	Supplemental Table 1.  Characteristics of the urothelial carcinoma patients.

	 
	 
	In Situ Hybridized
	 
	Overall
study
	 

	 
	 
	N
	%
	N
	%

	Gender
	Male
	171
	75%
	288
	74%

	
	Female
	58
	25%
	101
	26%

	 
	Total
	229
	 
	389
	 

	Age
	<40
	2
	1%
	4
	1%

	
	40-49
	18
	8%
	28
	7%

	
	50-59
	47
	21%
	79
	20%

	
	60-69
	69
	30%
	118
	30%

	 
	70+
	93
	41%
	160
	41%

	Smoking
	Never
	35
	15%
	56
	15%

	
	Former
	119
	53%
	205
	53%

	 
	Current
	72
	32%
	123
	32%

	Tumor size
	<3 cm
	104
	46%
	223
	60%

	 
	3 cm+
	120
	54%
	149
	40%

	Multiplicity
	single
	167
	74%
	277
	75%

	 
	multiple
	58
	26%
	94
	25%

	Stage, Grade
	TaLG
	135
	58%
	224
	58%

	
	TaHG/T1/Tis
	56
	24%
	106
	27%

	 
	T2+
	38
	17%
	59
	15%

	WHO/ISUP Class
	CIS
	2
	1%
	21
	6%

	
	PUN-LMP
	55
	24%
	101
	27%

	
	Pap.Ca-LG
	74
	32%
	107
	28%

	
	Pap.Ca-HG
	79
	35%
	117
	31%

	
	Non PapCa-HG
	19
	8%
	27
	7%

	 
	Other
	0
	0%
	3
	1%

	Recurrence
	No
	78
	40%
	141
	42%

	
	Yes
	99
	51%
	163
	49%

	 
	[bookmark: _GoBack]Persistent
	19
	10%
	31
	9%

	Progression
	No
	186
	94%
	323
	96%

	 
	Yes
	11
	6%
	13
	4%

	Surviving
	No
	53
	23%
	101
	26%

	 
	Yes
	176
	77%
	288
	74%

	Missing data: smoking n=5, size n=17, multiplicity n=18, WHO/ISUP n=13, recurrence n=54.





	Supplemental Table 2. mRNA expression levels in urothelial cells with high vs. low miR-34a levels.
	

	Cluster Order
	Parametric p-value
	FDR
	Mir-34a low
	Mir-34a high
	low/
high
	Symbol
	Gene Name

	1
	< 1e-07
	< 1e-07
	234.07
	853.1
	0.27
	SREBF1
	Homo sapiens sterol regulatory element binding transcription factor 1 (SREBF1) mRNA.

	2
	< 1e-07
	< 1e-07
	1467.09
	3866.44
	0.38
	OLFML2A
	Homo sapiens olfactomedin-like 2A (OLFML2A), mRNA.

	3
	< 1e-07
	< 1e-07
	86.78
	279.08
	0.31
	PCSK9
	Homo sapiens proprotein convertase subtilisin/kexin type 9 (PCSK9), mRNA.

	4
	< 1e-07
	< 1e-07
	252.09
	712.35
	0.35
	HIST1H2BD
	Homo sapiens histone cluster 1, H2bd (HIST1H2BD), transcript variant 2, mRNA.

	5
	< 1e-07
	< 1e-07
	246.72
	681.06
	0.36
	NDRG4
	Homo sapiens NDRG family member 4 (NDRG4), mRNA.

	6
	< 1e-07
	< 1e-07
	410.76
	1241.52
	0.33
	IGFBP2
	Homo sapiens insulin-like growth factor binding protein 2, 36kDa (IGFBP2), mRNA.

	7
	< 1e-07
	< 1e-07
	1684.67
	5583.25
	0.3
	ALDH3A1
	Homo sapiens aldehyde dehydrogenase 3 family, memberA1 (ALDH3A1), mRNA.

	8
	< 1e-07
	< 1e-07
	231.48
	607.54
	0.38
	SLC6A9
	Homo sapiens solute carrier family 6 (neurotransmitter transporter, glycine), member 9 (SLC6A9) mRNA.

	9
	< 1e-07
	< 1e-07
	73.03
	211.73
	0.34
	RAB26
	Homo sapiens RAB26, member RAS oncogene family (RAB26), mRNA.

	10
	< 1e-07
	< 1e-07
	729.77
	1998.45
	0.37
	HIST1H2BK
	Homo sapiens histone cluster 1, H2bk (HIST1H2BK), mRNA.

	11
	< 1e-07
	< 1e-07
	897.1
	2329.04
	0.39
	LGALS7B
	Homo sapiens lectin, galactoside-binding, soluble, 7B (LGALS7B), mRNA.

	12
	< 1e-07
	< 1e-07
	183.47
	487.57
	0.38
	F11R
	Homo sapiens F11 receptor (F11R), transcript variant 1, mRNA.

	13
	< 1e-07
	< 1e-07
	87.44
	241.17
	0.36
	CD151
	Homo sapiens CD151 molecule (Raph blood group) (CD151), transcript variant 4, mRNA.

	14
	< 1e-07
	< 1e-07
	176.28
	493.98
	0.36
	SOX2
	Homo sapiens SRY (sex determining region Y)-box 2 (SOX2), mRNA.

	15
	< 1e-07
	< 1e-07
	108.75
	350.2
	0.31
	ERF
	Homo sapiens Ets2 repressor factor (ERF), mRNA.

	16
	< 1e-07
	< 1e-07
	402.47
	1068.81
	0.38
	BST2
	Homo sapiens bone marrow stromal cell antigen 2 (BST2), mRNA.

	17
	< 1e-07
	< 1e-07
	232.23
	603.35
	0.38
	LOC644760
	PREDICTED: Homo sapiens hypothetical protein LOC644760 (LOC644760), mRNA.

	18
	< 1e-07
	< 1e-07
	292.93
	984.39
	0.3
	LOC645553
	PREDICTED: Homo sapiens hypothetical LOC645553 (LOC645553), mRNA.

	19
	< 1e-07
	< 1e-07
	231.15
	743.67
	0.31
	CCL2
	Homo sapiens chemokine (C-C motif) ligand 2 (CCL2), mRNA.

	20
	< 1e-07
	< 1e-07
	304.97
	986.01
	0.31
	FADS1
	Homo sapiens fatty acid desaturase 1 (FADS1), mRNA.

	21
	< 1e-07
	< 1e-07
	119.98
	432.29
	0.28
	AMTN
	Homo sapiens amelotin (AMTN), mRNA.

	22
	< 1e-07
	< 1e-07
	147.46
	393.79
	0.37
	ABCA1
	Homo sapiens ATP-binding cassette, sub-family A (ABC1), member 1 (ABCA1), mRNA.

	23
	< 1e-07
	< 1e-07
	106.9
	292.44
	0.37
	KLHDC8B
	Homo sapiens kelch domain containing 8B (KLHDC8B), mRNA.

	24
	< 1e-07
	< 1e-07
	534.8
	1832.85
	0.29
	HCFC1R1
	Homo sapiens host cell factor C1 regulator 1 (XPO1 dependent) (HCFC1R1), transcript variant 3, mRNA.

	25
	< 1e-07
	< 1e-07
	206.14
	559.27
	0.37
	GAS1
	Homo sapiens growth arrest-specific 1 (GAS1), mRNA.

	26
	< 1e-07
	< 1e-07
	161.09
	447.5
	0.36
	MXRA5
	Homo sapiens matrix-remodelling associated 5 (MXRA5), mRNA.

	27
	< 1e-07
	< 1e-07
	613.35
	1585.8
	0.39
	GPNMB
	Homo sapiens glycoprotein (transmembrane) nmb (GPNMB), transcript variant 2, mRNA.

	28
	< 1e-07
	< 1e-07
	445.92
	2087.43
	0.21
	MMP10
	Homo sapiens matrix metallopeptidase 10 (stromelysin 2) (MMP10), mRNA.

	29
	< 1e-07
	< 1e-07
	127.68
	406.97
	0.31
	MMP1
	Homo sapiens matrix metallopeptidase 1 (interstitial collagenase) (MMP1), mRNA.

	30
	< 1e-07
	< 1e-07
	162.38
	492.07
	0.33
	LOC100129195
	PREDICTED: Homo sapiens hypothetical protein LOC100129195 (LOC100129195), mRNA.

	31
	< 1e-07
	< 1e-07
	396.59
	2707.77
	0.15
	MMP12
	Homo sapiens matrix metallopeptidase 12 (macrophage elastase) (MMP12), mRNA.

	32
	< 1e-07
	< 1e-07
	1101.85
	3369.95
	0.33
	GPNMB
	Homo sapiens glycoprotein (transmembrane) nmb (GPNMB), transcript variant 1, mRNA.

	33
	< 1e-07
	< 1e-07
	526.49
	3471.59
	0.15
	MMP12
	Homo sapiens matrix metallopeptidase 12 (macrophage elastase) (MMP12), mRNA.

	34
	< 1e-07
	< 1e-07
	104.52
	279.83
	0.37
	HIST1H2AC
	Homo sapiens histone cluster 1, H2ac (HIST1H2AC), mRNA.

	35
	< 1e-07
	< 1e-07
	889.65
	3895.41
	0.23
	SCD
	Homo sapiens stearoyl-CoA desaturase (delta-9-desaturase) (SCD), mRNA.

	36
	< 1e-07
	< 1e-07
	226.72
	1154.85
	0.2
	MAL
	Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant d, mRNA.

	37
	< 1e-07
	< 1e-07
	72.6
	188.74
	0.38
	CLDN5
	Homo sapiens claudin 5 (transmembrane protein deleted in velocardiofacial syndrome) (CLDN5), mRNA.

	38
	< 1e-07
	< 1e-07
	174.23
	467.38
	0.37
	GBP2
	Homo sapiens guanylate binding protein 2, interferon-inducible (GBP2), mRNA.

	39
	< 1e-07
	< 1e-07
	101.35
	332.33
	0.3
	MAL
	Homo sapiens mal, T-cell differentiation protein (MAL), transcript variant a, mRNA.

	40
	< 1e-07
	< 1e-07
	237.94
	626.43
	0.38
	ST6GALNAC2
	Homo sapiens ST6 (alpha-N-acetyl-neuraminyl-2,3-beta-galactosyl-1, 3)-N-acetylgalactosaminide alpha-2,6-sialyltransferase 2 (ST6GALNAC2), mRNA.

	41
	< 1e-07
	< 1e-07
	90.78
	375
	0.24
	VTCN1
	Homo sapiens V-set domain containing T cell activation inhibitor 1 (VTCN1), mRNA.

	42
	< 1e-07
	< 1e-07
	87.91
	253.99
	0.35
	CYP1A1
	Homo sapiens cytochrome P450, family 1, subfamily A, polypeptide 1 (CYP1A1), mRNA.

	43
	< 1e-07
	< 1e-07
	487.64
	2807.01
	0.17
	KRT15
	Homo sapiens keratin 15 (KRT15), mRNA.

	44
	< 1e-07
	< 1e-07
	2271.53
	6311
	0.36
	LOXL4
	Homo sapiens lysyl oxidase-like 4 (LOXL4), mRNA.

	45
	< 1e-07
	< 1e-07
	121.63
	324.76
	0.37
	LOC100134073
	PREDICTED: Homo sapiens similar to LYPDC1 protein (LOC100134073), mRNA.

	46
	< 1e-07
	< 1e-07
	665.23
	231.01
	2.88
	IL1A
	Homo sapiens interleukin 1, alpha (IL1A), mRNA.

	47
	< 1e-07
	< 1e-07
	160.25
	83.6
	1.92
	CYP24A1
	Homo sapiens cytochrome P450, family 24, subfamily A, polypeptide 1 (CYP24A1) mRNA.

	48
	< 1e-07
	< 1e-07
	581.82
	299.19
	1.94
	RPS7
	Homo sapiens ribosomal protein S7 (RPS7), mRNA.

	49
	< 1e-07
	< 1e-07
	689.67
	239.77
	2.88
	THBS1
	Homo sapiens thrombospondin 1 (THBS1), mRNA.

	50
	< 1e-07
	< 1e-07
	243.54
	123.77
	1.97
	LOC100190986
	Homo sapiens hypothetical LOC100190986 (LOC100190986), non-coding RNA.

	51
	< 1e-07
	< 1e-07
	1036.02
	525.06
	1.97
	LAMC2
	Homo sapiens laminin, gamma 2 (LAMC2), transcript variant 1, mRNA.

	52
	< 1e-07
	< 1e-07
	1176.97
	481.43
	2.44
	ODC1
	Homo sapiens ornithine decarboxylase 1 (ODC1), mRNA.

	53
	< 1e-07
	< 1e-07
	135.7
	64.19
	2.11
	TAGLN
	Homo sapiens transgelin (TAGLN), transcript variant 2, mRNA.

	54
	< 1e-07
	< 1e-07
	217.61
	86.88
	2.5
	RPS4Y1
	Homo sapiens ribosomal protein S4, Y-linked 1 (RPS4Y1), mRNA.

	55
	< 1e-07
	< 1e-07
	481.02
	245.18
	1.96
	SNORA61
	Homo sapiens small nucleolar RNA, H/ACA box 61 (SNORA61), small nucleolar RNA.

	56
	< 1e-07
	< 1e-07
	403.61
	209.76
	1.92
	MRTO4
	Homo sapiens mRNA turnover 4 homolog (S. cerevisiae) (MRTO4), mRNA.

	57
	< 1e-07
	< 1e-07
	814
	357.26
	2.28
	LOC91561
	PREDICTED: Homo sapiens similar to ribosomal protein S2, transcript variant 3 (LOC91561), mRNA.

	58
	< 1e-07
	< 1e-07
	3947.36
	1910.81
	2.07
	LOC646723
	PREDICTED: Homo sapiens similar to Keratin, type I cytoskeletal 18 (Cytokeratin-18) (CK-18) (Keratin-18) (K18) (LOC646723), mRNA.

	59
	< 1e-07
	< 1e-07
	223.55
	115.78
	1.93
	CA12
	Homo sapiens carbonic anhydrase XII (CA12), transcript variant 1, mRNA.

	60
	< 1e-07
	< 1e-07
	663.58
	310.07
	2.14
	CCDC86
	Homo sapiens coiled-coil domain containing 86 (CCDC86), mRNA.

	61
	< 1e-07
	< 1e-07
	158.32
	59.35
	2.67
	BAMBI
	Homo sapiens BMP and activin membrane-bound inhibitor homolog (Xenopus laevis) (BAMBI), mRNA.

	62
	< 1e-07
	< 1e-07
	118.16
	48.26
	2.45
	TBX2
	Homo sapiens T-box 2 (TBX2), mRNA.

	63
	< 1e-07
	< 1e-07
	443.68
	230.05
	1.93
	LYAR
	Homo sapiens Ly1 antibody reactive homolog (mouse) (LYAR), mRNA.

	64
	< 1e-07
	< 1e-07
	443.75
	109.53
	4.05
	LOC441763
	PREDICTED: Homo sapiens hypothetical LOC441763 (LOC441763), mRNA.

	65
	< 1e-07
	< 1e-07
	2143.99
	940.92
	2.28
	PTHLH
	Homo sapiens parathyroid hormone-like hormone (PTHLH), transcript variant 1, mRNA.

	66
	< 1e-07
	< 1e-07
	390.86
	128.57
	3.04
	LOC100133565
	PREDICTED: Homo sapiens similar to hCG23738 (LOC100133565), mRNA.

	67
	< 1e-07
	< 1e-07
	1804.4
	791.35
	2.28
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	68
	< 1e-07
	< 1e-07
	276.33
	139.08
	1.99
	ERRFI1
	Homo sapiens ERBB receptor feedback inhibitor 1 (ERRFI1), mRNA.

	69
	< 1e-07
	< 1e-07
	130.59
	47.55
	2.75
	FAM174B
	Homo sapiens family with sequence similarity 174, member B (FAM174B), mRNA.

	70
	< 1e-07
	< 1e-07
	136.21
	70.19
	1.94
	ERP27
	Homo sapiens endoplasmic reticulum protein 27 kDa (ERP27), mRNA.

	71
	< 1e-07
	< 1e-07
	273.95
	138.36
	1.98
	PDCD2L
	Homo sapiens programmed cell death 2-like (PDCD2L), mRNA.

	72
	< 1e-07
	< 1e-07
	586.36
	285.97
	2.05
	HSPC111
	Homo sapiens hypothetical protein HSPC111 (HSPC111), mRNA.

	73
	< 1e-07
	< 1e-07
	217.15
	97.21
	2.23
	LAMC2
	Homo sapiens laminin, gamma 2 (LAMC2), transcript variant 2, mRNA.

	74
	< 1e-07
	< 1e-07
	2012.17
	1029.08
	1.96
	AKR1B1
	Homo sapiens aldo-keto reductase family 1, member B1 (aldose reductase) (AKR1B1), mRNA.

	75
	< 1e-07
	< 1e-07
	400.51
	55.61
	7.2
	CST1
	Homo sapiens cystatin SN (CST1), mRNA.

	76
	< 1e-07
	< 1e-07
	1549.04
	219.38
	7.06
	FABP4
	Homo sapiens fatty acid binding protein 4, adipocyte (FABP4), mRNA.

	77
	< 1e-07
	< 1e-07
	637.61
	318.65
	2
	IL1B
	Homo sapiens interleukin 1, beta (IL1B), mRNA.

	78
	< 1e-07
	< 1e-07
	336.69
	91.75
	3.67
	SPRR3
	Homo sapiens small proline-rich protein 3 (SPRR3), transcript variant 1, mRNA.

	79
	< 1e-07
	< 1e-07
	662.35
	309.76
	2.14
	KRT18P13
	PREDICTED: Homo sapiens keratin 18 pseudogene 13 (KRT18P13), mRNA.

	80
	< 1e-07
	< 1e-07
	723.44
	186.2
	3.89
	F3
	Homo sapiens coagulation factor III (thromboplastin, tissue factor) (F3), mRNA.

	81
	< 1e-07
	< 1e-07
	367.69
	189.88
	1.94
	IPO4
	Homo sapiens importin 4 (IPO4), mRNA.

	82
	< 1e-07
	< 1e-07
	168.37
	84.78
	1.99
	IGFBP5
	Homo sapiens insulin-like growth factor binding protein 5 (IGFBP5), mRNA.

	83
	< 1e-07
	< 1e-07
	465.92
	240.4
	1.94
	MYC
	Homo sapiens v-myc myelocytomatosis viral oncogene homolog (avian) (MYC), mRNA.

	84
	< 1e-07
	< 1e-07
	4151.41
	2167.71
	1.92
	FST
	Homo sapiens follistatin (FST), transcript variant FST344, mRNA.

	85
	< 1e-07
	< 1e-07
	891.59
	389.59
	2.29
	GJB2
	Homo sapiens gap junction protein, beta 2, 26kDa (GJB2), mRNA.

	86
	< 1e-07
	< 1e-07
	405.91
	212.08
	1.91
	LYAR
	Homo sapiens Ly1 antibody reactive homolog (mouse) (LYAR), mRNA.

	87
	< 1e-07
	< 1e-07
	180.22
	51.27
	3.52
	PPARG
	Homo sapiens peroxisome proliferator-activated receptor gamma (PPARG), transcript variant 2, mRNA.

	88
	< 1e-07
	< 1e-07
	1523.13
	763.55
	1.99
	PHLDA1
	Homo sapiens pleckstrin homology-like domain, family A, member 1 (PHLDA1), mRNA.

	89
	< 1e-07
	< 1e-07
	133.52
	65.06
	2.05
	HMGCS2
	Homo sapiens 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 2 (mitochondrial) (HMGCS2), nuclear gene encoding mitochondrial protein, mRNA.

	90
	< 1e-07
	< 1e-07
	131.73
	65.25
	2.02
	HCLS1
	Homo sapiens hematopoietic cell-specific Lyn substrate 1 (HCLS1), mRNA.

	91
	< 1e-07
	< 1e-07
	198.52
	60.84
	3.26
	TRIM31
	Homo sapiens tripartite motif-containing 31 (TRIM31), mRNA.

	92
	< 1e-07
	< 1e-07
	934.18
	289.97
	3.22
	DKK1
	Homo sapiens dickkopf homolog 1 (Xenopus laevis) (DKK1), mRNA.

	93
	< 1e-07
	< 1e-07
	1626.11
	588.79
	2.76
	PTHLH
	Homo sapiens parathyroid hormone-like hormone (PTHLH), transcript variant 3, mRNA.

	94
	< 1e-07
	< 1e-07
	222.38
	102.16
	2.18
	VGLL1
	Homo sapiens vestigial like 1 (Drosophila) (VGLL1), mRNA.

	95
	< 1e-07
	< 1e-07
	558.36
	186.98
	2.99
	TNC
	Homo sapiens tenascin C (TNC), mRNA.

	96
	< 1e-07
	< 1e-07
	307.98
	149.87
	2.06
	TNC
	Homo sapiens tenascin C (hexabrachion) (TNC), mRNA.

	97
	< 1e-07
	< 1e-07
	849.72
	368.95
	2.3
	LOC650517
	PREDICTED: Homo sapiens hypothetical LOC650517 (LOC650517), mRNA.

	98
	< 1e-07
	< 1e-07
	415.48
	205.92
	2.02
	HBEGF
	Homo sapiens heparin-binding EGF-like growth factor (HBEGF), mRNA.

	99
	< 1e-07
	< 1e-07
	564.82
	56.69
	9.96
	S100P
	Homo sapiens S100 calcium binding protein P (S100P), mRNA.

	100
	< 1e-07
	< 1e-07
	406.04
	183.53
	2.21
	PLAUR
	Homo sapiens plasminogen activator, urokinase receptor (PLAUR), transcript variant 2, mRNA.

	101
	< 1e-07
	< 1e-07
	661.87
	326.27
	2.03
	ABCC3
	Homo sapiens ATP-binding cassette, sub-family C (CFTR/MRP), member 3 (ABCC3), mRNA.

	102
	< 1e-07
	< 1e-07
	233.8
	122.54
	1.91
	SLC29A1
	Homo sapiens solute carrier family 29 (nucleoside transporters), member 1 (SLC29A1), nuclear gene encoding mitochondrial protein, transcript variant 4, mRNA.

	103
	< 1e-07
	< 1e-07
	336.26
	141.51
	2.38
	SPRR1A
	Homo sapiens small proline-rich protein 1A (SPRR1A), mRNA.

	104
	< 1e-07
	< 1e-07
	246.49
	119.1
	2.07
	FER1L4
	Homo sapiens fer-1-like 4 (C. elegans) (FER1L4) on chromosome 20.

	105
	< 1e-07
	< 1e-07
	123.56
	58.38
	2.12
	CD74
	Homo sapiens CD74 molecule, major histocompatibility complex, class II invariant chain (CD74), transcript variant 1, mRNA.

	106
	< 1e-07
	< 1e-07
	363.87
	145.96
	2.49
	SLC29A1
	Homo sapiens solute carrier family 29 (nucleoside transporters), member 1 (SLC29A1), nuclear gene encoding mitochondrial protein, transcript variant 4, mRNA.

	107
	< 1e-07
	< 1e-07
	570.07
	266.77
	2.14
	NOP16
	Homo sapiens NOP16 nucleolar protein homolog (yeast) (NOP16), mRNA.

	108
	< 1e-07
	< 1e-07
	732.14
	319.15
	2.29
	CYR61
	Homo sapiens cysteine-rich, angiogenic inducer, 61 (CYR61), mRNA.

	109
	< 1e-07
	< 1e-07
	6559.61
	3163.55
	2.07
	KRT17
	Homo sapiens keratin 17 (KRT17), mRNA.

	110
	< 1e-07
	< 1e-07
	2548.73
	1153.31
	2.21
	KRT17P3
	PREDICTED: Homo sapiens misc_RNA (KRT17P3), miscRNA.

	111
	< 1e-07
	< 1e-07
	744.7
	368.33
	2.02
	RUVBL1
	Homo sapiens RuvB-like 1 (E. coli) (RUVBL1), mRNA.

	112
	< 1e-07
	< 1e-07
	919.1
	456.01
	2.02
	BOP1
	Homo sapiens block of proliferation 1 (BOP1), mRNA.

	113
	< 1e-07
	< 1e-07
	245.51
	84.57
	2.9
	GAL
	Homo sapiens galanin prepropeptide (GAL), mRNA.

	114
	< 1e-07
	< 1e-07
	854.26
	321.88
	2.65
	SRM
	Homo sapiens spermidine synthase (SRM), mRNA.

	115
	< 1e-07
	< 1e-07
	296.23
	67.11
	4.41
	SPOCD1
	Homo sapiens SPOC domain containing 1 (SPOCD1), mRNA.

	116
	< 1e-07
	< 1e-07
	638.31
	216.67
	2.95
	TXNIP
	Homo sapiens thioredoxin interacting protein (TXNIP), mRNA.

	117
	< 1e-07
	< 1e-07
	884.07
	456.82
	1.94
	NCLN
	Homo sapiens nicalin homolog (zebrafish) (NCLN), mRNA.

	118
	< 1e-07
	< 1e-07
	270.45
	141.14
	1.92
	KLF2
	Homo sapiens Kruppel-like factor 2 (lung) (KLF2), mRNA.

	119
	< 1e-07
	< 1e-07
	1256.21
	277.32
	4.53
	KRT7
	Homo sapiens keratin 7 (KRT7), mRNA.

	120
	< 1e-07
	< 1e-07
	549.97
	267.74
	2.05
	TRMT1
	Homo sapiens TRM1 tRNA methyltransferase 1 homolog (S. cerevisiae) (TRMT1), mRNA.

	121
	< 1e-07
	< 1e-07
	926.04
	402.48
	2.3
	KRT16
	Homo sapiens keratin 16 (focal non-epidermolytic palmoplantar keratoderma) (KRT16), mRNA.

	122
	< 1e-07
	< 1e-07
	213.04
	77.16
	2.76
	LCP1
	Homo sapiens lymphocyte cytosolic protein 1 (L-plastin) (LCP1), mRNA.

	123
	< 1e-07
	< 1e-07
	296.81
	93.04
	3.19
	TAGLN
	Homo sapiens transgelin (TAGLN), transcript variant 2, mRNA.

	124
	< 1e-07
	< 1e-07
	354.62
	109.23
	3.25
	FOSL1
	Homo sapiens FOS-like antigen 1 (FOSL1), mRNA.

	125
	< 1e-07
	< 1e-07
	235.83
	94.25
	2.5
	CDC42EP5
	Homo sapiens CDC42 effector protein (Rho GTPase binding) 5 (CDC42EP5), mRNA.

	126
	< 1e-07
	< 1e-07
	625.72
	161.93
	3.86
	F3
	Homo sapiens coagulation factor III (thromboplastin, tissue factor) (F3), mRNA.

	127
	< 1e-07
	< 1e-07
	100.77
	51.56
	1.95
	SPINK1
	Homo sapiens serine peptidase inhibitor, Kazal type 1 (SPINK1), mRNA.

	128
	< 1e-07
	< 1e-07
	1478.15
	639.7
	2.31
	FLJ40504
	Homo sapiens hypothetical protein FLJ40504 (FLJ40504), mRNA.

	129
	< 1e-07
	< 1e-07
	663.9
	281.03
	2.36
	FBLN1
	Homo sapiens fibulin 1 (FBLN1), transcript variant C, mRNA.

	130
	< 1e-07
	< 1e-07
	557.39
	291.94
	1.91
	DNLZ
	Homo sapiens DNL-type zinc finger (DNLZ), mRNA.

	131
	< 1e-07
	< 1e-07
	365.19
	182.09
	2.01
	PABPC1L
	PREDICTED: Homo sapiens poly(A) binding protein, cytoplasmic 1-like (PABPC1L), mRNA.

	132
	< 1e-07
	< 1e-07
	532.24
	272.42
	1.95
	WDR74
	PREDICTED: Homo sapiens WD repeat domain 74 (WDR74), mRNA.

	133
	< 1e-07
	< 1e-07
	461.84
	228.74
	2.02
	SPHK1
	Homo sapiens sphingosine kinase 1 (SPHK1), transcript variant 1, mRNA.



