SUPPLEMENTARY TABLE 2.  Distribution of genotype frequencies between the groups in a dominant genetic model (French-Canadians), HDI exposure only

	Gene/SNP ID
	
	DA+ (n = 53)
	DA- (n = 92)
	AW (n = 142)
	χ2 p-value

	
	
	N (%)
	N (%)
	N (%)
	DA+ vs. AW

	NAT1
	
	
	
	
	

	   rs11777998
	GG
	38 (71.7%)
	78 (84.8%)
	106 (74.6%)
	0.677

	
	GC or CC
	15 (28.3%)
	14 (15.2%)
	36 (25.4%)
	

	
	
	
	
	
	

	   rs13253389
	GG
	21 (39.6%)
	44 (47.8%)
	52 (36.6%)
	0.700

	
	GA or AA
	32 (60.4%)
	48 (52.2%)
	90 (63.4%)
	

	
	
	
	
	
	

	   rs4298522
	TT
	22 (41.5%)
	36 (39.1%)
	62 (44.0%)
	0.758

	
	TA or AA
	31 (58.5%)
	56 (60.9%)
	79 (56.0%)
	

	
	
	
	
	
	

	   rs4921580
	CC
	43 (81.1%)
	70 (76.9%)
	104 (73.2%)
	0.255

	
	CG or GG
	10 (18.9%)
	21 (23.1%)
	38 (26.8%)
	

	
	
	
	
	
	

	   rs4921880
	AA
	31 (58.5%)
	64 (69.6%)
	83 (58.4%)
	0.996

	
	AT or TT
	22 (41.5%)
	28 (30.4%)
	59 (41.6%)
	

	
	
	
	
	
	

	   rs7003890
	TT
	17 (32.1%)
	29 (31.2%)
	47 (33.1%)
	0.892

	
	TC or CC
	36 (67.9%)
	64 (68.8%)
	95 (66.9%)
	

	
	
	
	
	
	

	   rs7017402
	GG
	39 (69.8%)
	76 (82.6%)
	105 (73.9%)
	0.564

	
	AG or AA
	16 (30.2%)
	16 (17.4%)
	37 (26.2%)
	

	
	
	
	
	
	

	   rs8190837
	AA
	44 (83.0%)
	84 (91.3%)
	126 (88.7%)
	0.288

	
	AG or GG
	9 (17.0%)
	8 (8.7%)
	16 (11.3%)
	

	
	
	
	
	
	

	   rs8190845
	GG
	42 (79.2%)
	74 (79.6%)
	111 (78.7%)
	0.937

	
	AG or GG
	11 (20.8%)
	19 (20.4%)
	30 (21.3%)
	

	
	
	
	
	
	

	   rs9325827
	TT
	34 (65.4%)
	68 (73.9%)
	99 (69.7%)
	0.565

	
	CT or CC
	18 (34.6%)
	24 (26.1%)
	43 (30.3%)
	

	
	
	
	
	
	

	NAT2
	
	
	
	
	

	   rs13277605
	GG
	11 (21.6%)
	29 (32.6%)
	41 (29.3%)
	0.289

	
	GT or TT
	50 (78.4%)
	60 (67.4%)
	99 (70.7%)
	

	
	
	
	
	
	

	   rs1801280
	TT
	17 (32.1%)
	21 (22.8%)
	34 (23.9%)
	0.250

	
	TC or CC
	36 (67.9%)
	71 (77.2%)
	108 (76.1%)
	

	
	
	
	
	
	

	   rs1961456
	AA
	33 (63.5%)
	50 (55.0%)
	88 (62.0%)
	0.849

	
	GA or GG
	19 (36.5%)
	41 (45.0%)
	54 (38.0%)
	

	
	
	
	
	
	

	   rs2410556
	TT
	14 (26.9%)
	36 (40.0%)
	100 (70.9%)
	<0.001

	
	CT or CC
	38 (73.1%)
	54 (60.0%)
	41 (29.1%)
	

	
	
	
	
	
	

	   rs4271002
	GG
	14 (26.9%)
	46 (51.1%)
	110 (77.5%)
	<0.001

	
	GC or CC
	38 (73.1%)
	44 (48.9%)
	32 (22.5%)
	

	
	
	
	
	
	

	   rs4646246
	AA
	41 (77.4%)
	64 (69.6%)
	113 (80.1%)
	0.669

	
	AG or GG
	12 (22.6%)
	28 (30.4%)
	28 (19.9%)
	

	
	
	
	
	
	

	   rs1799930
	GG
	33 (62.3%)
	45 (48.4%)
	77 (54.2%)
	0.314

	
	GA or AA
	20 (37.7%)
	48 (51.6%)
	65 (45.8%)
	

	
	
	
	
	
	

	   rs1799931
	GG
	52 (98.1%)
	88 (95.6%)
	139 (97.9%)
	1.000a

	
	GA or AA
	1 (1.9%)
	4 (4.4%)
	3 (2.1%)
	


a Fisher’s exact test p-value
