATC TAA ACC CAT AAT TAT TCC 1650-1627(DQ490539) 5
VP1-2216f TAA CTA AAATTA TAC ARA TGA CAT CTG 2216-2242(DQ490539) 5
VP1-2294r GTW GTT ACW CGT TCT GAY GG 2294-2272(DQ490539) 5
GEN_VPIRb GGT CAC ATC TAA GCG YTC TAATCT TG 3302-3277(DQ490539) 4
GEN_VP2Fc GGC TAT TAA AGG YTC AAT GGC GTA CAG 1-27 (X14942) 4
VP2-m719f GAT ATG AGA CAA CAAGTT CAR G 719-740 (X14942) 5
VP2-852r TTA TTC AAT GGT TCAACT ART TG 880-858 (X14942) 5
VP2-1389f GAATGC AAAGAATGC ATT ATA G 1368-1389 (X14942) 5
v VP2-1443r AAATTT TGT ATT TGC TGT TCT GCT A 1443-1419 (X14942) 5
VP2-2114f GAG CAG ATT GAA CGA GCT TCA 2114-2134 (X14942) 5
VP2-2202r CCATAC ATC TCATCT CTT TC 2202-2183 (X14942) 5
GEN_VP2Rbc GTC ATA TCT CCA CAR TGG GGT TGG 2716-2693 (X14942) 4
GEN_VP3Fe GGC TWT TAAAGC ART ATTAGTAGT G 1-25 (AY267335) 4
VP3-m758f CAT ACTATY AAATTG AAK CAR GA 758-780 (AY267335) 5
VP3-m913r AGC YGA ACC AAG CAT RTA TAY KA 913-891 (AY267335) 5
e VP3-m1550f AAT TTY AAR AAT ATT TAY GAY TGG AC 1550-1575 (AY267335) 5
VP3-m1704r TTT ATT ATR AAT AAATGR TTR TTT CC 1704-1679 (AY267335) 5
GEN_VP3Rc GGT CAC ATC ATG ACT AGT GTG 2591-2570 (AY267335) 4
VP4 F primer GGC TAT AAAATG GCT TCG CT 1-20 (JX406750) 6
VP4-5a AAT GAT TAT CAG ACT CCA AT 1438-1457 (JX406750) 7
Con3 TGG CTT CGC CAT TTT ATA GAC A 11-32 (JX406750) 8
VP4F TAT GCT CCA GTN AAT TGG 142-159 (JX406750) 15
VP4 793F TGG AAA GAA ATG CAR TAY AA 799-818 (JX406750) 9
Con2 ATT TCG GAC CAT TTATAA CC 887-868 (JX406750) 8
VP4R ATT GCATTT CTT TCC ATA ATG 805-785 (JX406750) 15
1583R CCH GAR AAC ATN GAR AAC ATATC 1604-1582 (JX406750) 9
VP4 R primer GGG GGT CAC ATC CTC 2359-2348 (+3) (JX406750) 6
GEN_NSPIF GGC TTT TTT TTATGA AAAGTC TTG 1-24 (JX406751) 4
R GEN_NSPIR GGT CAC ATT TTATGC TGC C 1531-1547 (HQ650120) 4
GEN_NSP2F GGC TTT TAAAGC GTC TCAG 1-19 (JX406754) 4
ner GEN_NSP2R GGT CAC ATAAGC GCT TTC 1059-1042 (JX406754) 4
NSP3 NSP3 F primer GGC TTT TAATGC TTT TCA GTG GTT G 1-25 (JX406753) 6
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NSP3 R primer

GGT CAC ATA ACG CCC CTATAG

1074-1054 (JX406753)

GEN_NSP4F GGC TTT TAAAAG TTC TGT TCC 1-21 (IX406756) 4
JRG30 GGCTTT TAAAAG TTC TGT 1-18 (IX406756) 10
nord JRG31 ACCATT CCT TCC ATT AAG 738-721 (JX406756) 10
GEN_NSP4R GGW YAC RYT AAG ACCRTT CC 750-731 (JX406756) 4
GEN_NSP5F GGCTTTTAAAGC GCTACAG 1-19 (IX406757) 4
nors GEN_NSP5R GGT CAC AAAACG GGAGT 664-648 (JX406757) 4
Beg9 GGC TTT AAA AGA GAG AAT TTC CGT CTG G 1-28 (JX406755) 11
VP7-39F GCT CYT TTT RAT GTA TGG TAT TGA ATATAC CAC 39-71 (JX406755) 9
9conl TAG CTC CTT TTA ATG TAT GG 37-56 (JX406755) 12
w VP7-406R CTT TAA AAT ANA DGA DCC WRT YGG CCA 406-379 (JX406755) 9
9con2 GTA TAAAAT ACT TGC CAC CA 941-922 (JX406755) 12
End9 GGT CAC ATC ATA CAATTC TAATCT AAG 1062-1036 (JX406755) 11
GEN_VP6F GGC TTT WAAACG AAG TCTTC 1-20 JX406752) 4
JRG7 GGC TTT AAAACG AAG TCTTC 1-20 JX406752) 14
VP6-F GAC GGV GCR ACTACATGG 747-764 (JX406752) 13
vre VP6-R GTC CAATTC ATN CCT GGT GG 1126-1107 (JX406752) 13
JRGS GGT CAC ATC CTC TCA CTA CAT 1356-1336 (JX406752) 14
GEN_VP6R GGT CACATC CTCTCACT 1356-1340 (JX406752) 4

14




Supplementary Table S2 Percentage identity of each gene segment with reference and closest BLAST hit

strains in GenBank

Human D152 G9P13 Human D210 G9P19 Human 1118 G9P19
Reference GenBank Reference GenBank Reference GenBank
Cutoff Genotype strain % strain % Gerotype strain % strain % Gerotype strain % strain %
VP1 83 R1 86% (Wa) 87% (H-1) R1 86% (Wa) 88% (BUS8) R1 86% (Wa) 88% (BUS)
VP2 84 Ct 89% (Wa) 93% (E931) Ct 89% (Wa) 92% (E931) Ct 88% (Wa) 93% (E931)
VP3 81 M1 87% (Wa) 90% (YM1) M1 86% (Wa) 90% (Mc345) M1 89% (Wa) 92% (PRG9121)
VP4 80 P13 87% (HP140) 95% (CMP213) P19 87% (NIV929893)  87% (NIV929893) P19 88% (NIV929893) 88% (NIV929893)
VP6 85 112 86% (KTM368) 92% (LL4260) 112 86% (KTM368) 92% (LL4260) 112 88% (KTM368) 92% (LL4260)
VP7 80 G9 90% (W161) 92% (G2275) G9 91% (W161) 93% (OM46) G9 89% (W161) 92% (OM46)
NSP1 79 A8 83% (Cottfried) 85% (YN) A8 86% (Cottfried) 92% (TM-a) A8 86% (Cottfried) 96% (TM-a)
NSP2 85 N1 89% (Wa) 94% (Mc345) N1 88% (Wa) 95% (Mc345) N1 89% (Wa) 96% (Mc345)
NSP3 85 T 90% (Wa) 94% (E931) T 90% (Wa) 94% (E931) T 90% (Wa) 94% (E931)
NSP4 85 E9 94% (CMP034) 94% (CMP034) E1 92% (Wa) 94% (Omsk07-79) E1 93% (Wa) 94% (LL4260)
NSP5 91 H1 94% (Wa) 98% (Ryukyu-1120) H1 96% (Wa) 97% (TM-a) H1 94% (Wa) 98% (PRG9121)
Porcine 2-3 G9P13 Porcine 3-18 GO9P13 Porcine 2-1 GO9P19
Reference GenBank Reference GenBank Reference GenBank
Cutoff Genotype strain % strain % Genotype strain % strain % Genotype strain % strain %
VP1 83 R1 87% (Wa) 89% (BP1231) R1 86% (Wa) 89% (BP1231) R1 87% (Wa) 92% (CAU12-2)
VP2 84 Ci1 89% (Wa) 92% (OSU) Cit 89% (Wa) 92% (E931) Cit 88% (Wa) 92% (E931)
VP3 81 M1 87% (Wa) 90% (Mc345) M1 87% (Wa) 89% (Mc345) M1 87% (Wa) 91% (Mc345)
VP4 80 P13 87% (HP140) 94% (CMP178) P13 86% (HP140) 93% (12R041) P19 87% (NIV929893) 87% (Mc345)
VP6 85 12 86% (KTM368) 91% (LL4260) 12 87% (KTM368) 92% (LL4260) 15 89% (OSU) 93% (BUS8)
VP7 80 G9 90% (W161) 93% (OM46) G9 91% (W161) 93% (OM46) G9 91% (W161) 92% (OM46)
NSP1 79 A8 84% (Gottfried) 85% (ROTAO05) A8 85% (Gottfried) 91% (TM-a) A8 84% (Gottfried) 85% (ROTAO05)
NSP2 85 N1 89% (Wa) 95% (Mc345) N1 89% (Wa) 96% (Mc345) N1 89% (Wa) 94% (Mc345)
NSP3 85 T 89% (Wa) 94% (GX54) T 89% (Wa) 94% (E931) T 89% (Wa) 94% (E931)
NSP4 85 E1 93% (Wa) 95% (LL3354) E1 93% (Wa) 95% (LL4260) E1 93% (Wa) 94% (E931)
NSP5 91 H1 94% (Wa) 98% (Ryukyu-1120) H1 93% (Wa) 98% (Ryukyu-1120) H1 95% (Wa) 97% (LL4260)
Porcine 4-1 G9P19 Porcine 3-20 GO9P19 Porcine 3-17 G9P23
Reference GenBank Reference GenBank Reference GenBank
Cutoff  Genotype strain % strain % Genotype strain % strain % Genotype strain % strain %
VP1 83 R1 87% (Wa) 92% (CAU12-2) R1 87% (Wa) 89% (DC1476) R1 86% (Wa) 89% (BP1231)
VP2 84 C1 88% (Wa) 92% (E931) Cit 88% (Wa) 92% (E931) Cit 89% (Wa) 92% (E931)
VP3 81 M1 87% (Wa) 91% (Mc323) M1 87% (Wa) 91% (Mc323) M1 86% (Wa) 89% (Mc323)
VP4 80 P19 87% (NIV929893) 87% (Mc345) P19 87% (NIV929893) 87% (Mc345) P23 88% (A34) 90% (GUB71)
VP6 85 15 90% (OSU) 95% (BUS8) 12 86% (KTM368) 91% (LL4260) 112 87% (KTM368) 92% (LL4260)
VP7 80 G9 91% (W161) 93% (OM46) G9 90% (W161) 92% (OM46) G9 90% (W161) 92% (OM46)
NSP1 79 A8 86% (Cottfried) 94% (TM-a) A8 84% (Gottfried) 89% (TM-a) A8 90% (Gottfried) 90% (Gottfried)
NSP2 85 N1 89% (Wa) 94% (Mc345) N1 89% (Wa) 94% (Mc345) N1 90% (Wa) 96% (Mc345)
NSP3 85 ™ 89% (Wa) 93% (GX54) T 89% (Wa) 93% (GX54) T 90% (Wa) 95% (E931)
NSP4 85 E1 92% (Wa) 94% (LLP48) E1 92% (Wa) 94% (LL3354) E1 93% (Wa) 94% (LLP48)
NSP5 91 H1 95% (Wa) 96% (LL4260) H1 93% (Wa) 98% (Ryukyu-1120) H1 93% (Wa) 98% (Ryukyu-1120)
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