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  replicate	
  2	
  
Mix	
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Majority phase: GTGTC 
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MP,	
  replicate	
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Mix	
  of	
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  to	
  20%	
  
	
  
	
  
Majority phase: GTGTC 

Variant phase:  ACTCT 
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MP,	
  replicate	
  2	
  
Mix	
  of	
  50%	
  to	
  50%	
  
	
  
	
  
Donor 1 phase: GTGTC 

Donor 2 phase: ACTCT 

 

Shared SNVs: 
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MP,	
  replicate	
  2	
  
Mix	
  of	
  25%	
  to	
  75%	
  
	
  
	
  
Variant phase:  GTGTC 

Majority phase: ACTCT 

 

Shared SNVs: 

 89C 

278G  
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