Ned, RM, et al. Inflammation variants and albuminuria in NHANES IlI

Table S1. Complete results of associations of candidate gene polymorphisms and albumin-to-creatinine
ratio®, additive genetic model

Crude Model Age-Sex Adjusted Model Fully Adjustedb Model
Variant B coefficient pvalue FDR-adjusted | B coefficient pvalue FDR-adjusted B coefficient p-value FDR-adjusted

(95% CI) P-value (95% CI) P-value (95% CI) P-value
Non-Hispanic whites
rs1042713 (ADRB2) 0.01 (-0.07-0.10) | 0.7075 0.9228 0.03 (-0.04-0.09) | 0.4016 0.7981 0.03 (-0.05-0.10) | 0.4261 0.8522
rs1042714 (ADRB2) -0.01 (-0.08-0.05) = 0.6628 0.9092 -0.02 (-0.08-0.04)|  0.4306 0.7981 -0.03 (-0.10-0.04) = 0.4169 0.8522
rs429358 (APOE) -0.00 (-0.14-0.14) = 0.9602 0.9765 0.02 (-0.11-0.14) | 0.7801 0.9883 0.01(-0.11-0.13) | 0.8638 0.9972
rs7412 (APOE) 0.11 (-0.03-0.25) | 0.1149 0.7950 0.09 (-0.03-0.21) | 0.1342 0.6091 0.07 (-0.06-0.21) | 0.2804 0.8522
rs769214 (CAT) -0.05 (-0.17-0.08) = 0.4295 0.9092 -0.05 (-0.16-0.05)|  0.2958 0.7588 -0.05 (-0.17-0.07) = 0.3653 0.8522
rs2280788 (CCL5) 0.04 (-0.16-0.24) | 0.6792 0.9092 0.09 (-0.12-0.30) | 0.3798 0.7981 0.07 (-0.16-0.31) | 0.5219 0.8522
rs1799864 (CCR2) 0.01 (-0.11-0.13) | 0.9019 0.9494 0.00 (-0.13-0.13) | 0.9742 0.9910 0.02 (-0.14-0.18) | 0.7744 0.9680
rs1205 (CRP) -0.01 (-0.10-0.07) | 0.7906 0.9301 -0.00 (-0.08-0.07)| 0.9223 0.9910 0.00 (-0.08-0.08) | 0.9957 0.9972
rs1417938 (CRP) 0.07 (-0.02-0.17) | 0.1325 0.7950 0.07 (-0.01-0.15) |  0.0980 0.6091 0.04 (-0.03-0.12) | 0.2605 0.8522
rs1800947 (CRP) 0.08 (-0.29-0.44) | 0.6667 0.9092 0.05 (-0.28-0.38) | 0.7704 0.9883 0.11 (-0.23-0.44) | 05184 0.8522
rs2808630 (CRP) -0.06 (-0.16-0.04) = 0.2316 0.8380 -0.05 (-0.14-0.03)| 0.1915 0.7261 -0.04 (-0.13-0.05) = 0.3451 0.8522
rs3091244 (CRP)° ggs 583;8?; 0.3116 0.8380 g:gg ngl);gig; 0.2536 0.7485 7882 Eg;igig 0.4995 0.8522
rs3093058 (CRP) 0.45 (-0.42-1.31) | 0.2977 0.8380 0.53 (-0.22-1.28) | 0.1583 0.6671 0.46 (-0.35-1.27) | 0.2500 0.8522
rs3093066 (CRP) -0.32 (-0.93-0.29) = 0.2857 0.8380 -0.26 (-0.88-0.37)|  0.4017 0.7981 -0.18 (-0.78-0.43) = 0.5539 0.8522
rs11265260 (CRP) 0.05 (-0.09-0.20) | 0.4684 0.9092 0.01 (-0.14-0.15) | 0.8971 0.9910 0.00 (-0.14-0.15) | 0.9682 0.9972
rs12093699 (CRP) 0.08 (-0.05-0.21) | 0.2137 0.8380 0.07 (-0.04-0.19) | 0.1969 0.7261 0.06 (-0.05-0.17) | 0.2553 0.8522
rs12744244 (CRP) 0.09 (-0.05-0.23) | 0.1929 0.8267 0.07 (-0.05-0.19) | 0.2224 0.7485 0.06 (-0.05-0.18) | 0.2697 0.8522
rs2027471 (CRP) -0.02 (-0.11-0.06) = 0.5957 0.9092 -0.01 (-0.09-0.06)| 0.7122 0.9883 -0.01 (-0.08-0.07) = 0.8746 0.9972
rs2592887 (CRP) -0.02 (-0.11-0.07) | 0.6617 0.9092 -0.02 (-0.11-0.07)| 0.6481 0.9883 -0.01(-0.11-0.08) = 0.7432 0.9680
rs2794520 (CRP) -0.01 (-0.10-0.09) = 0.8829 0.9460 0.00 (-0.08-0.08) | 0.9514 0.9910 0.01 (-0.08-0.09) | 0.8983 0.9972
rs3093075 (CRP) 0.04 (-0.12-0.19) | 0.6153 0.9092 0.00 (-0.15-0.15) |  0.9630 0.9910 0.01 (-0.15-0.18) | 0.8977 0.9972
rs1799963 (F2) 0.29 (-0.14-0.72) | 0.1777 0.8267 0.17 (-0.28-0.61) |  0.4427 0.7981 0.22 (-0.25-0.69) | 0.3499 0.8522
rs6025 (F5) 0.08 (-0.09-0.26) | 0.3331 0.8380 0.02 (-0.17-0.22) | 0.8208 0.9883 0.01 (-0.20-0.21) | 0.9506 0.9972
rs1801274 (FCGR2A) 0.07 (-0.01-0.14) | 0.0884 0.7950 0.08 (0.01-0.15) | 0.0337 0.5517 0.09 (0.01-0.17) = 0.0308 0.5610
rs1800790 (FGB) -0.07 (-0.15-0.01) | 0.0854 0.7950 -0.06 (-0.13-0.01)| 0.0744 0.6091 -0.08 (-0.17--0.00) = 0.0417 0.5610
rs1260326 (GCKR) 0.02 (-0.08-0.12) | 0.6563 0.9092 0.05 (-0.04-0.13) |  0.2691 0.7485 0.05 (-0.03-0.13) | 0.2160 0.8522
rs1143623 (IL1B) -0.02 (-0.14-0.10) | 0.7659 0.9242 -0.01 (-0.12-0.11)|  0.9132 0.9910 -0.00 (-0.10-0.10) = 0.9631 0.9972
rs1800871 (IL10) 0.01 (-0.08-0.11) | 0.7623 0.9242 0.02 (-0.07-0.11) | 0.6729 0.9883 0.03 (-0.06-0.12) | 0.4534 0.8522
rs1800872 (IL10) 0.00 (-0.09-0.10) | 0.9230 0.9548 0.01 (-0.09-0.11) | 0.7934 0.9883 0.03 (-0.06-0.12) | 0.5089 0.8522
rs1800896 (IL10) -0.02 (-0.08-0.05) = 0.5991 0.9092 -0.02 (-0.09-0.04)|  0.4622 0.8021 -0.02 (-0.09-0.04) = 0.4971 0.8522
rs2243248 (IL4) 0.03 (-0.13-0.18) | 0.7330 0.9242 0.11 (-0.02-0.24) |  0.0840 0.6091 0.10 (-0.06-0.27) | 0.1989 0.8522
rs2243250 (IL4) -0.07 (-0.15-0.02) = 0.1204 0.7950 -0.08 (-0.17-0.01)| 0.0913 0.6091 -0.08 (-0.17-0.01) = 0.0717 0.6146
rs2243270 (IL4) -0.07 (-0.17-0.03) | 0.1747 0.8267 -0.08 (-0.18-0.02)| 0.1168 0.6091 -0.08 (-0.18-0.02) = 0.1285 0.7710
rs1801275 (IL4R) -0.03 (-0.14-0.08) = 0.5618 0.9092 -0.01 (-0.12-0.10)|  0.8494 0.9910 0.00 (-0.12-0.12) | 0.9617 0.9972
rs1805015 (IL4R) -0.01(-0.12-0.10) | 0.8740 0.9460 -0.00 (-0.11-0.11)|  1.0000 1.0000 0.01 (-0.10-0.12) | 0.8333 0.9972
rs5918 (ITGB3) 0.01 (-0.08-0.09) | 0.8252 0.9460 0.01 (-0.08-0.11) | 0.7491 0.9883 0.01 (-0.07-0.10) | 0.7420 0.9680
rs11003125 (MBL2) 0.10 (0.03-0.17) | 0.0058 0.1300 0.09 (0.02-0.15) | 0.0091 0.2685 0.09 (0.02-0.15) = 0.0131 0.3930
rs1800450 (MBL2) 0.06 (-0.07-0.19) | 0.3522 0.8453 0.03 (-0.09-0.16) | 0.5683 0.9314 0.03 (-0.10-0.15) | 0.6423 0.9176
rs1800451 (MBL2) -0.02 (-0.27-0.23) | 0.8679 0.9460 -0.05 (-0.30-0.20)|  0.6671 0.9883 -0.04 (-0.29-0.21) = 0.7416 0.9680
rs5030737 (MBL2) 0.21 (-0.04-0.46) | 0.0964 0.7950 0.21 (-0.02-0.45) | 0.0737 0.6091 0.22 (-0.01-0.44) | 0.0561 0.5610
rs7096206 (MBL2) -0.02 (-0.12-0.08) | 0.6772 0.9092 -0.03 (-0.11-0.06)| 0.5460 0.9204 -0.02 (-0.10-0.07) = 0.6789 0.9473
rs1800482 (NOS2A) 0.43(-0.97-1.84) | 0.5304 0.9092 0.15 (-1.15-1.46) | 0.8103 0.9883 0.18 (-1.04-1.39) | 0.7686 0.9680
rs9282799 (NOS2A) 1.31(0.58-2.04) | 0.0011 0.0660 0.89 (0.06-1.72) | 0.0374 0.5517 0.81(0.00-1.62) = 0.0490 0.5610
rs1799983 (NOS3) 0.02 (-0.10-0.13) | 0.7702 0.9242 0.03 (-0.06-0.13) | 0.4464 0.7981 0.04 (-0.05-0.12) | 0.3711 0.8522
rs2070744 (NOS3) -0.03 (-0.13-0.06) = 0.4977 0.9092 -0.02 (-0.12-0.08)| 0.6373 0.9883 -0.03 (-0.13-0.08) = 0.5924 0.8735
rs662 (PON1) -0.06 (-0.16-0.04) = 0.2409 0.8380 -0.04 (-0.13-0.06)| 0.4212 0.7981 -0.02 (-0.11-0.06) = 0.5969 0.8735
rs854560 (PON1) 0.04 (-0.05-0.13) | 0.3352 0.8380 0.04 (-0.03-0.11) | 0.2698 0.7485 0.03 (-0.04-0.10) | 0.3812 0.8522
rs1801282 (PPARG) 0.08 (-0.08-0.24) | 0.3098 0.8380 0.09 (-0.03-0.22) | 0.1327 0.6091 0.12 (-0.02-0.26) | 0.1006 0.6707
rs1799762 (SERPINE1) 0.03 (-0.07-0.13) | 0.5232 0.9092 0.04 (-0.06-0.14) |  0.4053 0.7981 0.04 (-0.06-0.15) | 0.3962 0.8522
rs1800468 (TGFB1/B9D2) | 0.06 (-0.11-0.23) | 0.4796 0.9092 0.08 (-0.07-0.24) |  0.2791 0.7485 0.08 (-0.07-0.23) | 0.2956 0.8522
rs1800469 (TGFB1/B9D2) | 0.00 (-0.12-0.12) & 0.9881 0.9881 -0.00 (-0.11-0.10)| 0.9624 0.9910 0.00 (-0.12-0.12) | 0.9972 0.9972
rs1800470 (TGFB1) 0.03 (-0.10-0.15) | 0.6350 0.9092 0.02 (-0.09-0.14) | 0.7162 0.9883 0.04 (-0.08-0.15) | 0.5443 0.8522
rs4986790 (TLR4) 0.07 (-0.12-0.26) | 0.4662 0.9092 0.07 (-0.10-0.24) |  0.4220 0.7981 0.06 (-0.11-0.24) | 0.4642 0.8522
rs1800629 (TNF) -0.07 (-0.20-0.06) = 0.2843 0.8380 -0.07 (-0.19-0.05)| 0.2483 0.7485 -0.07 (-0.20-0.06) = 0.2791 0.8522
rs1800750 (TNF) 0.41(0.13-0.70) | 0.0065 0.1300 0.46 (0.21-0.71) |  0.0008 0.0472 0.35 (0.09-0.60) = 0.0092 0.3930
rs361525 (TNF) 0.13 (-0.06-0.31) | 0.1839 0.8267 0.14 (-0.04-0.32) | 0.1281 0.6091 0.14 (-0.03-0.31) | 0.0936 0.6707
rs2239185 (VDR) -0.01 (-0.08-0.07) | 0.8539 0.9460 0.01 (-0.08-0.09) | 0.8717 0.9910 0.02 (-0.05-0.10) | 0.5087 0.8522
rs731236 (VDR) 0.03 (-0.06-0.12) | 0.5374 0.9092 0.01 (-0.07-0.10) | 0.7838 0.9883 -0.01 (-0.09-0.08) = 0.8886 0.9972
rs890945 (Chr 5¢33.3) 0.02 (-0.09-0.14) | 0.6819 0.9092 0.05 (-0.06-0.15) | 0.3590 0.7981 0.03 (-0.07-0.13) = 0.5472 0.8522
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Crude Model

Age-Sex Adjusted Model

Fully Adjustedb Model

Variant B coefficient pvalue FDR-adjusted | B coefficient pvalue FDR-adjusted B coefficient p-value FDR-adjusted
(95% CI) P-value (95% CI) P-value (95% CI) P-value
Non-Hispanic blacks
rs1042713 (ADRB2) 0.00 (-0.15-0.15) | 0.9960 0.9960 0.02 (-0.12-0.17) | 0.7208 0.9795 0.03 (-0.11-0.16) | 0.6889 0.9024
rs1042714 (ADRB2) -0.02 (-0.24-0.19) | 0.8302 0.9960 -0.06 (-0.27-0.15)|  0.5631 0.9795 -0.07 (-0.26-0.12) = 0.4448 0.8848
rs429358 (APOE ) 0.02 (-0.15-0.19) | 0.7923 0.9960 0.07 (-0.07-0.20) |  0.3290 0.8440 0.05 (-0.07-0.17) | 0.4152 0.8848
rs7412 (APOE) 0.12 (-0.08-0.32) | 0.2299 0.7663 0.08 (-0.06-0.22) |  0.2589 0.8108 0.10 (-0.06-0.26) | 0.2016 0.6657
rs769214 (CAT) -0.00 (-0.12-0.11) = 0.9471 0.9960 -0.01 (-0.12-0.10)|  0.8292 0.9795 -0.01(-0.12-0.09) = 0.7809 0.9024
rs2280788 (CCL5) -0.31(-0.82-0.21) | 0.2290 0.7663 -0.09 (-0.60-0.43)| 0.7266 0.9795 -0.06 (-0.62-0.51) = 0.8339 0.9024
rs1799864 (CCR2) -0.04 (-0.23-0.14) | 0.6185 0.9960 -0.03 (-0.20-0.14)|  0.7136 0.9795 -0.04 (-0.20-0.12) = 0.6210 0.9024
rs1205 (CRP) -0.11 (-0.25-0.04) = 0.1441 0.7663 -0.11 (-0.24-0.02)|  0.0815 0.6601 -0.15 (-0.29--0.00) | 0.0441 0.5471
rs1417938 (CRP) -0.03(-0.28-0.22) | 0.7864 0.9960 0.01 (-0.27-0.28) | 0.9587 0.9866 0.07 (-0.19-0.33) | 0.5870 0.9024
rs1800947 (CRP) -0.44 (-1.52-0.64) = 0.4109 0.8966 -0.60 (-1.50-0.30)|  0.1830 0.7972 -0.55 (-1.44-0.34) = 0.2124 0.6657
rs2808630 (CRP) 0.12 (-0.07-0.30) | 0.2009 0.7663 0.07 (-0.08-0.22) | 0.3228 0.8440 0.04 (-0.10-0.19) | 0.5332 0.8848
rs3091244 (CRP)° %i‘(‘) ((%1227%297)) 0.3307 0.8966 %%56 ((%g%?)ll%)) 0.3933 0.9168 7%%91 ((%(13;%2105)) 0.4052 0.8848
rs3093058 (CRP) -0.17 (-0.35-0.02) = 0.0833 0.7663 -0.14 (-0.31-0.04)|  0.1200 0.7080 -0.14 (-0.31-0.03)  0.1003 0.5471
rs3093066 (CRP) 0.10 (-0.07-0.27) | 0.2249 0.7663 0.12 (-0.02-0.26) | 0.0912 0.6601 0.13 (-0.02-0.27) | 0.0776 0.5471
rs11265260 (CRP) -0.03 (-0.28-0.23) = 0.8328 0.9960 -0.02 (-0.27-0.22)| 0.8574 0.9795 0.03 (-0.24-0.29) | 0.8356 0.9024
rs12093699 (CRP) 0.09 (-0.06-0.23) | 0.2238 0.7663 0.09 (-0.05-0.23) | 0.2054 0.7972 0.08 (-0.06-0.22) | 0.2441 0.6657
rs12744244 (CRP) -0.01(-0.39-0.38) = 0.9762 0.9960 0.04 (-0.35-0.43) | 0.8321 0.9795 0.07 (-0.32-0.46) | 0.7226 0.9024
rs2027471 (CRP) -0.10 (-0.24-0.04) | 0.1634 0.7663 -0.10 (-0.23-0.02)|  0.1007 0.6601 -0.14 (-0.28-0.00) = 0.0535 0.5471
rs2592887 (CRP) 0.07 (-0.11-0.26) | 0.4184 0.8966 0.06 (-0.09-0.21) | 0.4235 0.9254 0.04 (-0.12-0.19) | 0.6345 0.9024
rs2794520 (CRP) -0.07 (-0.21-0.06) | 0.2858 0.8574 -0.07 (-0.20-0.06)|  0.2611 0.8108 -0.10 (-0.24-0.04) = 0.1527 0.6371
rs3093075 (CRP) 0.07 (-0.09-0.23) | 0.3956 0.8966 0.07 (-0.06-0.20) | 0.2919 0.8440 0.09 (-0.04-0.23) | 0.1805 0.6371
rs1799963 (F2) -0.88 (-2.20-0.44) | 0.1810 0.7663 -1.04 (-1.90--0.18)  0.0205 0.6601 -0.96 (-1.88--0.04) | 0.0411 0.5471
rs6025 (F5) 0.07 (-0.43-0.56) | 0.7817 0.9960 0.23 (-0.27-0.73) | 0.3442 0.8462 0.18 (-0.43-0.80) | 0.5440 0.8848
rs1801274 (FCGR2A) 0.09 (-0.08-0.25) | 0.2781 0.8574 0.12 (-0.04-0.28) | 0.1469 0.7879 0.11 (-0.05-0.27) | 0.1669 0.6371
rs1800790 (FGB) -0.02 (-0.28-0.24) | 0.8948 0.9960 0.01 (-0.25-0.27) | 0.9377 0.9866 0.10 (-0.21-0.41) | 0.5130 0.8848
rs1260326 (GCKR) 0.02 (-0.15-0.20) | 0.7743 0.9960 -0.02 (-0.19-0.14)|  0.7647 0.9795 -0.02 (-0.21-0.16) = 0.7834 0.9024
rs1143623 (IL1B) -0.04 (-0.28-0.21) | 0.7574 0.9960 0.00 (-0.21-0.21) | 1.0000 1.0000 0.05 (-0.19-0.28) | 0.6924 0.9024
rs1800871 (IL10) -0.04 (-0.17-0.09) | 0.5168 0.9396 -0.04 (-0.16-0.08)| 0.5192 0.9795 -0.05(-0.17-0.08) = 0.4474 0.8848
rs1800872 (IL10) -0.03 (-0.16-0.09) = 0.5800 0.9667 -0.03 (-0.15-0.09)| 0.5725 0.9795 -0.04 (-0.16-0.08) = 0.5162 0.8848
rs1800896 (IL10) -0.02 (-0.14-0.10) | 0.7622 0.9960 -0.03 (-0.15-0.09)| 0.5730 0.9795 -0.03(-0.16-0.11) = 0.6581 0.9024
rs2243248 (IL4) -0.01(-0.19-0.18) = 0.9534 0.9960 0.01 (-0.12-0.14) | 0.8633 0.9795 0.01 (-0.13-0.15) | 0.9024 0.9024
rs2243250 (IL4) -0.01(-0.21-0.19) | 0.8847 0.9960 0.00 (-0.18-0.19) | 0.9675 0.9866 0.02 (-0.15-0.19) | 0.8261 0.9024
rs2243270 (IL4) -0.07 (-0.29-0.16) | 0.5542 0.9501 -0.02 (-0.24-0.19)|  0.8097 0.9795 -0.02 (-0.24-0.20) = 0.8507 0.9024
rs1801275 (IL4R) -0.03 (-0.11-0.06) | 0.5027 0.9396 -0.05 (-0.14-0.05)| 0.3127 0.8440 -0.08 (-0.21-0.06) = 0.2434 0.6657
rs1805015 (IL4R) -0.04 (-0.15-0.07) = 0.4859 0.9396 -0.01(-0.13-0.11)| 0.8564 0.9795 -0.04 (-0.16-0.08) = 0.4490 0.8848
rs5918 (ITGB3) 0.14 (-0.05-0.33) | 0.1410 0.7663 0.07 (-0.11-0.26) | 0.4040 0.9168 0.15 (-0.05-0.34) | 0.1297 0.6018
rs11003125 (MBL2) -0.14 (-0.37-0.09) = 0.2114 0.7663 -0.12 (-0.32-0.09)|  0.2540 0.8108 -0.12 (-0.37-0.12) = 0.3079 0.8032
rs1800450 (MBL2) 0.28 (-0.16-0.72) | 0.2064 0.7663 0.30 (-0.05-0.65) | 0.0927 0.6601 0.30 (-0.10-0.70) | 0.1304 0.6018
rs1800451 (MBL2) -0.00 (-0.17-0.16) = 0.9636 0.9960 -0.01(-0.16-0.15)| 0.9456 0.9866 -0.02 (-0.18-0.14) = 0.7857 0.9024
rs5030737 (MBL2) -0.24 (-0.74-0.27) | 0.3429 0.8966 -0.12 (-0.74-0.50)|  0.6905 0.9795 -0.25(-1.03-0.52) = 0.5072 0.8848
rs7096206 (MBL2) -0.10 (-0.26-0.06) = 0.2137 0.7663 -0.11 (-0.23-0.01)| 0.0789 0.6601 -0.12 (-0.24-0.00) = 0.0578 0.5471
rs1800482 (NOS2A) 0.16 (-0.01-0.33) | 0.0648 0.7663 0.14 (-0.02-0.30) | 0.0846 0.6601 0.16 (-0.00-0.33) | 0.0541 0.5471
rs9282799 (NOS2A) -0.12 (-0.46-0.22) = 0.4829 0.9396 0.03 (-0.32-0.38) | 0.8405 0.9795 0.04 (-0.31-0.38) | 0.8333 0.9024
rs1799983 (NOS3) -0.00 (-0.20-0.20) | 0.9823 0.9960 -0.02 (-0.19-0.14)|  0.7704 0.9795 -0.05(-0.21-0.11) = 0.5443 0.8848
rs2070744 (NOS3) 0.02 (-0.20-0.25) | 0.8286 0.9960 0.01 (-0.16-0.19) | 0.8840 0.9841 -0.02 (-0.18-0.13) = 0.7774 0.9024
rs662 (PON1) -0.05(-0.18-0.09) = 0.4642 0.9396 -0.01(-0.15-0.13)| 0.8581 0.9795 -0.04 (-0.17-0.09) = 0.5456 0.8848
rs854560 (PON1) 0.00 (-0.20-0.20) | 0.9664 0.9960 -0.05 (-0.22-0.12)|  0.5535 0.9795 -0.10 (-0.27-0.07) = 0.2394 0.6657
rs1801282 (PPARG ) 0.16 (-0.21-0.53) | 0.3778 0.8966 0.23(-0.11-0.58) | 0.1776 0.7972 0.24 (-0.11-0.59) | 0.1761 0.6371
rs1799762 (SERPINE1) 0.02 (-0.12-0.16) | 0.7405 0.9960 0.02 (-0.12-0.15) | 0.8023 0.9795 0.01 (-0.13-0.15) | 0.9000 0.9024
rs1800468 (TGFB1/B9D2) | -0.34 (-0.65--0.03) = 0.0328 0.7663 -0.31(-0.64-0.02)| 0.0666 0.6601 -0.33(-0.70-0.04) = 0.0750 0.5471
rs1800469 (TGFB1/B9D2) | 0.11(-0.04-0.26) & 0.1479 0.7663 0.10 (-0.06-0.26) | 0.2162 0.7972 0.14 (-0.02-0.30) | 0.0904 0.5471
rs1800470 (TGFB1) 0.09 (-0.05-0.23) | 0.2116 0.7663 0.09 (-0.05-0.23) | 0.2096 0.7972 0.13 (-0.02-0.28) | 0.0960 0.5471
rs4986790 (TLR4) 0.02 (-0.30-0.33) | 0.9212 0.9960 0.03 (-0.25-0.31) | 0.8080 0.9795 0.02 (-0.27-0.30) | 0.8937 0.9024
rs1800629 (TNF) -0.09 (-0.30-0.12) | 0.4075 0.8966 -0.06 (-0.25-0.13)| 0.5179 0.9795 -0.01(-0.20-0.17) = 0.8775 0.9024
rs1800750 (TNF) -0.01(-0.33-0.31) = 0.9545 0.9960 0.07 (-0.25-0.38) | 0.6754 0.9795 0.04 (-0.31-0.39) | 0.8117 0.9024
rs361525 (TNF) -0.10 (-0.36-0.15) | 0.4081 0.8966 -0.06 (-0.34-0.22)|  0.6460 0.9795 -0.09 (-0.37-0.19) = 0.4991 0.8848
rs2239185 (VDR) 0.01(-0.11-0.14) | 0.8384 0.9960 0.00 (-0.12-0.12) | 0.9699 0.9866 0.04 (-0.08-0.15) | 0.5367 0.8848
rs731236 (VDR) 0.04 (-0.09-0.17) | 05352 0.9445 0.03 (-0.09-0.14) | 0.6286 0.9795 0.03 (-0.09-0.16) | 0.5880 0.9024
rs890945 (Chr 533.3) -0.12 (-0.26-0.01) = 0.0775 0.7663 -0.12 (-0.24-0.00)|  0.0570 0.6601 -0.12 (-0.25-0.01) = 0.0733 0.5471
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Crude Model

Age-Sex Adjusted Model

Fully Adjustedb Model

Variant B coefficient pvalue FDR-adjusted | B coefficient pvalue FDR-adjusted B coefficient p-value FDR-adjusted
(95% CI) P-value (95% CI) P-value (95% CI) P-value
Mexican Americans
rs1042713 (ADRB2) 0.00 (-0.17-0.18) | 0.9877 0.9877 0.02 (-0.15-0.18) | 0.8377 0.9794 -0.01 (-0.15-0.14) | 0.9438 0.9466
rs1042714 (ADRB2) -0.01(-0.15-0.12) = 0.8383 0.9877 -0.02 (-0.14-0.10)|  0.6964 0.9794 0.00 (-0.12-0.13) | 0.9395 0.9466
rs429358 (APOE ) 0.08 (-0.09-0.24) | 0.3568 0.8693 0.06 (-0.09-0.21) | 0.4293 0.9794 0.03 (-0.12-0.18) | 0.6849 0.9466
rs7412 (APOE) 0.06 (-0.13-0.25) | 0.5341 0.9454 0.08 (-0.18-0.33) | 0.5321 0.9794 -0.01(-0.25-0.24) = 0.9456 0.9466
rs769214 (CAT) 0.02 (-0.08-0.11) | 0.7372 0.9877 0.02 (-0.06-0.10) | 0.6604 0.9794 0.01 (-0.06-0.09) | 0.7183 0.9466
rs2280788 (CCL5) 0.09 (-0.64-0.83) | 0.7940 0.9877 0.05 (-0.67-0.77) | 0.8931 0.9794 0.05(-0.71-0.81) | 0.8913 0.9466
rs1799864 (CCR2) -0.06 (-0.25-0.12) | 0.4877 0.9454 -0.04 (-0.22-0.15)|  0.6874 0.9794 -0.04 (-0.23-0.16) = 0.7176 0.9466
rs1205 (CRP) 0.00 (-0.11-0.12) | 0.9539 0.9877 -0.01 (-0.12-0.09)| 0.7885 0.9794 -0.02 (-0.13-0.09) = 0.6837 0.9466
rs1417938 (CRP) 0.00 (-0.14-0.15) | 0.9586 0.9877 -0.01(-0.14-0.12)| 0.8948 0.9794 0.02 (-0.10-0.14) | 0.7469 0.9466
rs1800947 (CRP) -0.03 (-0.65-0.59) = 0.9155 0.9877 -0.25 (-0.92-0.43)|  0.4570 0.9794 -0.35(-0.77-0.08) = 0.1040 0.7038
rs2808630 (CRP) -0.07 (-0.20-0.07) | 0.3039 0.8693 -0.04 (-0.17-0.08)|  0.4902 0.9794 -0.03(-0.15-0.09) = 0.6347 0.9466
rs3091244 (CRP)° 8811 ((812;81265)) 0.9719 0.9877 %%% ((%115;%21?) 0.8767 0.9794 7282 Egﬁgig; 0.7853 0.9466
rs3093058 (CRP) 0.08 (-0.41-0.57) | 0.7484 0.9877 0.05 (-0.57-0.67) | 0.8672 0.9794 0.06 (-0.60-0.72) | 0.8539 0.9466
rs3093066 (CRP) -0.31 (-0.72-0.10) | 0.1298 0.8653 -0.34 (-0.77-0.09)|  0.1143 0.9794 -0.42 (-0.88-0.05) = 0.0748 0.7038
rs11265260 (CRP) -0.14 (-0.42-0.14) = 0.3209 0.8693 -0.05 (-0.29-0.20)|  0.7033 0.9794 -0.02 (-0.26-0.22) = 0.8530 0.9466
rs12093699 (CRP) 0.02 (-0.11-0.14) | 0.7898 0.9877 0.01 (-0.10-0.11) | 0.8771 0.9794 0.01 (-0.10-0.12) | 0.8355 0.9466
rs12744244 (CRP) 0.01 (-0.26-0.27) | 0.9614 0.9877 0.00 (-0.24-0.25) | 0.9746 0.9931 -0.01(-0.24-0.21) = 0.8990 0.9466
rs2027471 (CRP) -0.02 (-0.13-0.10) | 0.7861 0.9877 -0.03 (-0.15-0.08)| 0.5546 0.9794 -0.05(-0.16-0.07) = 0.4036 0.9466
rs2592887 (CRP) 0.02 (-0.11-0.14) | 0.7957 0.9877 -0.00 (-0.12-0.12)|  0.9820 0.9931 -0.00 (-0.13-0.12) = 0.9466 0.9466
rs2794520 (CRP) -0.01(-0.12-0.11) | 0.9216 0.9877 -0.02 (-0.13-0.09)|  0.7030 0.9794 -0.02 (-0.13-0.09) = 0.6710 0.9466
rs3093075 (CRP) -0.09 (-0.32-0.13) = 0.3983 0.8913 -0.04 (-0.26-0.19)| 0.7414 0.9794 -0.04 (-0.26-0.18) = 0.7172 0.9466
rs1799963 (F2) 0.03 (-0.77-0.83) | 0.9361 0.9877 -0.05 (-0.90-0.81)|  0.9130 0.9794 -0.04 (-1.01-0.94) = 0.9380 0.9466
rs6025 (F5) 0.36 (-0.52-1.24) | 0.4011 0.8913 0.34 (-0.42-1.11) | 0.3658 0.9794 0.33(-0.43-1.08) | 0.3824 0.9466
rs1801274 (FCGR2A) 0.07 (-0.04-0.19) | 0.2063 0.8693 0.06 (-0.05-0.16) | 0.2875 0.9794 0.04 (-0.07-0.15) | 0.4347 0.9466
rs1800790 (FGB) -0.02 (-0.19-0.15) = 0.8044 0.9877 0.03 (-0.13-0.19) |  0.7091 0.9794 0.05 (-0.10-0.20) | 0.5023 0.9466
rs1260326 (GCKR) -0.01(-0.19-0.18) | 0.9526 0.9877 -0.01(-0.18-0.16)| 0.8927 0.9794 0.01 (-0.16-0.18) | 0.8707 0.9466
rs1143623 (IL1B) 0.04 (-0.08-0.15) | 0.5276 0.9454 0.09 (-0.02-0.20) |  0.1207 0.9794 0.10 (-0.02-0.22) | 0.1026 0.7038
rs1800871 (IL10) 0.05 (-0.07-0.17) | 0.3560 0.8693 0.04 (-0.08-0.16) | 0.4878 0.9794 0.03 (-0.10-0.15) | 0.6490 0.9466
rs1800872 (IL10) 0.06 (-0.07-0.18) | 0.3508 0.8693 0.04 (-0.08-0.17) |  0.4847 0.9794 0.03 (-0.10-0.16) | 0.6401 0.9466
rs1800896 (IL10) -0.13(-0.28-0.02) | 0.0813 0.7637 -0.13 (-0.29-0.02)|  0.0909 0.9794 -0.14 (-0.29-0.01) = 0.0596 0.7038
rs2243248 (IL4) -0.11 (-0.26-0.04) = 0.1565 0.8693 -0.05 (-0.22-0.11)|  0.5079 0.9794 -0.06 (-0.19-0.07) = 0.3728 0.9466
rs2243250 (IL4) -0.02 (-0.18-0.14) | 0.8164 0.9877 -0.00 (-0.16-0.16)| 0.9931 0.9931 -0.02 (-0.18-0.13) | 0.7587 0.9466
rs2243270 (IL4) -0.04 (-0.21-0.13) | 0.6677 0.9877 -0.02 (-0.19-0.14)|  0.7986 0.9794 -0.03(-0.20-0.13) = 0.6607 0.9466
rs1801275 (IL4R) 0.05(-0.11-0.21) | 05357 0.9454 0.08 (-0.10-0.27) | 0.3577 0.9794 0.09 (-0.11-0.29) | 0.3538 0.9466
rs1805015 (IL4R) 0.14 (-0.07-0.34) | 0.1813 0.8693 0.15 (-0.06-0.36) | 0.1457 0.9794 0.19 (-0.05-0.44) | 0.1121 0.7038
rs5918 (ITGB3) 0.08 (-0.10-0.26) | 0.3543 0.8693 0.10 (-0.09-0.28) |  0.2902 0.9794 0.07 (-0.07-0.21) | 0.3171 0.9466
rs11003125 (MBL2) -0.09 (-0.23-0.05) | 0.2048 0.8693 -0.06 (-0.20-0.07)| 0.3598 0.9794 -0.04 (-0.18-0.09) = 0.5046 0.9466
rs1800450 (MBL2) 0.07 (-0.09-0.24) | 0.3622 0.8693 0.04 (-0.12-0.21) | 0.5849 0.9794 0.08 (-0.09-0.24) | 0.3559 0.9466
rs1800451 (MBL2) -0.08 (-0.44-0.27) = 0.6314 0.9877 -0.14 (-0.55-0.27)|  0.4978 0.9794 -0.14 (-0.62-0.33) = 0.5342 0.9466
rs5030737 (MBL2) 0.34 (-0.00-0.68) | 0.0528 0.7140 0.36 (-0.04-0.76) | 0.0749 0.9794 0.34 (-0.09-0.76) | 0.1173 0.7038
rs7096206 (MBL2) 0.16 (-0.03-0.34) | 0.0891 0.7637 0.12 (-0.09-0.34) | 0.2551 0.9794 0.07 (-0.15-0.28) | 0.5370 0.9466
rs1800482 (NOS2A) -0.06 (-0.69-0.57) | 0.8458 0.9877 0.04 (-0.63-0.70) | 0.9100 0.9794 -0.32 (-0.58--0.06) = 0.0176 0.3520
rs9282799 (NOS2A) 0.67 (0.29-1.05) | 0.0014 0.0840 0.59 (-0.24-1.42) | 0.1567 0.9794 0.58 (-0.44-1.59) | 0.2513 0.9466
rs1799983 (NOS3) -0.12 (-0.30-0.06) | 0.1699 0.8693 -0.16 (-0.32--0.00)  0.0460 0.9794 -0.18 (-0.32--0.04) | 0.0145 0.3520
rs2070744 (NOS3) -0.06 (-0.24-0.13) | 0.5185 0.9454 -0.09 (-0.27-0.10)|  0.3492 0.9794 -0.10 (-0.28-0.07) = 0.2417 0.9466
rs662 (PON1) -0.09 (-0.24-0.06) = 0.2461 0.8693 -0.07 (-0.20-0.06)|  0.3053 0.9794 -0.05(-0.18-0.07) = 0.3835 0.9466
rs854560 (PON1) -0.04 (-0.29-0.21) | 0.7568 0.9877 -0.07 (-0.29-0.16)|  0.5443 0.9794 -0.07 (-0.29-0.15) = 0.5209 0.9466
rs1801282 (PPARG ) -0.12 (-0.35-0.11) | 0.2953 0.8693 -0.11(-0.33-0.12)| 0.3358 0.9794 -0.10 (-0.32-0.13) = 0.3710 0.9466
rs1799762 (SERPINE1) 0.10 (0.01-0.19) | 0.0295 0.5900 0.06 (-0.04-0.15) | 0.2116 0.9794 0.03 (-0.07-0.12) | 0.5637 0.9466
rs1800468 (TGFB1/B9D2) | -0.12 (-0.43-0.19) | 0.4388 0.9403 -0.18 (-0.46-0.10)| 0.1938 0.9794 -0.16 (-0.44-0.12) = 0.2563 0.9466
rs1800469 (TGFB1/B9D2) | 0.00 (-0.14-0.14) | 0.9566 0.9877 0.01(-0.12-0.14) | 0.8871 0.9794 0.04 (-0.08-0.17) | 0.5033 0.9466
rs1800470 (TGFB1) 0.04 (-0.10-0.18) | 0.5584 0.9573 0.04 (-0.10-0.19) | 0.5347 0.9794 0.08 (-0.08-0.24) | 0.3019 0.9466
rs4986790 (TLR4) -0.24 (-0.56-0.07) = 0.1199 0.8653 -0.27 (-0.61-0.06)|  0.1042 0.9794 -0.30 (-0.69-0.10) = 0.1315 0.7173
rs1800629 (TNF) 0.08 (-0.15-0.32) | 0.4774 0.9454 0.00 (-0.22-0.23) | 0.9819 0.9931 0.02 (-0.22-0.25) | 0.8907 0.9466
rs1800750 (TNF) 0.27 (-0.19-0.74) | 0.2328 0.8693 0.21 (-0.25-0.68) | 0.3531 0.9794 0.28 (-0.11-0.66) | 0.1522 0.7610
rs361525 (TNF) 0.04 (-0.29-0.37) | 0.7862 0.9877 0.04 (-0.29-0.36) | 0.8213 0.9794 0.05 (-0.25-0.35) | 0.7486 0.9466
rs2239185 (VDR) -0.11 (-0.23-0.00) | 0.0595 0.7140 -0.10 (-0.22-0.02)|  0.0930 0.9794 -0.11 (-0.24-0.02) = 0.0945 0.7038
rs731236 (VDR) 0.00 (-0.15-0.16) | 0.9627 0.9877 0.01 (-0.14-0.16) | 0.8841 0.9794 0.01 (-0.16-0.18) | 0.8907 0.9466
rs890945 (Chr 533.3) -0.11 (-0.33-0.10) = 0.2903 0.8693 -0.10 (-0.32-0.13) | 0.3815 0.9794 -0.10 (-0.32-0.12) = 0.3547 0.9466

ClI, confidence interval; FDR, false-discovery rate.

a) Defined as log-transformed albumin-to-creatinine ratio (ACR) and analyzed as a continuous variable. b) Analyses adjusted for age, sex, alcohol consumption, educational
attainment, and waist:hip ratio. c) For this tri-allelic variant, the first beta coefficient corresponds to the A allele, while the second corresponds to the T allele. (The C allele is the
reference.) The unadjusted and FDR-adjusted P values are for the overall test of association.
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Table S2. Complete results of associations of candidate gene polymorphisms and albumin-to-creatinine ratio?,

codominant genetic model

Crude Model Age-Sex Adjusted Model Fully Adjusted” Model
Variant Genotype B coefficient pvalue FDR-adjusted B coefficient pvalue FDR-adjusted B coefficient pvalue TDR-adjusted
(95% CI) P-value (95% CI) P-value (95% CI) P-value

Non-Hispanic whites
151042713 (ADRB2) 2’2 v gg 8:8421 E:g: ﬁgig 0.8020 |  0.8864 8:81 E:g:gg:g:g; 0.6492 0.8254 g:gg E:g:ég:g:ig; 05950 |  0.7835
151042714 (ADRB2) gg v gg '8 813 ((g 1158 ' 1171)) 0.8465 |  0.9092 :g:g; E:g:ig:g:fl’g 0.8087 0.8398 :g:g‘; E:g:ig:g:gzg 07526 |  0.8236
15429358 (APOE) g$ v E %2031 ((%0261%‘;62)) 03797 |  0.6514 %20‘; ((%0136%51% 0.3366 0.6537 %2023 ((%0137%‘;71)) 03411 |  0.6855
T A e e I e e e I e e R
1769214 (CAT) gi v x :g:gg E:g:gg:g:é?g 0.5750 |  0.7756 :g:gg E:g:gg:g:ég 0.3778 0.6537 :g:gg E:g:gg:g:ég 04265 |  0.7068
152280788 (CCL5) g(g v gg g:gé Eﬁéjfgiéégi 09083 |  0.9306 'g_ 1012 ((011311013228)) 0.6460 0.8254 g:gg E:é:?g:é;gg; 08102 |  0.8544
151799864 (CCR2) ﬁé v gg 'g:g’; 25%6317-:'1‘;) 0.2288 |  0.6514 'é’_ '03;3 ((01531(? 'f@g)) 0.3568 0.6537 '3395 ((_'&gf_g'zsg)) 03251 |  0.6855
151205 (CRP) :é v gg %%}5 ((-%.1281-%.2101)) 0.7471 | 0.8558 _%%56 ((-.%_1221-.%%%3)) 0.4670 0.6698 _%%56 ((-%293-%.21%)) 05005 |  0.7639
151417938 (CRP) IZ v 22 _8:(2)2 Ef’(')‘_)ffd‘.‘ﬁ) 00801 |  0.6351 _8:(2)‘1‘ E?d(_)fé?défz)) 0.0643 0.4880 %g (('_%_Oli'%isl)) 0.1944 |  0.6855
151800947 (CRP) (c:g v gg
152808630 (CRP) gi v x :g: éé E:gjg:g: (1)3 04720 | 0.7399 :g:gg E:gjg:g: ég 0.3803 0.6537 :g:gi E:g:ig:g: ég 06025 |  0.7835

AAVs. CC | 054 (-0.55-1.62) 0.40 (:0.74-1.55) 0.34 (:0.79-1.48)

ACvs.CC | 0.07(-0.16-0.31) 0.04 (-0.20-0.28) 0.06 (-0.20-0.31)
153091244 (CRP) ATvs.CC | -003(-036-0.30) | 03128 | 06514 | -0.01(-0.32-0.31) | 0.3593 0.6537 | -0.02(-0.35-0.31) | 0.6396 |  0.7835

CTvs.CC | 0.01(-0.17-0.19) -0.01 (-0.16-0.15) -0.00 (-0.16-0.16)

TTvs.CC_ | 0.24(0.03-0.44) 0.23 (0.04-0.41) 0.18 (:0.01-0.36)
rs3093058 (CRP) 12; v ':2 045 (0az-1a1) | 027 0.6514 053 (022-128) | 15 0.6230 06 (05127) | OB 0.6855
153093066 (CRP) ':é o gg o2 (osoze) | OB | 081 | o smaan | 04007 0652 | |10 o7poay | 0559 | 078%
rs11265260 (CRP) gi v x 8:82 E:g:ié:g:gg 0.6505 |  0.8212 '()O"gf ((_'8'17 3?-_00.'17&) 0.9727 0.9727 'g'olf ((_'gfj_g'fé) 09491 |  0.9491
112093699 (CRP) 2‘2 v gg g:gi Eigjfgigﬁig 0.2881 0.6514 8:52 E:g:gi:g:‘l‘g 0.2479 0.6230 8:3; E:g:ig:gjg; 0.3810 0.6855
rs12744244 (CRP) 2’2 v gg 8:12 E:g:gg:g:ggg 03141 |  0.6514 g:ég E:g:g%:g:‘z‘ig 0.4700 0.6698 g:% E:g:gg:gjg 03312 |  0.6855
152027471 (CRP) ﬁf‘r\ v E :g:gg Eﬁgﬁﬁ:g&gg 06281 |  0.8212 %%3; ((%123;%10% 0.4367 0.6698 _%%‘2 ((%12‘1%1182)) 04838 |  0.7639
152502887 (CRP) :‘g v gg :g:gj Eigég:g: 1‘2‘; 0.8100 |  0.8864 :g:gg Eig: ;Z:g: 1‘2‘; 0.7134 0.8254 :g:gé Eig: g:g: 12 0.6088 |  0.7835
152794520 (CRP) 22 v gg _%%‘2 ((%1273%2150)) 05321 | 0.7667 _%%% ((%1202%2067)) 0.2425 0.6230 %%87 ((_»Od.ozi_-%.zlg 03341 |  0.6855
rs3093075 (CRP) ':'é‘ v (cxc: g:gi E:g:i;é:‘lsgg 0.5080 |  0.7667 %3092 ((%71%1051‘2) 0.6522 0.8254 %3041 ((%8121041‘?) 0.7361 |  0.8236
151799963 (F2) AGVs.GG | 0.29(-0.14-072) | 01777 | 06514 0.17 (:0.28-061) | 04427 0.6698 0.22(0.25-0.69) | 0.3499 |  0.6855
1s6025 (F5) ﬁé w gg
151801274 (FCGR2A) ﬁé v gg gig E:g:g;:g:;gg 03175 |  0.6514 311;5 ((%%21%?;3) 0.0827 0.4880 31178 ((_%%21'%2‘2) 00683 |  0.4324
151800790 (FGB) ﬁé w gg 8‘1’; Eg;goo?’gz)) 00473 | 0.5487 g‘l’g Eg;googgz)) 0.0573 0.4880 g‘l’i Eg;?oozgz) 00620 |  0.4324
151260326 (GCKR) I(T: v gg g:% E:g:éi:géé; 02084 |  0.6514 g:‘ﬂ E:g:ég:gé‘s‘; 0.2763 0.6300 8:22 E:g:gg:g;i; 02738 |  0.6855
rs1143623 (IL1B) gg v gg 8553 ((_'g'(‘)‘:_'g'llg)) 03931 |  0.6514 'g'gz ((8133812;) 0.6802 0.8254 'ggg’ ((8586811;) 04951 |  0.7639
rs1800871 (IL10) IZ v gg 8382 ((é’gfgzof)) 01282 |  0.6351 gggl ((é’gfgzof)) 0.1113 0.4880 gfg ((_'3'52“_32037)) 00804 |  0.4324
rs1800872 (IL10) ':é v gg '8'01; ((_'8'5’51_3'2013)) 01148 |  0.6351 801: ((_'g'gf_g'zof)) 0.1009 0.4880 gfg ((_'3'524_3'2036)) 00820 |  0.4324
rs1800896 (IL10) gi v x (?f{? ((_'3'01;’_3'2029)) 01267 |  0.6351 'gé’f ((_'g'gé’_g'zog) 0.1743 0.6230 '83’75 ((_'3'0179_3'203) 0.2136 |  0.6855
152243248 (IL4) g? v 'TFI '(?"0258 ({'&f’f_ﬁfé‘)) 07312 | 0.8558 'g"ll: ((_'&gf_gfg)) 0.2416 0.6230 (?1137 ((-_ol.'c())sl-_oo.gg)) 02763 |  0.6855
225004 | tewmec | soriomoon | %% | °®4 | Gosiomaon | % | 0% | Goroisoos | V¥ | 09
152243270 (IL4) gi v x :8: é% E:g:gi:g: ég 03714 |  0.6514 :8: ég E:g:g;:g: é:; 0.2212 0.6230 :8: ég E:g:;‘i:g: éig 02020 |  0.6855
151801275 (IL4R) gi v x %1172 (('_%'12?;3'%%72)) 01014 |  0.6351 -00'.2141 ((_%283-%%71)) 0.0533 0.4880 _%%‘; ((%1212%%?) 01301 |  0.6166
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Ned, RM, et al. Inflammation variants and albuminuria in NHANES Il

Crude Model Age-Sex Adjusted Model Fully Adjusted® Model
Variant Genotype B coefficient pvalue FDR-adjusted B coefficient pvalue FDR-adjusted B coefficient pvalue TDR-adjusted

(95% CI) P-va;lue (95% CI) P—va_lue (95% CI) P-va;lue
11805015 (IL4R) E(T: v E %30% ((%1201%7(% 01314 |  0.6351 %3037 ((%01%%703% 0.0967 0.4880 %3035 ((%11%%7(% 0.1382 0.6166
155918 (ITGB3) E(T: v E g:gg E:g:ﬁ:g:‘l‘é; 0.9452 0.9452 %tll ((%2131 %i% 0.7617 0.8254 %?2 ((%11%%4182)) 0.6101 0.7835
111003125 (MBL2) gg v gg 8'025 ((_%%86'%12) 00234 |  0.4524 8-0231 ((%%%%3172)) 0.0255 0.4845 é’_'ozf ((_%%;'%_3181)) 0.0166 0.4324
151800450 (MBL2) 22 v gg g: ég ﬁigjﬁgigégi 05420 |  0.7667 g: (1)2 ﬁigfgigﬁg 0.7578 0.8254 g: éi E:g:ig:g:ig; 0.7452 | 0.8236
151800451 (MBL2) 22 v gg _(1):% E%?fé_zjfg) 00707 |  0.6351 _ézig Eoogflzoofg,) 0.0692 0.4880 éig 2?6?56-26.1147)) 00749 |  0.4324
1s5030737 (MBL2) Ig v (CXC; g:gi E:(l):gg:(l):igg 01599 |  0.6514 'g:% E;bﬁ)?&%? 0.0911 0.4880 'g:gg 25%603%409? 00820 |  0.4324
17096206 (MBL2) (C;g v gg _g:i; 2?6?23&;?6.33) 00231 |  0.4524 812 E:g:ggf’fgg) 0.0049 01307 | 3'12; (f%glz'_(fégz) 00031 |  0.1798
rs1800482 (NOS2A) (C;g XZ gg e 0.7667 015 (115145 | 0103 0.8398 018 (Losise) | 076 0.8255
159282799 (NOS2A) Ig v gg L3 (08204 | 0001 | 00638 080 (006-172) | 0057 0.4880 081 0006y | 00490 | 04324
151799983 (NOS3) Ig v gg g:gé E:g:ig:g:i;; 08756 |  0.9234 g:gg E:g:(l)g:g:ig; 0.7377 0.8254 g:g: E:g:ég:g:g; 0.6484 |  0.7835
152070744 (NOS3) g$ v E ‘00_-819 ((.-(2'1296.})0_'203)) 0.6513 0.8212 '00_'817 ((_'g'lzf_g'zlg)) 0.7040 0.8254 '00_'817 ((_'(3'1277_'00_'11:)) 0.7092 0.8236
T N e I e e I A s
rs854560 (PON1) ’:’T*\‘/’:: E %231 ({333.'3'223 0.2462 |  0.6514 g:gg E:g:ég:g:i% 03713 0.6537 8:82 Ezgzégjg:ig; 03900 |  0.6855
151801282 (PPARG ) gg v gg g:(l); Ezg:igjg:;g 05716 |  0.7756 g:gg E:g:gg:g:gg 0.2514 0.6230 g:gg E:g:g;:g:gg; 01871 |  0.6855
151799762 (SERPINEL) jggg v gggg 82(1); E:g:ég:gég 03425 |  0.6514 g:(l’g E:g:ég:gég; 0.3899 0.6537 gig E:g:éi:g:gg; 03297 |  0.6855
N I e e ) I B e R I e e A T
L B ] e R e R I e
151800470 (TGFB1) g$ v E g:‘l’i E:g:g‘z‘:gég; 02001 |  0.6514 g:‘l’g E:g:gig:;g; 0.3065 0.6471 g:‘l’g E:g:gi:g:;i; 03429 |  0.6855
154986790 (TLR4) gi v x g:gg E:g:ii:g:g% 0.7525 0.8558 g:gg E:g}g:g:g?; 0.7247 0.8254 g:g? E:g:g:g:g% 0.7514 |  0.8236
11800629 (TNF) 22 v gg :g:fl’g E:g:g?:g:g% 0.4381 0.7058 %0121 ((%3;27%30% 0.2750 0.6300 :g:;’i E:g:gg:g:gg; 0.3867 0.6855
151800750 (TNF) 22 v gg tz‘; ((g 512027?)) 00369 |  0.5351 é:ig Egiggg;g 0.0031 0.1397 012293 ((%%‘Zt?s)) 00224 | 0.4324
15361525 (TNF) 2’2 v gg g:g}l E:g: gégg; 02184 |  0.6514 g:gg E:g: 12;3:% 0.1888 0.6230 01_'520 ((%1123%8187)) 0.0356 0.4324
152239185 (VDR) g$ v E gg; ((g 1117(?1174)) 0.7413 0.8558 g:g}l E:g: 18;8:12; 0.7675 0.8254 8282 E:g:éé:g:;g; 0.6222 0.7835
1731236 (VDR) g$ v E g:gg E:g: Sgﬂ; 0.6047 |  0.8558 %%3; ((%1152%21%)) 0.8365 0.8514 :g:gg Ezg:ig:g:égg 09276 |  0.9439
15890945 (Chr 5q33.3) ':";\\‘I’:: E g:gg E:g:ﬁ:g:ig; 0.9146 0.9306 g:g}l E:g:g;:g:‘l‘g; 0.6391 0.8254 8:8431 E:g:gg:g:ig; 08264 |  0.8559
Non-Hispanic blacks
1s1042713 (ADRB2) ﬁé v gg %%g ((%3203%3% 0.9669 0.9944 %%51 ((%zl?;%i?% 0.8283 0.8908 gzgg E:g:ﬁ:g:gg; 0.8460 0.8800
rs1042714 (ADRB2) gg v gg 30375 ((g;fgé’g) 03358 |  0.7950 :g:gi E:g:gg:gég; 0.5600 0.7956 :g:g; E:g:gg:gég 05443 | 0.7517
e I e O e e W e
17412 (APOE ) Ig v gg (?125 ((._(31,8)132_3'35;) 0.1861 0.7950 _00,'123 ((._85342._00,;52)) 0.2275 0.7656 _00.'114? ((_'83343_3';‘17)) 0.1909 0.6484
1769214 (CAT) gi v x -062)2 (('_%'2320'_00'372)) 05744 | 08723 _00'% (('_%'222'%.2058)) 0.4859 0.7956 -%.0111 (('_%ét'%é?) 0.3371 0.7234
152280788 (CCL5) gg v gg ot (oszoz | 020 | 0790 | o oenoas | 072 N e N
11799864 (CCR2) :2 v gg :g:gg E:g:gg:g:g 0.8763 0.9944 :8:8421 E:g:gi:g:ig 0.8835 0.9092 :g:ég E:g:gg:g:ii; 0.7952 0.8800
rs1205 (CRP) 22 zz gg :g:gj E:g:g;:g: 12; 02714 |  0.7950 '_%é% (('%i%'_g'fg) 0.0539 0.7656 _-%.50%1 (('%Ziig'f:)) 0.0659 0.6484
151417938 (CRP) I; :’IZ ':2 ggg E:éég:&?;?) 0.1658 |  0.7950 812 E:é:gi:&%‘;) 0.1747 0.7656 gi? E:é:gg:&og) 01776 |  0.6484
11800947 (CRP) (C;(C; ‘\2 gg oas (52060 | 410 07950 | o 1s00a0) | 018 0.7656 T I
152608630 (CRP) Sovw | 0 Egigégg; 02892 | o790 | 0% Egi‘l’ggi; 04548 | 07956 | 0% Egigg‘z‘g 07077 | 08800
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Ned, RM, et al. Inflammation variants and albuminuria in NHANES Il

Crude Model Age-Sex Adjusted Model Fully Adjusted® Model
Variant Genotype B coefficient pvalue FDR-adjusted B coefficient pvalue FDR-adjusted B coefficient pvalue TDR-adjusted
(95% CI) P-va;lue (95% CI) P—va_lue (95% CI) P-va;lue

AAVS.CC | 004 (.0.25017) 0.03 (0.14-0.20) 0.06 (0.15-0.27)

ACvs.CC | 0.08(:0.16-0.31) 0.13 (0.07-0.32) 0.21 (0.02-0.40)
153091244 (CRP) ATvs.CC | 001(031-0.33) | 04578 | 08298 | 0.07(013-0.27) | 05121 | 07956 0.15(-0.06-0.37) | 0.4655 |  0.7354

CTvs.CC | -0.11(-0.37-0.16) 0.01 (-0.24-0.25) 0.04 (-0.26-0.33)

TTvs.CC | -0.23 (-0.66-0.19) -0.18 (0.63-0.27) -0.03 (:0.49-0.43)
153093058 (CRP) I; :’IZ 2’2 :g% E:g:gg:g:gg 0.1659 0.7950 :g:ii E:g:gi:g:gg 0.2616 0.7656 :g:ig E:g:g?:g:gg 0.2800 0.6767
153093066 (CRP) ﬁé‘ \‘Z gg 8205 ((gozg 3'4157)) 0.1253 0.7950 gigg ﬁ:g:éi:gégg 0.0717 0.7656 ‘82; 26%23‘;‘?425) 0.0277 0.6484
rs11265260 (CRP) gi v x %7078 ((3239320813(’3)) 05297 |  0.8723 _%%% ((‘%'73%'_20:413;3)) 0.3088 0.7838 _%%94 ((%25220‘5)) 04393 |  0.7354
rs12093699 (CRP) 22 v (G;g 8: ég E:g: gggzg 0.3767 |  0.7950 8: ég E:g: 13:8:‘2‘2 0.3127 0.7656 8: é; E:g: 153333 04241 |  0.7354
rs12744244 (CRP) 2’2 v (cxc: 'g:gg E:é:gg:&g) 04249 |  0.7950 'g'g’; ((013133855’)) 0.5452 0.7956 81520 ((0121385139)) 04701 |  0.7354
152027471 (CRP) ﬁ? v E :g: 1? Eggfgg;‘; 03941 |  0.7950 gsg Ezgzgizg: 18; 0.2689 0.7656 833 Egg‘;gégg 01865 |  0.6484
152592887 (CRP) ﬁé v gg 8: (1,2 Egg;ggg 05096 |  0.8723 8: (1,5 E:g: 128‘3‘3 0.6368 0.7956 gg; Eggggg?; 08800 |  0.8800
152794520 (CRP) ﬁé v gg :g:é‘; E:g:gg:gjg 0.6141 0.8723 :g:g‘z‘ E:g:i;:gjg 0.4168 0.7919 :g:gi E:g:;g:gjﬁ; 0.3186 0.7234
153093075 (CRP) ':"é o gg gf: ((ggégj;)) 0.1166 0.7950 é’fg’ ((gozf(?;g)) 0.1146 0.7656 'gzgg Eb%i?_’gffl(;) 00304 |  0.6484
151799963 (F2) AGVs.GG | -0.88(220-0.44) | 0.1810 | 07950 | -1.04(-1L90-0.18) | 0.0205 | 07656 | -0.96 (-L.88-0.04) | 0.0411 |  0.6484
156025 (F5) ﬁé v gg 007 oazo0ss) | 07 0.9647 e 0.7656 018 (0dz0g0) | O340 0.7517
11801274 (FCGR2A) ﬁé . gg gzii E:g:ég:g:g% 0.4243 0.7950 8:i§ Ezgzggzg:ig 0.2229 0.7656 gﬁ g:gjg:g:ig; 0.2515 0.6767
151800790 (FGB) ﬁg v gg %61% ((%T;ti?) 0.1696 |  0.7950 882 2000;6100273) 0.2685 0.7656 (‘))06:’ ((%ggtfg) 03617 |  0.7234
11260326 (GCKR) IZ . gg 8853 ((gf:g;g)) 0.7997 0.9663 golg ((85‘17(?2213)) 0.7873 0.8799 8éé Eg‘z‘gg;g 0.8368 0.8800
rs1143623 (IL1B) gg v gg %ZOZ ((%7331103’1% 0.6166 |  0.8723 %%16 ((%425;104173)) 0.3746 0.7838 %7052 ((%‘)221()271)) 02252 |  0.6531
151800871 (IL10) IZ v (C;(C; é’olé’ ((gfggll%) 06724 | 0.9070 é’olf (((?13381169)) 0.6264 0.7956 gé; Eg‘z‘égigg 07300 |  0.8800
rs1800872 (IL10) ﬁé‘ \‘Z gg ‘g'&g ((gfgglz%) 0.7430 0.9576 ‘g'glg ((gffglzg 0.6777 0.8032 :g:gg E:g:gg:g:ig 0.7967 0.8800
11800896 (IL10) gi Xz x :g:gé E:g:gg:g:ig 0.8786 0.9944 :g:g; Eigjiiﬁgjﬁgg 0.6346 0.7956 :g:g% E:g:gg:gﬁ; 0.7425 0.8800
152243248 (IL4) (G;? v E %%‘Z (('%'5283'_%2‘2) 09827 |  0.9944 %20%1 ((%32%%7153)) 0.6051 0.7956 %3087 ((%22?1 t%%)) 02706 |  0.6767
152243250 (IL4) Ig v gg :g:g? E:g:jg:g:gg 09237 |  0.9944 :g:g? Eig:ﬁ:gjg 0.8825 0.9092 %%}3 ((%3252%3391)) 08732 |  0.8800
152243270 (IL4) gi v x 82282 ((.ﬁlef%%?) 0.3534 |  0.7950 :8'21;‘ ((_gffj%%‘g 0.3492 0.7656 :géi E:g:i;:g:gg; 04866 |  0.7354
151801275 (IL4R) gi v x 8:‘;8 E:g:ig:gég; 02791 |  0.7950 8341 ((8121383281)) 0.1427 0.7656 §f§ ((gf;gszg’)) 01170 |  0.6484
151805015 (IL4R) g? o II ggg Egg;g 12; 06345 |  0.8762 ggg Eg;ggig 0.9092 0.9092 ggg Egg?gigg 0.7564 |  0.8800
rs5918 (ITGB3) g? v II 810; ((ggfé’fg)) 0.2025 |  0.7950 81007 ((85358;1)) 0.4689 0.7956 gig E:g:gg:g:;g; 02122 | 0.6484
1511003125 (MBL2) gg v gg 8;2 E:?):%:-ld.lgi) 0.1245 |  0.7950 gig E:?):;g:?d?c)gl)) 0.2319 0.7656 %1262 (('_%ii'_%%gl)) 02009 |  0.6484
rs1800450 (MBL2) ﬁé v gg EZZ E:g;;:é:%; 02751 |  0.7950 8'275 ((%2154%3;33) 0.1281 0.7656 82875 é%%tﬁ’) 0.1610 |  0.6484
151800451 (MBL2) ﬁé v gg 8125 ((817:841%) 01797 |  0.7950 81212 ((8593858) 0.2498 0.7656 8581 ((gfsé’zzg)) 03534 |  0.7234
155030737 (MBL2) LT: v gg o024 (070027 | 3 07950 | 1 ozmoso) | ©69% 0.8032 025 (103.052) | 72 0.7354
17096206 (MBL2) gg v gg %1198 ((%2421%%31)) 0.1203 0.7950 %01“:’3 ((%‘g%%ol)) 0.1691 0.7656 gig Egggoo‘sgg) 0.0727 0.6484
11800482 (NOS2A) gg v gg é:gi §82§§;§§ 0.0073 0.7950 égg ﬁgigégii 0.1188 0.7656 é:gz Egigggz 0.1129 0.6484
159282799 (NOS2A) g v gg 2%07 ((20%82797)) 0.2086 0.7950 égg %33004157)) 0.3369 0.7656 égg %3200415‘;') 0.3268 0.7234
11799983 (NOS3) I(T; > gg (?02;3 ((32126(?;:)) 0.7782 0.9647 8535 ((3115820;’)) 0.3040 0.7656 8;? 2(1)3002223)’) 0.1245 0.6484
152070744 (NOS3) g? o E 80157 ((gfggzs;‘)) 07080 |  0.9333 8555 ((gfzﬁgjg) 0.5330 0.7956 ggg Eg?;ool‘;?)’) 01920 |  0.6484
15662 (PON1) gi v x é’gf (((?231382282)) 05488 |  0.8723 ggé Egiggiig 0.8202 0.8908 5’573 ((31227822:)) 04811 |  0.7354
15854560 (PON1) 2? v E %%81 ((%6223%7271)) 09577 |  0.9944 %%% ((%5229%6151)) 0.6421 0.7956 gig Eggggggg 04140 |  0.7354
151801282 (PPARG ) gg v gg
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Crude Model Age-Sex Adjusted Model Fully Adjusted® Model
Variant Genotype B coefficient pvalue FDR-adjusted B coefficient pvalue FDR-adjusted B coefficient pvalue TDR-adjusted
(95% CI) P-va;lue (95% CI) P—va_lue (95% CI) P-va;lue

rs1799762 (SERPINE1) jggg v gggg %54 ((%2222%51% 05126 |  0.8723 %?7 ((%2225%6111)) 0.3017 0.7838 %21%) ({%‘2227:%%‘;)) 02700 |  0.6767
rs1800468 AAvs. GG
(TGFBL/BID2) AG vs. GG
R A0 e e N o ) I e
11800470 (TGFB1) E(T: v E g: éi E:g:gg:g:‘z‘% 0.2897 0.7950 g: éi E:g:fl’g:g:‘z‘% 0.2905 0.7656 g:g; E:g:fl’g:g:gg; 0.1491 0.6484
14986790 (TLR4) gi v x g:gg E:(l):gi:éég; 0.9653 0.9944 %%02 ((%21%)7277; 0.5875 0.7956 %%74 ((%5385%)7227)) 0.5877 0.7747
11800629 (TNF) 22 v gg :g:gi Eig:g‘z‘:g:igg 0.5096 0.8723 :g:ég E:g:g‘;:g:ig; 0.6743 0.8032 golg ((_gfg_'g';g 0.8523 0.8800
11800750 (TNF) :é v gg ololf ((032579013363)) 0.5631 0.8723 (?1817 ((()313;01?21)) 0.5641 0.7956 gggz ((g;goljf)) 0.6533 0.8420
15361525 (TNF) ﬁé v gg ’_%%19 (('%%77’_'3'2005)) 0.4217 0.7950 :g:gg E:é:gi:g:g% 0.6170 0.7956 :g:gé 2:3:23:8:23 0.5615 0.7574
152239185 (VDR) g$ v E _%%Aé ((%22(;%2272)) 0.8361 0.9897 ‘é’_ g?? ((_'g'zzg_'g 2263)) 0.8945 0.9092 8:2‘2‘ E:g:ﬂ:g:gg 0.3841 0.7354
1731236 (VDR) g$ v E é’fg ((_'(2'586_'00_'22;) 0.3608 0.7950 é’fg ((_'g'g‘f_g'zzg) 0.3403 0.7656 8892 ((_'(2'138_'00_'22;) 0.5055 0.7354
15890945 (Chr 5q33.3) ’:’_?\‘/’:: E %3(‘)% (('_%287'_'3'21;’)) 0.1233 0.7950 '_%%i (('_%g%'_'g'll%) 0.1007 0.7656 '_%%i (('_%g%'_'g'llg 0.0682 0.6484
Mexican Americans
151042713 (ADRB2) :\é v gg %%i ((%2383%2?) 08149 |  0.9914 %%52 ((%23%2%?2?) 07944 |  0.9958 %%% ((%2318%2255)) 07012 | 09132
151042714 (ADRB2) gg v gg '(?"0111 ((81533(?13;) 0.8216 |  0.9914 '8'015 ((81521(?1228)) 0.7451 0.9841 'g"é’z‘r’ ((-851:-_()().'1349)) 08641 |  0.9744
15429358 (APOE) g? v E (?1372 ((ggg(?jg)) 01130 |  0.708L (?1354 ((8577(?30%) 0.1292 0.9710 (?135 ((852283129)) 02012 |  0.9182
17412 (APOE ) Ig v gg
rs760214 (CAT) gi v x _%%i (('_% '1167'%.20?) 0.5524 |  0.9667 _00-%31 (('_% .11?:1_-()6.21()1)) 0.7515 0.9841 _00'%3; (('_% 'llé'%llﬁ)) 0.6808 |  0.9132
152280788 (CCL5) gg v gg 000 Cosaogy | 070 | 090 005 (os7-077) | 88 0.9958 e R
151799864 (CCR2) 2‘2 o gg %0152 ((%52%%%33)) 03907 |  0.9268 %11% ((%‘;75%%?) 0.4631 0.9804 %t% ((%‘;96%%?) 04938 |  0.9132
151205 (CRP) 2‘2 o gg %%11 ((%211%2157)) 09875 |  0.9914 ggé Eggggﬁ; 0.9182 0.9958 :gzgi Egg;gig 08736 |  0.9744
151417938 (CRP) H v ’22 %%t ((%3127%3157)) 09914 |  0.9914 gg; Egiggfgg 0.9777 0.9958 ggg Egﬁgi?; 09201 |  0.9744
151800947 (CRP) (C;(C; v gg 003 (065:050) | 9155 | 09914 | o benouz | 04570 09804 | oo orro0 | 0100 | 09040
152808630 (CRP) gi v x %113;3 ((%2410%73)) 01103 |  0.7031 %1123 ((%2313%‘5‘% 0.2436 0.9710 %%% ((%22%%3161)) 0.4506 |  0.9132

AAvs.CC | -0.31 (-1.56-0.94) 20.27 (-1.35-0.81) 20.31 (-1.29-0.67)

ACvs.CC | 0.14(.0.19-0.47) 0.16 (-0.14-0.46) 0.21 (-0.10-0.51)
153091244 (CRP) ATvs.CC | -0.23(:0.78:033) | 07432 | 09914 | -0.08(-064-0.48) | 0.8225 | 09958 | -0.05(-0.57-0.47) | 06880 | 09132

CTvs.CC | 0.03(-0.15-0.21) 0.02 (-0.14-0.18) 0.07 (-0.09-0.24)

TTvs.CC | 0.05(-0.29-0.40) 0.01 (-0.31-0.32) 0.05 (-0.27-0.36)
rs3093058 (CRP) IZ v ﬁ'z
153093066 (CRP) 2’2 v gg ot (orzo0) | OB | 07269 | e | 018 | 0970 | esos | 0078 | 0%
1511265260 (CRP) gi v x ﬁgﬁ E:é:ii:g:ij; 04859 |  0.9383 :g:gi E:é:;g:g:%; 0.8247 0.9958 :g:gg E:(l):;g:g:;g 08041 |  0.9744
1512093699 (CRP) 22 v gg g:gg E:g:g:g:ié; 09233 |  0.9914 g:gg E:g:ig:g:ig; 0.9776 0.9958 g:gg E:g:ig:g:i;; 09714 |  0.9822
1512744244 (CRP) 2’2‘ v gg 'g_'gze ((0121501205)) 09803 |  0.9914 g:gé E:g:g;:g:gg; 0.9993 0.9993 %%22 ((‘%298'_302?2) 09822 |  0.9822
152027471 (CRP) 2¢ v E :g:gg E:gég:g:ig 09362 |  0.9914 :g:gg E:g:gg:g:ig; 0.6914 0.9804 :8:8; E:g:g::g:g% 05916 |  0.9132
152592887 (CRP) ﬁé v gg %%52 ((%2206%3&%)) 0.8599 |  0.9914 %%37 ((%2219%212) 0.6782 0.9804 _%%?é ((%22‘;%21?) 06011 |  0.9132
152794520 (CRP) ﬁé v gg _%%% ((%2207%211)) 0.6749 |  0.9914 _%%19 ((%22%%21%)) 0.5390 0.9804 _%%% ((%2257%21?) 05646 |  0.9132
153093075 (CRP) 2’2 v gg %%71 ((20722701;;) 00214 | 0.5992 égz 5533013%? 0.0404 |  0.9710 égg Egggolzlg? 00243 | 0.9040
151799963 (F2) AG\Vs.GG | 0.03(0.77-0.83) | 09361 | 09914 | -0.05(-0.90-0.81) | 0.9130 | 09958 | -0.04(-1.01-0.94) | 09380 | 09744
1s6025 (F5) ":é v gg
151801274 (FCGR2A) ":é v gg 3:3‘3‘ E:g:ig:g:gg; 03002 |  0.9268 _%.t% ?_%;t'%i% 0.2293 0.9710 _%%1 (('_%_1255'%1(;)) 03925 |  0.9132
151800790 (FGB) :é o gg :g:gi Ejgzg:g:ig; 09457 |  0.9914 g:g; E:g:i;:gzg; 0.9241 0.9958 g:gg E:g:i?:g:;g 08157 |  0.9744
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Crude Model Age-Sex Adjusted Model Fully Adjusted® Model
Variant Genotype B coefficient pvalue FDR-adjusted B coefficient pvalue FDR-adjusted B coefficient pvalue TDR-adjusted

(95% CI) P-va;lue (95% CI) P—va_lue (95% CI) P-va;lue
11260326 (GCKR) I_g v gg %0181 ((%i%%%?) 0.4477 0.9268 _%3% ((%ii%%% 0.5146 0.9804 %%85 ((%31%%%?) 0.6509 09132
151143623 (IL1B) gg v gg g:gg E:g:ég:g:gg; 0.5840 0.9709 gig E:g:gi:g:gg; 0.2100 0.9710 gig E:g:g‘g‘:g:gg; 0.2009 0.9040
rs1800871 (IL10) Ig v gg g:ég E:gjg:g:ig; 0.5315 0.9601 %tll ((%11‘;%3175)) 0.5153 0.9804 _%%i ((%1271%3163)) 0.5088 09132
rs1800872 (IL10) Q’é v gg g: éi E:g: Eggg; 0.5895 0.9709 g: (1)1 E:g: 128%; 0.6158 0.9804 %%92 ((%12%%31%)) 0.6421 09132
rs1800896 (IL10) gi v x :g:ig E:g:;g:g:igg 0.3885 0.9268 :gﬁ E:g:;g:g: ﬁ; 0.3470 0.9710 :g:ii E:g:;g:g: 15; 0.2952 09132
152243248 (IL4) g? v E :g:g E:g:;g:g:gg 03894 |  0.9268 :g:gg E:g:;g:g:ig; 0.6791 0.9804 :g:gg E:g:;g:g:ig 0.6196 09132
152243250 (IL4) Ig v (C:(C: :g:gg E:g:gi:gjg 0.9061 0.9914 %%02 ((%3;25%3231)) 0.9760 0.9958 :g:gg E:g:gg:g:ig; 0.8577 0.9744
152243270 (IL4) gi v x :g:gg E:g:gé:g:ig; 0.7764 |  0.9914 :g:gg E:g:gi:g:ig 0.8451 0.9958 :g:gg E:g:;g:g:ﬁ; 0.7632 09713
151801275 (IL4R) gi v x %109; ((-06.12%-%.51‘(‘5)) 04139 |  0.9268 g:gg E:g:g:gzzg; 0.3105 0.9710 g:gg E:gjg:g:;‘z‘; 03119 |  0.9132
151805015 (IL4R) g$ v E _g:gg 2000229107215),) 01025 |  0.703L %%11 ((%02[:5%)82%)) 0.1104 0.9710 01"0126 ((%%92202225)) 00507 |  0.9040
1s5918 (ITGB3) g$ v E g:gg E:gég:é:gg; 0.4065 |  0.9268 85’5 ((%%07% _13%)) 0.3211 0.9710 _g:g; 20002981022) 0.1697 |  0.9040
111003125 (MBL2) gg v (c:g :g:ﬁ E:g:g;:gj% 0.3300 0.9268 :g:ég E:g:gg:gjg 0.5089 0.9804 :g:gg E:g:gg:gjg; 04734 | 09132
11800450 (MBL2) ﬁé v gg gfzs ((gfgg?g) 0.3616 0.9268 é’gg ((gff(?zl:)) 0.5181 0.9804 gf? ((81311(?;50)) 0.3288 09132
151800451 (MBL2) ﬁé v gg 008 ooz | 0631 | 0918 | o | 04078 03804 | 1 osnosy | 052 | 09132
1s5030737 (MBL2) I(T: v gg g:gg E:g:gg:g:g:; 00534 |  0.703L 34113 ((_-01,'(;)12.-00_'; ;)) 0.0613 0.9710 g;’g ((.-88372.-00_'3825)) 01084 |  0.9040
17096206 (MBL2) gg v gg gii E:g:g%:é:gg 0.3269 0.9268 gig E:g:ig:é:gg; 0.5801 0.9804 gfoz ((_'3'2603_‘8;3(%) 0.7001 09132
151800482 (NOS2A) gg v gg
159282799 (NOS2A) TTvs.CC 00014 |  0.0784 0.1567 0.9710 02513 |  0.9132

TCvs.CC_| 0.67(0.29-1.05) 0.59 (:0.24-1.42) 0.58 (-0.44-1.59)

151799983 (NOS3) g > gg :g:(l)g E:(o)jg:g:gg 02171 |  0.9268 _‘g'zlf é‘&ﬂ_‘%i% 0.0844 0.9710 _‘g'zlf ((_'gfs_‘%_lo?) 00326 |  0.9040
152070744 (NOS3) g$ v E :g:g; E:g:gg:g:‘l“z‘; 0.7415 | 0.9914 :g: 13 E:g:gg:g:ﬁ; 0.6168 0.9804 :g: 12 E:g:gg:g:ggg 05072 | 0.9132
T I B I e R I e e A
rs854560 (PON1) 2’? v E :g:gg E:g:g:g:igg 0.8655 |  0.9914 :g:gg E:g:g:gi’; 0.7149 0.9830 :g:gg E:g:gg:g:ggg 05636 |  0.9132
151801282 (PPARG ) gg v gg _%%% ((%g%%g?) 0.2628 0.9268 %11% ((%g%%%f% 0.2866 0.9710 %21% ((%‘;27%%57)) 0.2260 0.9040
151799762 (SERPINEL) jggg v gggg g'gs ((.%,0151_%,;?) 0.1069 0.7031 %tgz ((%0127%41% 0.1934 0.9710 %?6 ((%02‘51%303 0.2102 0.9040
i I B ) I B R I e A R
e T e R e [
11800470 (TGFB1) g$ v E g:g? E:g:gg:g:gg; 0.7552 0.9914 _%%% ((%223%32?) 0.6799 0.9804 g: (1)2 E:gég:g:‘z‘i; 0.3660 09132
14986790 (TLR4) gi v x %223(; ((%252%%86)) 0.1025 0.7031 :gég E:(l):gg:g:gg 0.1074 0.9710 %0311 ((%)2721?043) 0.1369 0.9040
11800629 (TNF) 22 v gg g: (1); E:g:ig:éég; 0.7384 |  0.9914 'g_ '03; ((012037(? 33(?)) 0.6952 0.9804 g:gg E:g:‘z‘g:g:ggi 0.9396 0.9744
151800750 (TNF) :éxz: gg 027 (01007 | 028 | 09268 021 (025008 | O 0.9710 028 (orass | 012 | 09040
15361525 (TNF) ﬁé v gg t‘ézl ((%292%73?(’))) 0.4025 0.9268 t2071 (('_%243:%%71)) 0.3956 0.9804 ](-)2011 ((%62%?(’)%77)) 03804 | 09132
152239185 (VDR) g$ v E -(?_6119 ((_'3'23(?_‘3'20%) 0.1569 0.7988 (?0127 ((_'3'13;_‘00_'20;) 0.1862 0.9710 :g:ég Ejg:g:g:ggg 0.2193 0.9040
1731236 (VDR) g$ v E 'g_ '01? ((81567(? gg)) 0.5059 0.9443 ‘é’_ '0290 ((-3'15;-00_';5)) 0.3399 0.9710 ‘3&74 ((-(?.'1489-00_';;)) 0.5613 09132
15890945 (Chr 5q33.3) ’:’_’? \‘I’: E :g:sg E:g:if:gég 0.4490 0.9268 :g:ﬁ E:g:ii:g:gg; 0.5624 0.9804 :g:sg E:g:ig:gég 0.5382 09132

Cl, confidence interval; FDR, false-discovery rate. Variants with missing results had unstable statistical models.
a) Defined as log-transformed albumin-to-creatinine ratio (ACR) and analyzed as a continuous variable. b) Analyses adjusted for age, sex, alcohol consumption, educational attainment, and

waist:hip ratio.
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Table S3. Complete results of associations of candidate gene polymorphisms and sex-specific
albuminuria®, additive genetic model

Variant

Crude Model

Age-Adjusted Model

Fully Adjusted® Model

FDR-adjusted

FDR-adjusted

FDR-adjusted

OR (95% CI) P-value P_value OR (95% CI) ‘ P-value P_value OR (95% CI) P-value P_value
Non-Hispanic whites
151042713 (ADRB2) 0.97 (0.741.27) | 07939 | 00475 ] 0.99 (0.77-127) | 0292 | 00452 | 0.99 (0.74132) | 09436 | 0.9907
151042714 (ADRB2) 0.99 (0.80-1.24) 09424 | 09907 | 0.98(0.78-1.24)  0.8868 | 09231 | 0.96(0.74-1.25) 0.7542  0.9818
15429358 (APOE ) 0.86(0.62-1.19) 03410 | 07904 | 0.92(0.66-1.20) 06172 | 09231 | 0.93(0.66-132) 06858 = 0.9818
1s7412 (APOE) 123(093-164) 01374 07904 | 1.15(0.88-152) 02924 09231 | 1.13(0.8L-157) 04544  0.9818
15769214 (CAT) 0.98(0.74-1.28) 08633 09475 | 0.97(0.751.26) 0.8219 = 09231 | 0.98(0.74-129) 08778 = 0.9818
152280788 (CCL5) 104(0.67-161) 08685 09475 | 1.22(0.742.03) 04213 09231 | 1.19(0.66215) 05578  0.9818
151799864 (CCR2) 111(0.79-156) 05427 09303 | 1.14(0.78-1.65) 04923 = 09231 | 1.17(0.84-164) 03370  0.9818
151205 (CRP) 0.91(0.78-.07) 02422 | 07904 | 0.95(0.80-113) 05532 | 09231 | 0.98(0.81-120) 08644  0.9818
151417938 (CRP) 109(0.80-148) 05813 09475 | 1.04(0.78-1.39) 07840 = 09231 | 0.95(0.69-131) 07504 = 0.9818
151800947 (CRP) 100(053-2.26) 08090 09475 | 1.08(0.57-203) 08050 = 09231 | 1.06(0.61-187) 08194  0.9818
152808630 (CRP) 0.4 (0.67-1.32) 07148 09475 | 0.96(0.72-130) 0.8031 & 09231 | 1.02(0.75139) 08798 = 0.9818
153091244 (CRP)° 7112 Eg;gi;g; 06243 | 09475 7182 Eggiiii; 0.8326 = 0.9231 73? Eg:gi;g; 09971 0.9971
153093058 (CRP) 256 (0.41-1587) 02974 | 07904 |2.48(0.50-1239) 02540 09231 | 2.30(0.39-1358) 03422 0.9818
153093066 (CRP) 117(0.40-342) 07593 09475 | 1.17(0.39-349) 07680 = 09231 | 164 (0.654.11) 02804 = 0.9818
1511265260 (CRP) 101(068-151) 09577 09907 | 0.93(0.60-L45) 07394 = 09231 | 0.90(0.54-150) 0.6711 = 0.9818
1512093699 (CRP) 113(0.82-155) 04306 07904 | 1.09(0.80-148) 05619 = 09231 | 1.04(0.75-143) 08041  0.9818
1512744244 (CRP) 118(0.84-1.65) 03240 07904 | 1.14(0.81-1.60) 04362 09231 | 1.09(0.76-1.56) 0.6309  0.9818
152027471 (CRP) 0.88(0.76-1.03) 01000 = 07904 | 0.93(0.78-110) 03712 | 09231 | 0.97(0.79-118) 07433 = 0.9818
152592887 (CRP) 0.91(0.77-1.09) 02853 | 07904 | 0.93(0.78-111) 04098 | 09231 | 0.95(0.79-115) 05943 = 0.9818
152794520 (CRP) 0.93(0.80-L.09) 03704 = 07904 | 0.98(0.82-117) 0.8215 & 09231 | 101(0.83-122) 09442  0.9907
153093075 (CRP) 104(0.70-L54) 08475 09475 | 0.7 (0.63-149) 08737 = 09231 | 0.96(0.57-164) 08836  0.9818
151799963 (F2) 188(0.87-403) 01024 07904 | 1.57(0.65-3.76) 02981 = 09231 | 1.79(0.71-452) 02062  0.9818
156025 (F5) 126(0.78-2.06) 03288 07904 | 1.09(0.63-1.89) 07346 = 09231 | 1.02(0.60-L.74) 09202 0.9907
151801274 (FCGR2A) 105(0.85-1.29) 06705 09475 | 1.05(0.84-131) 06480 = 09231 | 1.09(0.84-140) 05085 = 0.9818
151800790 (FGB) 0.96(0.78-1.20) 07222 | 09475 | 0.98(0.79-1.21) 0.8250 | 09231 | 0.94(0.73-123) 06502 0.9818
151260326 (GCKR) 111(0.86-1.44) 04037 07904 | 1.17(0.91-151) 02120 09231 | 1.21(0.96-153) 01002  0.9818
151143623 (IL1B) 103(0.75-141) 08469 09475 | 1.04(0.74-147) 08073 09231 | 1.07(0.79-145) 0.6307 = 0.9818
151800871 (IL10) 100(0.82-1.21) 09835 09916 | 1.01(0.84-122) 08918 = 09231 | 1.02(0.82-127) 08542  0.9818
151800872 (IL10) 0.97(0.79-1.18) 07394 | 09475 | 0.99 (0.8L-119) 0.8760 | 09231 | 1.01(0.8L-124) 09577 0.9907
151800896 (IL10) 0.95(0.75-1.21) 06694 = 09475 | 0.95(0.74-121) 0.6465 & 09231 | 0.95(0.75122) 06849  0.9818
152243248 (IL4) 105(0.71-155) 07982 09475 | 1.25(0.851.82) 02409 = 09231 | 1.15(0.71-185) 05656  0.9818
152243250 (IL4) 0.91(0.70-L17) 04347 | 07904 | 0.90(0.69-117) 03988 & 09231 | 0.90(0.69-116) 04021 = 0.9818
152243270 (IL4) 0.90(0.71-1.15) 03940 | 07904 | 0.89 (0.69-116) 03787 | 09231 | 0.90(0.70-117) 04333 0.9818
151801275 (IL4R) 101(0.76-1.34) 09543 09907 | 1.08(0.79-148) 06322 = 09231 | 1.08(0.75-154) 06640 = 0.9818
151805015 (IL4R) 104(0.72-150) 08475 09475 | 1.08(0.72-1.62) 06948 = 09231 | 1.07(0.68-1.68) 0.7632 0.9818
1s5918 (ITGB3) 104(077-139) 08012 09475 | 1.04(0.75-145) 07876 = 09231 | 1.04(0.77-139) 08077 = 0.9818
1511003125 (MBL2) 124(096-161) 00889 07904 | 1.21(0.04155) 01290 = 09231 | 1.22(0.92160) 0.1535  0.9818
151800450 (MBL2) 113(0.87-145 03413 07904 | 1.08(0.83-142) 05449 = 09231 | 1.09(0.82-145) 05589  0.9818
151800451 (MBL2) 122(0.77-194) 03885 07904 | 1.17(0.74-1.86) 04845 09231 | 1.22(0.76-1.94) 03935  0.9818
1s5030737 (MBL2) 149 (0.86-2.60) 01491 07904 | 1.55(0.86-2.77) 01370 = 09231 | 158(0.86-2.92) 0.1350 = 0.9818
157096206 (MBL2) 0.97(0.751.26) 08028 | 09475 | 0.97(0.73-1.28) 07971 | 09231 | 1.03(0.76-140) 0.8346  0.9818
151800482 (NOS2A) 386(0.28-52.28) 02951 = 07904 |182(0.14-2437) 06367 = 09231 | 2.04(0.19-22.44) 05441  0.9818
159282799 (NOS2A) 376(0.951482) 00578 | 07904 | 1.77(0.44-7.19) | 04054 09231 | 1.74(0.40-750) 04418  0.9818
151799983 (NOS3) 112(087-143) 03671 07904 | 1.18(0.93-151) 01711 = 09231 | 1.19(0.94-151) 01423  0.9818
152070744 (NOS3) 0.96(0.78-1.18) 06937 | 09475 | 1.00(0.79-1.25) 0.9855 |  0.9855 | 1.00(0.76-131) 0.9946 = 0.9971
15662 (PON1) 100(0.78-1.28) 09916 09916 | 1.06(0.83-1.35) 06349 = 09231 | 1.15(0.90-147) 02649  0.9818
15854560 (PON1) 110(0.90-134) 03434 07904 | 1.08(0.89-131) 04141 = 09231 | 1.03(0.85124) 07830  0.9818
151801282 (PPARG ) 118(0.87-159) 02672 07904 | 1.24(0.951.63) 01118 09231 | 1.30(0.93-182) 01140  0.9818
151799762 (SERPINE1) | 1.08(0.89-L31) 04131 07904 | 1.11(0.89-1.38) 03542 = 09231 | 1.13(0.91-141) 02587  0.9818
151800468 (TGFBL/BOD2) | 1.18(0.75-1.85) 04547 08024 | 1.28(0.80-204) 02896 = 09231 | 1.32(0.84-206) 02141  0.9818
151800469 (TGFBL/BOD2) | 1.12(0.86-1.45) 03784 07904 | 1.13(0.87-147) 03598 = 09231 | 1.12(0.84150) 04315  0.9818
151800470 (TGFB1) 116(0.85-158) 03237 07904 | 1.15(0.85-156) 03361 = 09231 | 1.14(0.86-150) 0.3513 = 0.9818
154986790 (TLR4) 114(082-158) 04228 07904 | 1.14(0.82-1.58) 04235 09231 | 1.11(0.78-157) 05513 0.9818
151800629 (TNF) 0.92(0.62-1.36) 06622 = 09475 | 0.93(0.62-138) 0.6934 = 09231 | 0.90(0.55-145) 06397 = 0.9818
151800750 (TNF) 2.38(156-3.63) 00003 00180 | 3.07 (1.84511) | 00001 | 00050 | 2.74 (L34-561) 00079  0.2370
15361525 (TNF) 159(1.07-2.36) 00235 07050 | 1.84(1.14-297) 00143 = 04219 | 1.99(1.23-325) 00075  0.2370
152239185 (VDR) 0.87(0.70-.07) 01752 | 07904 | 0.89(0.72110) 02757 | 09231 | 0.95(0.78-117) 06336  0.9818
15731236 (VDR ) 127(101-158) 00404 07904 | 1.24(1.00-L54) 00465 09145 | 1.16(0.95142) 01278  0.9818
15890945 (Chr 5433.3) 117(0.90-152) 02401 07904 | 1.22(0.93-1.62) 0.493 09231 | 1.14(0.87-149) 03181  0.9818
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Crude Model Age-Adjusted Model Fully Adjustedb Model
variant OR (95%CI) | P-value | DR-adIUSted) oo qorcly  poyalue |TORAIUSEd] o 650pcp) | puyalye | FPR-adiusted

P-value P-value P-value
Non-Hispanic blacks
rs1042713 (ADRB2) 1.00 (0.79-1.27) | 0.9897 0.9897 1.04 (0.81-1.34) | 0.7574 0.9132 1.00 (0.75-1.34) | 1.0000 1.0000
rs1042714 (ADRB2) 1.00 (0.74-1.35) | 0.9841 0.9897 0.95 (0.69-1.32) | 0.7493 0.9132 0.97 (0.67-1.40) | 0.8451 0.9390
rs429358 (APOE ) 0.98 (0.74-1.29) = 0.8861 0.9667 1.05 (0.80-1.37) | 0.7250 0.9132 1.01 (0.79-1.30) | 0.9366 0.9835
rs7412 (APOE) 1.40 (0.94-2.09) | 0.0908 0.6582 1.35(0.95-1.92) | 0.0938 0.6818 1.46 (1.00-2.14) | 0.0502 0.5280
15769214 (CAT) 0.92 (0.71-1.18) | 0.4759 0.8649 0.91 (0.69-1.19) | 0.4645 0.8900 0.91 (0.68-1.21) | 0.4852 0.8822
rs2280788 (CCL5) 0.31(0.03-2.76) | 0.2796 0.8649 0.41 (0.04-4.20) | 0.4354 0.8900 0.42 (0.04-4.86) | 0.4677 0.8769
151799864 (CCR2) 0.91 (0.69-1.20) = 0.4774 0.8649 0.93 (0.69-1.25) | 0.6092 0.9132 0.91(0.68-1.21) | 0.5014 0.8848
rs1205 (CRP) 0.81(0.62-1.07) | 0.1285 0.7009 0.81 (0.60-1.08) | 0.1350 0.7060 0.79 (0.58-1.09) | 0.1447 0.7235
1s1417938 (CRP) 0.95 (0.69-1.32) = 0.7540 0.9423 1.01 (0.66-1.53) | 0.9779 0.9917 1.17 (0.76-1.82) | 0.4629 0.8769
rs1800947 (CRP) 0.68 (0.17-2.68) | 0.5658 0.9386 0.50 (0.13-1.94) | 0.3031 0.8900 057 (0.15-2.14) | 0.3853 0.8769
152808630 (CRP) 1.39(1.12-1.72) | 0.0041 0.2460 1.33(1.10-1.61) | 0.0049 0.2891 1.30 (1.04-1.64) | 0.0232 0.4515
13091244 (CRP)° 733; Eg;gigg; 0.2463 0.8649 732 Eg;giii; 0.3312 0.8900 7325 Eg;gi;g; 0.6909 0.9390
rs3093058 (CRP) 0.67 (0.49-0.91) = 0.0134 0.4020 0.68 (0.51-0.92) | 0.0152 0.4484 0.66 (0.48-0.89) | 0.0091 0.4515
153093066 (CRP) 1.21(0.87-1.68) = 0.2412 0.8649 1.25(0.92-1.71) | 0.1436 0.7060 1.18 (0.83-1.69) | 0.3343 0.8769
rs11265260 (CRP) 1.04 (0.67-1.63) | 0.8445 0.9560 1.05 (0.62-1.78) | 0.8396 0.9227 1.15 (0.65-2.04) | 0.6205 0.9390
1512093699 (CRP) 0.98 (0.79-1.21) = 0.8154 0.9423 0.96 (0.77-1.20) | 0.7369 0.9132 0.92 (0.70-1.21) | 0.5381 0.9225
rs12744244 (CRP) 0.79 (0.44-1.40) = 0.4010 0.8649 0.81 (0.43-1.53) | 0.5047 0.8900 0.88 (0.43-1.82) | 0.7260 0.9390
152027471 (CRP) 0.86 (0.65-1.14) | 0.2682 0.8649 0.86 (0.63-1.16) | 0.3022 0.8900 0.79 (0.56-1.12) | 0.1802 0.7792
rs2592887 (CRP) 0.97 (0.76-1.24) | 0.7900 0.9423 0.96 (0.75-1.21) | 0.7048 0.9132 0.90 (0.67-1.20) | 0.4548 0.8769
152794520 (CRP) 0.89 (0.67-1.17) | 0.3720 0.8649 0.90 (0.67-1.20) | 0.4437 0.8900 0.84 (0.60-1.18) | 0.3035 0.8769
rs3093075 (CRP) 1.11(0.85-1.46) = 0.4297 0.8649 1.11(0.86-1.44) | 0.4146 0.8900 1.11(0.84-1.46) | 0.4563 0.8769
rs1799963 (F2) 0.70 (0.09-5.60) | 0.7294 0.9423 0.59 (0.07-4.96) | 0.6125 0.9132 0.76 (0.09-6.53) | 0.7947 0.9390
156025 (F5) 0.74 (0.15-3.68) | 0.6984 0.9423 0.99 (0.19-5.22) | 0.9917 0.9917 1.19 (0.22-6.36) | 0.8320 0.9390
151801274 (FCGR2A) 1.24(0.89-1.73) | 0.1918 0.8649 1.32(0.94-1.85) | 0.1040 0.6818 1.31(0.93-1.86) | 0.1183 0.6453
rs1800790 (FGB) 0.87 (0.51-1.49) = 0.6076 0.9386 0.90 (0.50-1.64) | 0.7246 0.9132 1.02 (0.53-1.96) | 0.9507 0.9835
151260326 (GCKR) 0.93 (0.72-1.20) = 0.5823 0.9386 0.88 (0.66-1.16) | 0.3441 0.8900 0.83 (0.58-1.18) | 0.2842 0.8769
rs1143623 (IL1B) 0.88 (0.53-1.48) | 0.6257 0.9386 0.91 (0.52-1.61) | 0.7414 0.9132 0.97 (0.62-1.52) | 0.8972 0.9654
rs1800871 (IL10) 0.97 (0.76-1.23) | 0.7711 0.9423 0.96 (0.73-1.26) | 0.7573 0.9132 0.97 (0.73-1.28) | 0.8116 0.9390
rs1800872 (IL10) 0.97 (0.77-1.24) | 0.8167 0.9423 0.97 (0.74-1.26) | 0.7897 0.9145 0.97 (0.74-1.28) | 0.8289 0.9390
rs1800896 (IL10) 0.92 (0.74-1.14) | 0.4460 0.8649 0.89 (0.71-1.13) | 0.3205 0.8900 0.90 (0.69-1.18) | 0.4362 0.8769
152243248 (IL4) 0.87 (0.63-1.20) = 0.3793 0.8649 0.88 (0.63-1.23) | 0.4483 0.8900 0.85 (0.57-1.26) | 0.4011 0.8769
152243250 (IL4) 1.17 (0.86-1.59) = 0.3133 0.8649 1.21(0.86-1.70) | 0.2544 0.8900 1.31(0.93-1.84) | 0.1138 0.6453
rs2243270 (IL4) 0.98 (0.69-1.37) | 0.8836 0.9667 1.02 (0.71-1.47) | 0.8936 0.9415 1.07 (0.74-1.55) | 0.6959 0.9390
rs1801275 (IL4R) 1.09 (0.88-1.35) | 0.4177 0.8649 1.04 (0.81-1.33) | 0.7477 0.9132 0.95(0.71-1.28) | 0.7314 0.9390
rs1805015 (IL4R) 1.05 (0.82-1.36) | 0.6719 0.9423 1.08 (0.82-1.41) | 0.5761 0.9132 0.98 (0.76-1.27) | 0.9010 0.9654
rs5918 (ITGB3) 1.05 (0.80-1.37) | 0.7073 0.9423 0.96 (0.71-1.28) | 0.7584 0.9132 1.05 (0.73-1.50) | 0.7903 0.9390
rs11003125 (MBL2) 1.17 (0.84-1.63) | 0.3247 0.8649 1.23(0.89-1.70) | 0.1927 0.8020 1.31(0.86-1.97) | 0.1948 0.7792
rs1800450 (MBL2) 1.54 (0.75-3.14) | 0.2249 0.8649 1.63 (0.84-3.15) | 0.1395 0.7060 1.64 (0.78-3.48) | 0.1834 0.7792
rs1800451 (MBL2) 1.15 (0.89-1.50) | 0.2785 0.8649 1.18 (0.87-1.60) | 0.2800 0.8900 1.16 (0.84-1.61) | 0.3540 0.8769
1s5030737 (MBL2) 0.80 (0.19-3.28) | 0.7428 0.9423 1.04 (0.22-4.97) | 0.9581 0.9917 1.48 (0.30-7.25) | 0.6113 0.9390
rs7096206 (MBL2) 0.70 (0.50-0.99) = 0.0423 0.5340 0.69 (0.49-0.97) | 0.0333 0.6549 0.66 (0.44-1.01) | 0.0530 0.5280
151800482 (NOS2A) 1.31(0.95-1.83) | 0.0994 0.6582 1.27 (0.87-1.87) | 0.2039 0.8020 1.45 (0.97-2.18) | 0.0704 0.5280
rs9282799 (NOS2A) 0.77 (0.44-1.36) | 0.3525 0.8649 0.92 (0.50-1.71) | 0.7905 0.9145 0.79 (0.41-151) | 0.4580 0.8769
rs1799983 (NOS3) 1.00 (0.72-1.38) | 0.9845 0.9897 0.97 (0.69-1.37) | 0.8626 0.9253 1.04 (0.72-1.50) | 0.8338 0.9390
rs2070744 (NOS3) 0.99 (0.72-1.36) | 0.9455 0.9897 0.97 (0.74-1.27) | 0.8082 0.9170 1.00 (0.78-1.29) | 0.9804 0.9970
rs662 (PON1) 1.05 (0.83-1.34) | 0.6635 0.9423 1.12 (0.85-1.48) | 0.4019 0.8900 1.04 (0.79-1.37) | 0.7836 0.9390
rs854560 (PON1) 0.99 (0.67-1.48) = 0.9663 0.9897 0.92 (0.60-1.41) | 0.6879 0.9132 0.88 (0.58-1.35) | 0.5543 0.9238
151801282 (PPARG ) 0.78 (0.37-1.64) | 0.4901 0.8649 0.87 (0.41-1.86) | 0.7037 0.9132 0.89 (0.39-2.04) | 0.7724 0.9390
rs1799762 (SERPINEL) 1.11(0.83-1.49) = 0.4528 0.8649 1.11(0.81-1.51) | 0.5129 0.8900 1.05 (0.76-1.45) | 0.7591 0.9390
rs1800468 (TGFB1/B9D2) | 0.48 (0.24-0.96) | 0.0384 0.5340 0.47 (0.21-1.03) | 0.0599 0.6818 0.44 (0.18-1.05) | 0.0622 0.5280
rs1800469 (TGFB1/B9D2) | 1.07 (0.82-1.39) | 0.6106 0.9386 1.03 (0.76-1.40) | 0.8445 0.9227 1.10 (0.77-1.56) | 0.5921 0.9390
151800470 (TGFB1) 1.13(0.86-1.48) = 0.3794 0.8649 1.12 (0.82-1.53) | 0.4482 0.8900 1.23(0.86-1.75) | 0.2385 0.8418
rs4986790 (TLR4) 0.80 (0.47-1.38) | 0.4045 0.8649 0.80 (0.45-1.41) | 0.4219 0.8900 0.73 (0.36-1.47) | 0.3632 0.8769
rs1800629 (TNF) 0.69 (0.47-0.99) = 0.0468 0.5340 0.71 (0.49-1.03) | 0.0710 0.6818 0.79 (0.54-1.16) | 0.2172 0.8145
rs1800750 (TNF) 0.68 (0.29-1.56) | 0.3451 0.8649 0.73 (0.29-1.84) | 0.4837 0.8900 0.64 (0.24-1.73) | 0.3650 0.8769
15361525 (TNF) 0.59 (0.31-1.14) | 0.1097 0.6582 0.62 (0.30-1.27) | 0.1768 0.8020 0.54 (0.25-1.15) | 0.1059 0.6453
rs2239185 (VDR) 0.95 (0.77-1.17) | 0.6176 0.9386 0.93 (0.76-1.15) | 0.5104 0.8900 0.91 (0.75-1.12) | 0.3720 0.8769
rs731236 (VDR) 1.25(0.98-1.59) = 0.0736 0.6309 1.25 (0.96-1.63) | 0.0903 0.6818 1.33(1.03-1.72) | 0.0301 0.4515
rs890945 (Chr 5033.3) 0.78 (0.61-1.00) = 0.0534 0.5340 0.76 (0.59-1.00) | 0.0481 0.6818 0.71 (0.53-0.95) | 0.0236 0.4515
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Crude Model Age-Adjusted Model Fully Adjustedb Model
variant OR (95%CI) | P-value | DR-adIUSted) oo qorcly  poyalue |TORAIUSEd] o 650pcp) | puyalye | FPR-adiusted

P-value P-value P-value
Mexican Americans
rs1042713 (ADRB2) 1.12(0.77-1.62) | 0.5408 0.8280 1.16 (0.81-1.66) | 0.4071 0.8311 1.11(0.76-1.62) | 0.5810 0.8327
rs1042714 (ADRB2) 1.03(0.77-1.39) | 0.8167 0.9266 1.02 (0.78-1.32) | 0.9038 0.9459 1.07 (0.82-1.39) | 0.6119 0.8450
rs429358 (APOE ) 1.18 (0.84-1.64) = 0.3265 0.7705 1.20 (0.86-1.68) | 0.2721 0.7432 1.20 (0.86-1.67) | 0.2676 0.7318
rs7412 (APOE) 0.65 (0.37-1.15) | 0.1300 0.5012 0.66 (0.35-1.28) | 0.2094 0.6918 0.43 (0.17-1.07) | 0.0681 0.4140
15769214 (CAT) 1.12 (0.86-1.47) = 0.3889 0.8014 1.11 (0.84-1.47) | 0.4299 0.8311 1.11(0.79-1.55) | 0.5338 0.8166
rs2280788 (CCL5) 0.68 (0.11-4.17) | 0.6603 0.9060 0.67 (0.11-4.11) | 0.6530 0.8853 0.74 (0.12-4.38) | 0.7285 0.8990
151799864 (CCR2) 1.03 (0.76-1.39) = 0.8486 0.9447 1.10 (0.81-1.49) | 0.5324 0.8823 1.09 (0.78-1.54) | 0.5886 0.8327
rs1205 (CRP) 1.01(0.77-1.33) | 0.9527 0.9691 0.99 (0.74-1.32) | 0.9210 0.9459 0.98 (0.72-1.34) | 0.8972 0.9461
1s1417938 (CRP) 1.12 (0.81-1.54) = 0.4809 0.8014 1.09 (0.80-1.50) | 0.5586 0.8853 1.10 (0.81-1.50) | 0.5235 0.8166
rs1800947 (CRP) 0.52 (0.16-1.70) | 0.2661 0.7136 0.38(0.10-1.36) | 0.1284 0.4655 0.26 (0.06-1.14) | 0.0729 0.4140
152808630 (CRP) 0.81 (0.54-1.23) | 0.3103 0.7705 0.83 (0.56-1.24) | 0.3535 0.8220 0.84 (0.56-1.28) | 0.4084 0.7540
13091244 (CRP)° 7(1)33 Eg;giﬁ; 0.0692 0.4745 7(1)3‘7‘ Eg;gi%; 0.0681 0.3546 7(1)‘1‘; Eg;giig; 0.1002 0.4151
rs3093058 (CRP) 1.37 (0.66-2.83) | 0.3790 0.8014 1.36 (0.53-3.52) | 0.5047 0.8823 1.80 (0.78-4.18) | 0.1615 0.5084
153093066 (CRP) 0.28 (0.06-1.26) = 0.0946 0.4745 0.27 (0.06-1.18) | 0.0790 0.3546 0.18 (0.03-1.26) | 0.0815 0.4140
rs11265260 (CRP) 0.39 (0.21-0.72) | 0.0041 0.1121 0.44 (0.26-0.74) | 0.0036 0.1044 0.51(0.29-0.92) | 0.0274 0.3202
1512093699 (CRP) 1.07 (0.80-1.42) = 0.6491 0.9060 1.05 (0.80-1.38) | 0.7021 0.8853 1.01(0.78-1.31) | 0.9239 0.9569
rs12744244 (CRP) 0.78 (0.43-1.43) | 0.4114 0.8014 0.76 (0.41-1.39) | 0.3543 0.8220 0.72 (0.45-1.14) | 0.1555 0.5084
152027471 (CRP) 1.00 (0.79-1.25) | 0.9871 0.9871 0.98 (0.77-1.24) | 0.8500 0.9337 0.97 (0.75-1.24) | 0.7747 0.9149
rs2592887 (CRP) 0.99 (0.79-1.24) | 0.9525 0.9691 0.97 (0.75-1.25) | 0.8041 0.9328 0.98 (0.75-1.28) | 0.8538 0.9335
152794520 (CRP) 0.99 (0.78-1.26) | 0.9337 0.9691 0.97 (0.75-1.25) | 0.7896 0.9328 0.97 (0.74-1.27) | 0.8045 0.9149
rs3093075 (CRP) 0.40 (0.22-0.75) | 0.0057 0.1121 0.43 (0.24-0.77) | 0.0063 0.1218 0.45 (0.26-0.80) | 0.0088 0.2069
rs1799963 (F2) 1.84(0.49-6.90) = 0.3468 0.7870 1.84 (0.46-7.39) | 0.3730 0.8311 2.12 (0.51-8.74) | 0.2833 0.7318
156025 (F5) 1.59 (0.48-5.23) | 0.4304 0.8014 1.55 (0.42-5.68) | 0.4896 0.8823 1.74 (0.43-7.05) | 0.4229 0.7540
151801274 (FCGR2A) 1.22 (0.90-1.66) = 0.1969 0.5809 1.21(0.87-1.67) | 0.2405 0.7342 1.19 (0.85-1.67) | 0.3014 0.7318
rs1800790 (FGB) 0.77 (0.53-1.10) | 0.1417 0.5012 0.82 (0.57-1.18) | 0.2697 0.7432 0.91 (0.58-1.42) | 0.6621 0.8534
151260326 (GCKR) 1.08 (0.83-1.40) = 0.5621 0.8280 1.07 (0.82-1.38) | 0.6145 0.8853 1.12 (0.87-1.43) | 0.3646 0.7540
rs1143623 (IL1B) 1.24 (1.09-1.40) | 0.0022 0.1121 1.36 (1.20-1.55) | 0.0001 0.0058 1.46 (1.28-1.67) | <0.0001 <0.0001
rs1800871 (IL10) 1.29(1.03-1.62) = 0.0267 0.3151 1.28 (0.98-1.68) | 0.0650 0.3546 1.22(0.91-1.62) | 0.1753 0.5084
rs1800872 (IL10) 1.30 (1.04-1.64) | 0.0242 0.3151 1.29 (0.99-1.68) | 0.0601 0.3546 1.22(0.91-1.63) | 0.1673 0.5084
rs1800896 (IL10) 0.70 (0.47-1.04) | 0.0749 0.4745 0.68 (0.44-1.06) | 0.0856 0.3546 0.70 (0.44-1.11) | 0.1202 0.4648
152243248 (IL4) 0.87 (0.54-1.42) = 0.5754 0.8280 0.98 (0.61-1.57) | 0.9175 0.9459 0.96 (0.62-1.50) | 0.8691 0.9335
152243250 (IL4) 0.96 (0.70-1.31) | 0.7759 0.9266 0.99 (0.71-1.37) | 0.9296 0.9459 0.96 (0.69-1.33) | 0.7936 0.9149
rs2243270 (IL4) 0.89 (0.64-1.24) | 0.4722 0.8014 0.91 (0.65-1.28) | 0.5695 0.8853 0.91 (0.65-1.27) | 0.5484 0.8166
rs1801275 (IL4R) 0.98 (0.71-1.36) = 0.9170 0.9691 1.03 (0.71-1.50) | 0.8532 0.9337 1.01 (0.65-1.57) | 0.9570 0.9738
rs1805015 (IL4R) 1.05(0.78-1.42) | 0.7271 0.9266 1.08 (0.77-1.51) | 0.6528 0.8853 1.12 (0.68-1.84) | 0.6553 0.8534
rs5918 (ITGB3) 1.22(0.76-1.97) | 0.3958 0.8014 1.23(0.74-2.06) | 0.4125 0.8311 1.27 (0.73-2.21) | 0.3860 0.7540
rs11003125 (MBL2) 0.95 (0.67-1.36) = 0.7798 0.9266 1.00 (0.70-1.43) | 1.0000 1.0000 1.03 (0.71-1.50) | 0.8658 0.9335
rs1800450 (MBL2) 1.19(0.75-1.89) = 0.4502 0.8014 1.10 (0.67-1.81) | 0.6937 0.8853 1.23(0.74-2.05) | 0.3997 0.7540
rs1800451 (MBL2) 0.91 (0.40-2.06) = 0.8155 0.9266 0.87 (0.34-2.22) | 0.7588 0.9169 0.81(0.32-2.09) | 0.6567 0.8534
1s5030737 (MBL2) 2.02 (0.93-4.38) | 0.0742 0.4745 2.24(0.90-5.61) | 0.0813 0.3546 2.31(0.88-6.07) | 0.0865 0.4140
rs7096206 (MBL2) 1.18(0.74-1.89) | 0.4720 0.8014 1.14 (0.64-2.03) | 0.6541 0.8853 0.90 (0.52-1.55) | 0.6870 0.8662
151800482 (NOS2A) 1.29(0.22-7.53) | 0.7666 0.9266 1.72(0.31-9.59) | 0.5195 0.8823
rs9282799 (NOS2A)
rs1799983 (NOS3) 0.77 (0.51-1.16) = 0.1955 0.5809 0.70 (0.47-1.04) | 0.0760 0.3546 0.70 (0.46-1.07) | 0.0928 0.4140
rs2070744 (NOS3) 0.76 (0.54-1.08) | 0.1157 0.5012 0.70 (0.49-1.00) | 0.0524 0.3546 0.67 (0.47-0.95) | 0.0276 0.3202
rs662 (PON1) 1.05 (0.80-1.38) | 0.7055 0.9266 1.10 (0.85-1.43) | 0.4511 0.8440 1.13(0.78-1.63) | 0.4929 0.8166
rs854560 (PON1) 0.75 (0.52-1.06) | 0.0965 0.4745 0.68 (0.48-0.96) | 0.0311 0.3546 0.67 (0.43-1.04) | 0.0735 0.4140
151801282 (PPARG ) 0.77 (0.53-1.10) | 0.1444 0.5012 0.79 (0.53-1.16) | 0.2147 0.6918 0.85 (0.56-1.29) | 0.4290 0.7540
rs1799762 (SERPINEL) 1.04 (0.82-1.31) | 0.7462 0.9266 0.96 (0.76-1.22) | 0.7411 0.9145 0.88 (0.68-1.14) | 0.3028 0.7318
rs1800468 (TGFB1/B9D2) | 0.70 (0.41-1.19) | 0.1785 0.5809 0.62 (0.37-1.04) | 0.0694 0.3546 0.67 (0.37-1.21) | 0.1709 0.5084
rs1800469 (TGFB1/B9D2) | 1.08 (0.86-1.35) | 0.4890 0.8014 1.10 (0.87-1.38) | 0.4183 0.8311 1.08 (0.83-1.41) | 0.5342 0.8166
151800470 (TGFB1) 1.13(0.88-1.45) = 0.3190 0.7705 1.15 (0.88-1.50) | 0.3013 0.7598 1.16 (0.84-1.58) | 0.3551 0.7540
rs4986790 (TLR4) 0.58 (0.27-1.22) | 0.1427 0.5012 0.56 (0.28-1.13) | 0.1012 0.3913 053 (0.26-1.09) | 0.0814 0.4140
rs1800629 (TNF) 0.63 (0.38-1.04) | 0.0697 0.4745 0.58 (0.35-0.95) | 0.0322 0.3546 0.56 (0.36-0.86) | 0.0107 0.2069
rs1800750 (TNF) 1.44 (0.44-4.77) | 0.5345 0.8280 1.29 (0.38-4.38) | 0.6733 0.8853 1.00 (0.44-2.28) | 1.0000 1.0000
15361525 (TNF) 0.91 (0.40-2.04) | 0.8044 0.9266 0.92 (0.39-2.16) | 0.8417 0.9337 0.78 (0.44-1.37) | 0.3722 0.7540
rs2239185 (VDR) 0.88 (0.72-1.08) | 0.2121 0.5959 0.88 (0.69-1.12) | 0.2819 0.7432 0.91 (0.67-1.25) | 0.5491 0.8166
rs731236 (VDR) 0.92 (0.68-1.24) | 0.5744 0.8280 0.94 (0.69-1.27) | 0.6714 0.8853 0.84 (0.58-1.24) | 0.3659 0.7540
rs890945 (Chr 5g33.3) 1.02 (0.78-1.34) | 0.8781 0.9594 1.07 (0.81-1.41) | 0.6297 0.8853 1.05 (0.74-1.48) | 0.7788 0.9149

Cl, confidence interval; FDR, false-discovery rate; OR, odds ratio. VVariants with missing results had unstable statistical models.

a) Defined as urinary albumin-to-creatinine ratio (ACR) above sex-specific thresholds (> 17 mg/g in men and > 25 mg/g in women). b) Analyses adjusted for age, alcohol
consumption, educational attainment, and waist:hip ratio. c) For this tri-allelic variant, the first beta coefficient corresponds to the A allele, while the second corresponds to

the T allele. (The C allele is the reference.) The unadjusted and FDR-adjusted P values are for the overall test of association.
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Table S4. Complete results of associations of candidate gene polymorphisms and sex-specific albuminuria?,
codominant genetic model

Variant

Genotype

Crude Model

Age-Adjusted Model

Fully Adjusted® Model

FDR-adjusted

FDR-adjusted

FDR-adjusted

OR (95% ClI) P-value P_value OR (95% ClI) P-value P_value OR (95% ClI) P-value p_value

Non-Hispanic whites
151042713 (ADRB2) 2’2 v gg g:gg Eg:ggjig 09560 |  0.9612 ézgg Eg:g;i:igg 0.9668 0.9847 ézgi Egggi;gg 09478 | 09720
151042714 (ADRB2) gg v gg é:gg Eg:g;‘jgg; 09173 |  0.9612 é:gé Egggiggg 0.6227 0.8952 8j§§ Eggiig% 07888 | 09239
riron | nr | BatRi | vn | oww | SSEHE [ ouar | o | 10815 oum |
o | R | DAL | wan | oww | SREESE [ o | o | TSR ouw |
e | o 2 | L | | oo | ST ERT [ | o | 20w | o
152280788 (CCL5) gg‘ v gg ?8%21(?6.5536- _1125%7)) 03874 |  0.8703 41'9078(?0'?:5'?1? ;13)) 0.4272 0.8952 5'17.31((261.;2-2.27'3;‘) 04735 | 08783
151799864 (CCR2) :é v gg ﬁg Eg:?:ﬁég; 08311 |  0.9475 ii; Eg%ig;g 0.7807 0.8952 ig; Eg:gg:i:ggg 05658 | 08783
n | fan s | TBCEI | van | oww | TReR o | o | 1B0RI0 T oww |
151417938 (CRP) R v 2’2 é:gg Eg:gg:ifg; 05837 |  0.8703 (1):5‘2‘ Eg:;g:iégg 0.5952 0.8952 (1):22 Eg:gg:i:gg 0.6984 |  0.9095
151800947 (CRP) gg v gg
152808630 (CRP) gi v x %g Eg:ggi:gg 0.7481 |  0.9017 2:32 Eg::éj:gg 0.8477 0.9278 2:33 Eg::gj:gg; 0.7865 |  0.9239

AAvs. CC | 0.84 (0.07-10.54) 0.52 (0.04-6.83) 0.43 (0.03-6.02)

ACvs.CC | 1.09(0.55-2.17) 1.03 (0.48-2.21) 1.02 (0.42-2.44)
153091244 (CRP) ATvs.CC | 125(063-250) | 08184 | 09475 | 119(0.61232) | 0.8406 | 09278 | 1.14(053-2.49) | 09366 | 09720

CTvs.CC | 1.02(0.65-158) 0.95 (0.62-1.47) 0.91 (0.60-1.40)

TTvs.CC | 1.36(0.73-2.55) 1.28 (0.72-2.26) 1.08 (0.55-2.11)
rs3093058 (CRP) 12; v ':2 256 0atsn | 02| 08108 |, e heoinzg | 0259 08952 | ) 0sg1ssg | 03422 | 0878
rs3093066 (CRP) 2’2 v gg 117 003z | OB | 00 | g | 0760 0.8952 Lot o5y | 0% | 0878
111265260 (CRP) gi v x
rs12093699 (CRP) 2‘2 v gg 1?1 Eg:ég:iggg 0.6986 |  0.9017 1:5: Eg:gg:i:ggg 0.7813 0.8952 1:(1); Egggig;g 09546 | 09720
rs12744244 (CRP) ':é v gg 1;;3 Eg:;‘g:g:g% 05171 | 0.8703 i;é 82%232 0.7023 0.8952 2:2? Eg:ig:i:g% 05060 | 0.8783
152027471 (CRP) ’:’T*\‘/’; E gigi 822:1:(1)8 0.2637 |  0.8703 g:gg Eg:ggjggg 0.4146 0.8952 é:gg Eg:gﬁ:i:igg 04219 | 08783
152502887 (CRP) 2’2 og gg ggg Eg:gi;g; 05055 |  0.8703 ggi Egggiggg 0.7447 0.8952 ggi Eggﬁggg 08094 | 09239
1s2794520 (CRP) ﬁé og gg g:gg Eg:jgjﬁég 05165 |  0.8703 (1):22 Eg;giig 04124 | 0.8952 (1):;3 Eg;gi?gg 04886 | 0.8783
153093075 (CRP) ﬁé o (C;(C; ggg Eg%?;g; 09277 | 09612 23(2) Eggiigg 08603 | 09278 2;3‘2‘ Egggi;‘g 07888 | 09239
151799963 (F2) AG\Vs.GG | 1.83(087-4.03) | 01024 | 08703 | 1.57(065-3.76) | 02981 | 08952 | 1.79(0.71-452) | 02062 | 0.8783
1s6025 (F5) ﬁé o gg
151801274 (FCGR2A) ﬁé w gg (1):33 Eg:;gjggg 01935 |  0.8703 é:gg Eg:;ﬁ:ggg 0.4775 0.8952 (1):;2 Eg:;g:i:ggg 04952 | 08783
151800790 (FGB) ﬁé v gg (1):;3 Egg;ﬁg; 05780 |  0.8703 é:;g Eg?giig 0.7370 0.8952 é:gi Eg:gg:iéig 0.8249 | 09239
151260326 (GCKR) I(T: o gg 112 Egggig‘g 01777 | 08703 11233 Eggggg 0.1180 | 0.8952 igg Eggigig 00926 | 08783
T e e e R e A e R e e A R
rs1800871 (IL10) I; v gg g:?g 8:‘71::1:¥; 05783 |  0.8703 g:ﬁ Eg:gg:i:gg 0.4548 0.8952 g:zg Eg:‘;g:i:g% 04572 | 08783
rs1800872 (IL10) ':'é v gg (l):gg Eg:ggjig; 04786 |  0.8703 g:zg Egggigig 0.3895 0.8952 g:zi Eg:g‘l‘:i:gg; 04257 | 08783
rs1800896 (IL10) gi v x 2:23 58:32:1:§§; 0.1806 |  0.8703 2:23 Eg:g;j:g?g 0.2558 0.8952 2:21 Eg:ggjﬁgg 02681 | 08783
T e R R A e R e e
152243250 (IL4) Ig v gg 8:33 Eg:ég:ﬂ% 06361 |  0.8843 8:22 Eg ég 1 2(7); 0.6132 0.8952 8:23 Eg ég 1 ;% 05615 |  0.8783
152243270 (IL4) gi v x 832 Eg%gi;g; 05878 |  0.8703 ggg Eg ég 1 Z;g 05784 |  0.8952 ggg Eg % 1 gg; 06520 |  0.8805
151801275 (IL4R) gi v x (1)82 Eg?gigg; 09612 | 09612 13‘2‘ Eg 5411 i i‘l‘; 06793 | 0.8952 1(1)3 Eg ‘7‘2 i gg; 08096 | 09239
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Ned, RM, et al. Inflammation variants and albuminuria in NHANES Il

Crude Model Age-Adjusted Model Fully Adjusted” Model
Variant Genotype -adi -adi -adi
v OR (95%Cl)  P-value FDE_;‘;‘I‘S?M OR(95%Cl)  P-value FDE_;‘;‘I‘S?M OR(95%Cl)  P-value FDE_;‘;‘I‘S?M
CCvs. TT | L54(0.71-3.33) _ 1.8 (0.84-4.64) ~ 1.62 (0.61-4.34) —
05460 |  0.8703 0.3261 0.8952 0.6170 |  0.8805
rs1805015 (IL4R) CTvs.TT | 0.94(0.61-145) 0.95 (0.61-1.48) 0.99 (0.61-1.59)
CCvs. TT | 106 (0.43-261) 1.10 (0.50-2.43) 1.24(0.56-2.75)
0.9595 |  0.9612 0.9367 0.9720 08712 |  0.9382
15918 (ITGB3) CTvs.TT | 1.04(0.67-162) 1.04 (0.63-1.71) 1.00 (0.67-1.49)
GGs.CC | 157 (0.95-2.60) 1,51 (0.91-2.51) 1.60 (0.95-2.69)
01587 |  0.8703 0.2371 0.8952 01253 |  0.8783
rs11008125 (MBL2) | e vs.cc | 121 (084-1.73) 1.14 (0.81-1.62) 1.04 (0.73-1.49)
AAVs. GG | 145 (0.69-3.05) 1.37(0.59-3.22) 1,54 (0.66-3.62)
05810 |  0.8703 0.7352 0.8952 05004 | 0.8783
rs1800450 (MBL2) | AGvs.GG | 1.08(0.76-1.52) 1.03 (0.72-1.47) 0.99 (0.66-1.49)
AAVs. GG | 14.27 (0.99-204.93)
01376 |  0.8703
51800451 (MBL2) | 7GsG | 0.97 (051-1.86)
TTvs. CC | 2.87 (0.45-18.41) 2.61 (0.25-27.41) 2.84 (0.21-37.68)
02312 | 0.8703 0.2655 0.8952 0.2848 | 0.8783
s5030787 (MBL2) | yevs o | 145 (0.81-2.58) 1.53 (0.84-2.77) 1.56 (0.83-2.91)
CCvs.GG | 1.38(0.86-2.20) 1.42 (0.81-2.48) 1.77(0.93-3.38)
01495 |  0.8703 0.1206 0.8952 00692 | 0.8783
rs7096206 (MBL2) | CGvs.6G | 0.79 (0.53-1.16) 0.77 (0.53-1.12) 0.78 (0.52-1.16)
CCvs. GG
02051 |  0.8703 0.6367 0.8952 05441 | 08783
51800482 (NOS2A) | CGvs GG | 3.86 (0.28-52.28) 1.82 (0.14-24.37) 2.04 (0.19-22.44)
TTvs.CC
0.0578 |  0.8703 0.4054 0.8952 04418 | 08783
19282798 (NOS2A) | 7evs o | 376 (0.95-14.82) 1.77 (0.44-7.19) 1.74 (0.40-7.50)
TTvs. GG | 127 (0.71-2.29) 1.44 (0.82-2.54) 1.44 (0.84-2.49)
05700 |  0.8703 0.3227 0.8952 03025 | 08783
s1799983 (NOS3) | 16 vs. 66 | 1.09 (0.84-1.41) 1.14 (0.86-1.51) 1.17 (0.87-1.57)
CCvs. TT | 0.91(0.50-143) 0.99 (0.61-1.60) 1.00 (0.56-1.78)
08960 |  0.9612 0.9951 0.9951 09997 |  0.9997
152070744 (NOS3) CTvs.TT | 0.98(0.75-1.28) 1.01 (0.75-1.36) 1.00 (0.73-1.36)
GGvs. AA | 109 (0.64-187) 1.20 (0.72-2.02) 1.39 (0.82-2.36)
0.7388 |  0.9017 0.7227 0.8952 04370 | 08783
1662 (PON1) GAvs. AA | 0.91(0.65-1.27) 0.98 (0.69-1.39) 1.07 (0.76-1.52)
AAvs. TT | 1.08(0.63-1.84) 1.06 (0.63-1.78) 0.93 (0.54-1.59)
02417 | 0.8703 0.3901 0.8952 04646 | 08783
1854560 (PON1) ATvs. TT | 1.9 (1.04-159) 1.23 (0.96-1.58) 1.19 (0.87-1.62)
GGvs.CC | 105 (0.31-3.54) 1.36 (0.50-3.71) 1.21(0.26-5.62)
04385 |  0.8703 0.2071 0.8952 0.2861 | 0.8783
51801282 (PPARG) | 5o o cc | 107 (091-177) 1.28 (0.92-1.77) 1.40 (0.97-2.03)
151799762 4G4G vs. 565G 1.02 (0.84-1.78) 1.28 (0.84-1.94) 1.36 (0.89-2.07)
03001 |  0.8703 0.3483 0.8952 0.2345 |  0.8783
(SERPINE1) 4G5G vs. 5656 1.39 (0.97-1.98) 1.42 (0.96-2.09) 1.58 (1.03-2.41)
11800468 AAVs. GG | 3.36 (0.74-15.33) 4.17 (0.75-23.15) 3.88 (0.64-23.42)
0.2865 |  0.8703 0.2318 0.8952 02327 | 08783
(TGFB1/BID2) AGVs.GG | 1.05(0.65-1.71) 1.13 (0.68-1.89) 1.17 (0.73-1.89)
151800469 TTvs. CC | 1.26 (0.76-2.08) 1.34(0.81-2.21) 1.35(0.78-2.31)
06134 |  0.8741 0.5449 0.8952 0.5649 |  0.8783
(TGFB1/BID2) TCvs.CC | 1.11(0.76-1.64) 1.06 (0.71-1.60) 1.03 (0.67-1.61)
CCvs. TT | 137 (0.73-2.56) 1.35(0.73-2.49) 1.32(0.75-2.29)
04297 | 0.8703 0.4786 0.8952 05194 | 0.8783
s1800470 (TGFBL) | o ys 17 | 1.12(0.80-1.56) 1.10 (0.78-1.57) 1.08 (0.75-1.56)
GGvs. AA | 110 (0.27-5.35) 1.39(0.26-7.30) 1.30(0.23-7.14)
0.7350 |  0.9017 0.7553 0.8952 08531 |  0.9367
154986790 (TLR4) GAvs. AA | 115(0.77-L72) 1.13(0.76-1.67) 1.10 (0.73-1.66)
AAVs. GG | 056 (0.28-1.13) 0.68 (0.33-1.40) 0.56 (0.26-1.22)
05018 |  0.8703 0.7444 0.8952 0.6343 |  0.8805
11800629 (TNF) AGVs.GG | 1.01(0.57-1.80) 0.97 (0.55-1.70) 0.96 (0.52-1.76)
AAVs. GG | 1155 (0.53-250.67) 11.90 (1.30-108.82) 14.13 (1.88-105.96)
. 0.8703 . 0.1045 . 0.8484
151800750 (TNF) AGvs. GG | 218(119397) | 0328 208 (L52-5.84) | 001 252 (0.95-6.70) | “0%03
AAVs. GG | 3.91(1.10-13.91) 6.04 (1.08-33.67) 11.71 (2.51-54.63)
. 0.8703 . 0.8223 . 0.1456
1361525 (TNF) AGVs. GG | 1.40(087-227) | 0488 158 (0.99-2.51) | 0% 153 (0.98-2.38) | "%
CCvs. TT | 0.74 (0.47-1.16) 0.78 (0.49-1.23) 0.89 (0.58-1.38)
03228 |  0.8703 0.4283 0.8952 0.6604 |  0.8805
152239185 (VDR) CTvs.TT | 097 (0.71-1.32) 0.99 (0.72-1.37) 1.09 (0.72-1.63)
CCvs. TT | 160 (101-251) 1,54 (1.00-2.37) 1.31(0.86-1.99)
00856 |  0.8703 0.1031 0.8952 03302 | 08783
rs731236 (VDR) CTvs.TT | 1.28(0.92-1.79) 1.27 (0.91-1.77) 1.27 (0.87-1.85)
AAvs. TT | 1.31(057-2.99) 1.57(0.76-3.26) 1.18 (0.57-2.43)
. 05205 |  0.8703 0.2015 0.8952 05055 | 0.8783
rs890945 (Chr56333)| a7 oo 11 | 118 (087-161) 1.20 (0.86-1.66) 1.18 (0.80-1.75)
Non-Hispanic blacks
AAVS. GG | 1.00 (0.62.161) .08 (0.65-1.79) .00 (0.54-1.83)
1042713 (ADRB2 09996 |  0.9996 0.9067 0.9646 08323 | 0.8843
rs1042713 ( ) | AGws.GG | 1.00(0.71-140) 1.01 (0.73-1.40) 1.11 (0.73-1.69)
GGvs.CC | 0.19 (0.05-0.75) 0.21(0.05-0.79) 0.25 (0.07-0.93)
1042714 (ADRB2 0.0699 |  0.8396 0.1422 0.7503 02126 | 06834
rs1042714 ( ) | ecws.cC | 1.30(0.86-1.98) 1.18 (0.76-1.81) 1.18 (0.72-1.94)
CCvs. TT | 102 (0.45-2.30) 0.99 (0.46-2.15) 0.86 (0.40-1.88)
429358 (APOE 09683 |  0.9877 0.8761 0.9646 0.8065 |  0.8843
13429358 (APOE) CTvs.TT | 0.96 (0.67-137) 1.10 (0.73-1.64) 1.08 (0.75-1.57)
TTvs. CC | 121(0.236.44) 1.35(0.34.5.38) 1.47(0.36.5.97)
7412 (APOE 01418 |  0.8396 0.1625 0.7503 00088 | 06834
I$7412 (APOE) TCvs.CC | 1.46(0.96-2.23) 1.38 (0.94-2.04) 1.51 (0.98-2.35)
GG vs. AA | 0.86 (0.48-153) 0.84 (0.45-1.55) 0.83 (0.45-1.51)
769214 (CAT 07277 | 0.8810 0.7176 0.8970 0.7689 |  0.8843
I$769214 (CAT) GAvs. AA | 0.87(0.63-1.22) 0.87 (0.62-1.23) 0.90 (0.59-1.36)
GG vs. CC
22807 L 0279 |  0.839 0.4354 0.8192 04677 | 07794
152280788 (CCLS) GCvs.CC | 0.31(0.03-2.76) 0.41 (0.04-4.20) 0.42 (0.04-4.86)
AAVS. GG | 125 (0.344.63) 1.37 (0.46.4.07) 1.24(0.34-4.52)
1799864 (CCR2 05432 | 0.8810 0.4483 0.8192 05777 | 07794
s1799864 (CCR2) | AGvs.GG | 0.84(0.63-1.13) 0.85 (0.65-1.12) 0.85 (0.64-1.14)
AAVs. GG | 047 (0.16-1.38) 0.39 (0.13-1.14) 0.36 (0.10-1.31)
1205 (CRP 02519 |  0.8396 0.1468 0.7503 01860 | 0.6834
11205 (CRP) AGVs.GG | 0.91(0.68-1.22) 0.98 (0.70-1.36) 0.97 (0.68-1.37)
TTvs. AA
rs1417938 (CRP) Tave
CCvs. GG
1800947 (CRP 05658 |  0.8810 0.3031 0.7578 03853 | 07794
rs1800947 (CRP) CGVs.GG | 0.68(0.17-2.68) 0.50 (0.13-1.94) 0.57 (0.15-2.14)
GGvs. AA | 105(0.38-2.92) 0.82 (0.30-2.22) 0.66 (0.24-1.76)
2 RP 021 0.6222 0172 0.7503 . 0.4157
152808630 (CRP) GAvs.AA | 150 (L17-2.04) | *0%8 150 (1.19-212) | *° 162 (L16-2.08) | "0
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Ned, RM, et al. Inflammation variants and albuminuria in NHANES Il

_ Crude Model Age-Adjusted Model Fully Adjusted” Model
Variant Genotype 1 og (95%Cl)  P-value FDE:::_{S?M OR(95%Cl)  P-value FDE:::_{S?M OR(95%CI)  P-value FDE:::_{S?M

AAVS.CC | 0.76 (0.42-1.39) 0.79 (0.45.1.39) 0.65 (0.33.1.29)

ACvs.CC | 1.06 (0.58-1.96) 1.16 (0.61-2.20) 1.38 (0.72-2.66)
153091244 (CRP) ATvs.CC | 094(046-1.90) | 04676 | 08810 | 103(0.54196) | 05084 | 08192 | 1.15(054-2.44) | 04346 | 0.7794

CTvs.CC | 0.75 (0.44-1.28) 0.87 (0.48-1.56) 0.92 (0.47-1.79)

TTvs.CC | 0.54(0.23-1.26) 0.5 (0.21-1.42) 0.78 (0.30-2.02)
153093058 (CRP) IZ o 22 822 Eggégg 0.0244 | 0.6222 8:22 532333‘3 0.0339 0.7503 82‘3‘ Egigéggg 00321 | 04157
rs3093066 (CRP) ﬁé v (C;(C; 123 Egg;;gg; 02018 |  0.8396 igg Egg‘;gg% 0.2390 0.7503 2}712 Eggé;g;’; 01674 |  0.6834
rs11265260 (CRP) gi v x %%%(?6,7562—-217,593? 02351 |  0.8396 %?327((16,14?16%:5) 0.1800 0.7503 70.262((10.?5_-41{815;) 01509 |  0.6834
rs12093699 (CRP) 2‘2 og gg %gg Eg:%j‘s‘g; 0.7624 |  0.8837 %gg Eg:iig;‘; 0.7054 |  0.8970 %; Eg:ggjiggg 05622 | 07794
rs12744244 (CRP) ﬁé v (C;(C;
1s2027471 (CRP) AA‘?\‘/’:: E 8:22 Eg:g‘s‘jzggg 05623 |  0.8810 8:22 Eg:gg:i:gig 0.6340 0.8568 g:gi Eg:ég:i:gg 04519 | 07794
152502887 (CRP) ﬁé v gg 8:2;? Eg:ggji;g 05920 |  0.8810 8::; Eg::;:i:‘l“;; 0.7600 0.9048 8:3; Eg:gz:i:ﬁ; 05076 |  0.7794
152794520 (CRP) ﬁé v gg 8:22 Eg:g;j:gg; 0.6694 |  0.8810 g:;i Eg:gg:i:ggg 0.7469 0.9048 g:g; Egégigg 05964 | 07794
rs3093075 (CRP) ':'é v gg 2:;2 Eg::g:ﬁg; 01473 |  0.8396 g:;g Eg:gg:;:gg 0.1355 0.7503 g:gi Eg:;‘;é:ggg 00292 |  0.4157
151799963 (F2) AGVs.GG | 0.70(0.095.60) | 0.7204 | 08810 | 050(0.07-4.95) | 0.6125 | 08568 | 0.76(0.09-653) | 0.7947 |  0.8843
rs6025 (F5) ﬁé v gg 07005368 | 0% | O8I0 | (o0 01062 | 0% 0.9917 110 022636 | 080 | 08843
151801274 (FCGR2A) ﬁé v gg igg Eg:gg:i:gg 03139 |  0.8396 i;g Eg:gg:g:gg; 0.1862 0.7503 ﬂg Eg:gg:g:gg; 02088 |  0.6834
rs1800790 (FGB) 2‘2 v gg (1);‘11 Egigig% 0.3655 |  0.8473 ég’g Egigigg; 0.5306 0.8192 égz Egigggg 06718 |  0.8357
151260326 (GCKR) I(T: v gg ‘l)gg Eg;gig 05835 |  0.8810 ggg 82312‘7‘; 0.4280 0.8192 ggg ggégiggg 04447 | 07794
rs1143623 (IL1B) gg v gg 10'.8777%%31'_119'1557)) 03457 | 0.8396 26'7766(?;‘42_15'15;) 0.2490 0.7503 35;52 (?d?g_lﬁ-zi? 00748 |  0.6579
rs1800871 (IL10) I(T: v (c:(c: (1J:(9>f11 Eg?iiig 09119 |  0.9491 g:gg Eg:gg:i:ggg 0.9046 0.9646 g:gg Eg:ggzi:gg 09654 | 09775
11800872 (IL10) ﬁé Xz (C:(C: E:gg 8?2:32 09100 |  0.9491 %gg Eg:giggg 0.9002 0.9646 8:3‘7‘ Eg:giggg 09775 | 09775
rs1800896 (IL10) gi v x 8:23 gg:ggjﬁ; 0.7011 |  0.8810 g:gz Egg%iig 0.4899 0.8192 8j§§ Egggiggg 06020 | 07794
152243248 (IL4) g? v E 8:;3 gg:g:ﬁgg; 06991 |  0.8810 (1):2; Egggigg 0.6301 0.8568 3j§§ Egjg:i:igg 04005 | 07794
TR R R A R
152243270 (IL4) gi v x 8:22 Eg:ﬁigg; 0.3400 |  0.8396 8:22 gg:i;zi:ggg 0.2551 0.7503 (1):% Egigig% 04399 | 07794
151801275 (IL4R) gi o 22 1(15 Egééiggg 06738 | 08810 igg Eggéigg 09525 | 09777 (1)32 Eggg;g% 0.8306 | 08843
151805015 (IL4R) g? v E égi Eggéig?; 03049 | 08756 (1)52 Eg;gig‘s‘g 04729 | 08192 ég; Egg;i;g 05156 | 07794
T e e R e e R B e A
1511003125 (MBL2) g‘é‘ o gg ﬁg Eg??‘l‘gg 06717 | 08810 igg Egzggggg 03508 | 08192 ij: Egzzgggg 02965 | 07561
51800450 (MBL2) ﬁé og gg 11752(2026%1306%5)) 03286 |  0.8396 igg Eg?ggg% 02065 |  0.7503 21%83(3]7688 _13%63‘;) 02412 | 0.6834
151800451 (MBL2) Q‘é v gg gzgg Eggg;g}g 01707 |  0.8396 12‘7‘ Eggﬁgg 02301 | 07503 i;g Eg:éig% 0.4844 | 0779
rs5030737 (MBL2) Ig v gg 080019328 | 0728 | 08I0 | aan | 05 0.9777 L4 (030725 | 0613 | 07794
rs7096206 (MBL2) gg v gg 8;3421 Eg%iig 01534 |  0.8396 852 Egggiig 0.1444 | 07503 ggg Eg%ﬁg 01831 |  0.6834
151800482 (NOS2A ) gg v gg 31-.733(?6?392-213758) 02004 |  0.8396 41'.1120(?5724_-111(?66;) 02876 |  0.7568 41023;%‘;83 3139%1)) 02163 |  0.6834
159282799 (NOS2A) Ig v gg
11799983 (NOS3) I(T; ‘\Z gg
152070744 (NOS3) E? v E égg Eggg‘l‘;g; 06548 | 0.8810 ég; Egggigg 07114 | 08970 ézgg Eg%iggg 06921 | 08404
2O | caveaa | tssossean | ©7%] 0% | issseasn | °%%2 | O | isioaen | 0% | 07
15854560 (PON1) AA?‘\‘/’:: E égg Egggfi;g 08036 | 09107 égg Egi;igg 05025 | 08192 (1)% Eg%igg 04311 | 07794
151801282 (PPARG) g‘é v (C;(C;
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Crude Model Age-Adjusted Model Fully Adjusted” Model
Variant Genotype _adi _adi _adi
P OR(@5%CI)  P-value TORAUSEd  op gioicny puaiie TORAAUSE) o 050 cr)  pyalye T DR-diusted
P—va_lue P—va_lue P—va_lue
151799762 4G4G vs. 5G5G 1.43 (0.80-2.58) 1.54 (0.74-3.21) 1.55 (0.75-3.22)
04136 | 08789 0.3889 08192 0.2215 0.6834
(SERPINE1) 4G5G vs. 565G 1.01 (0.72-1.43) 0.96 (0.66-1.40) 0.86 (0.60-1.23)
151800468 AAVS. GG
(TGFBL/BID2) AG vs. GG
151800469 TTvs.CC | 0.92(0.55-1.54) 0.81 (0.42-1.58) 0.98 (0.51-1.90)
04849 | 08810 0.5407 08192 0.5879 0.7794
(TGFBL/BID2) TCvs.CC | 1.18(0.80-1.76) 1.17 (0.74-1.87) 1.21 (0.72-2.05)
CCvs.TT | 1.28(0.77-2.13) 1.28 (0.71-2.29) 1.52 (0.77-3.00)
03428 |  0.8396 0.4330 08192 0.2880 0.7561
s1800470 (TGFBL) | o7 o 1 | 0.95 (0.61-148) 0.95 (0.59-1.52) 1.08 (0.62-1.87)
GGvs. AA | 001 (0.10-8.58) 1.95 (0.20-19.41) 1.56 (0.15-15.97)
05918 |  0.8810 0.4083 08192 0.3839 0.7794
154986790 (TLR4) GAVs. AA | 0.77(0.46-1.29) 0.73 (0.43-1.22) 0.65 (0.34-1.26)
AAvs. GG
rs1800629 (TNF) A
AAvs. GG
rs1800750 (TNF) A
AAvs. GG
1361525 (TNF) A
CCvs. TT | 002 (0.61-1.39) 0.86 (0.56-1.33) 0.76 (0.48-1.18)
08200 | 09191 0.8102 09421 0.2396 0.6834
52239185 (VDR) CTvs. TT | 0.90(0.62-1.31) 0.97 (0.64-1.45) 1.16 (0.76-1.77)
CCvs. TT | 130(0.72-2.32) 1.27 (0.67-2.41) 1.43 (0.74-2.78)
00574 | 08396 0.0720 0.7503 ) 0.4157
rs731236 (VOR) CTvs. TT | 1.44(1.08-1.92) 1.48 (1.08-2.04) 158(118-2.12) | ©0%%8
AAVS. TT | 0.51 (0.28-0.96) 051 (0.27-0.95) 0.39 (0.17-0.86)
. 02067 | 0.8396 0.2072 0.7503 00774 |  0.6579
rs890945 (Chr56333)] a7 vs 11 | 0.84 (056-127) 0.81 (052-1.27) 0.78 (0.52-1.18)
Mexican Americans
AAVS. GG | L34 (0.69.2.57) 144 (0.76-2.72) 1.36 (0.73-2.63)
1042713 (ADRB2 03397 |  0.8092 0.2894 07717 0.2713 0.7635
rs1042713 (. ) | AGvs.GG | 094 (0.58-150) 0.97 (0.60-1.58) 0.86 (0.49-1.53)
GGvs. CC | 0.73(0.32-1.66) 0.69 (0.34-1.38) 0.78 (0.37-1.63)
1042714 (ADRB2 05208 | 08728 0.4164 08514 0.4051 0.7635
rs10 ( ) | Gew.cc | 115(0.77-171) 1.14 (0.79-1.64) 1.19 (0.83-1.71)
CCvs. TT | 0.77(0.24-2.51) 0.90 (0.31-2.58) 0.81 (0.23-2.84)
429358 (APOE 02852 | 07355 0.2862 07717 0.2381 0.7635
15429358 (APOE) CTvs.TT | 1.31(0.88-1.96) 1.31 (0.88-1.95) 1.33 (0.92-1.91)
TTvs.CC
7412 (APOE
rs7412 (APOE) TC vs. CC
GGvs. AA | 1.25(0.732.11) 124 (0.71-2.16) 122 (0.63-2.37)
769214 (CAT 04426 |  0.8341 0.5879 0.8886 0.5975 08392
rs769214 (CAT) GAVs. AA | 1.01(0.66-1.54) 1.08 (0.68-1.73) 1.03 (0.61-1.75)
GG vs. CC
2280788 (CCL5 06603 |  0.8931 0.6530 0.8886 0.7285 0.8392
152280788 (CCLS) GCvs.CC | 0.68(0.11-4.17) 0.67 (0.11-4.11) 0.74 (0.12-4.38)
AAVS. GG | 1.30 (0.46-3.62) 1.48 (0.48-4.59) 1.59 (0.52-4.85)
1799864 (CCR2 07621 |  0.8931 0.6529 0.8886 0.5357 0.8203
' (CCR2) | AGvs.GG | 0.95(065-137) 1.01 (0.72-1.42) 0.97 (0.69-1.35)
AAVs. GG | 0.91 (0.47-1.76) 0.88 (0.42-1.84) 0.86 (0.40-1.86)
1205 (CRP 06353 |  0.8931 0.7400 0.8886 0.7104 | 08392
rs1205 (CRP) AGVvs.GG | 1.14(0.81-1.60) 1.09 (0.78-1.53) 1.11 (0.75-1.63)
TTvs. AA | L.17(0.49-2.80) 1.12 (0.46-2.74) 1.12 (0.452.81)
1417938 (CRP 06334 |  0.8931 0.6789 0.8886 0.6449 0.8392
' (CRP) TAvs.AA | 1.20(0.90-1.60) 1.18 (0.90-1.55) 1.21 (0.91-1.61)
CCvs. GG
1800947 (CRP 02661 | 07355 0.1284 0.7376 0.0729 0.6656
' (CRP) CGVs.GG | 052 (0.16-1.70) 0.38 (0.10-1.36) 0.26 (0.06-1.14)
GGvs. AA | 0.95(0.39-2.29) 0.94 (0.38-2.32) 0.73 (0.33-1.62)
2808630 (CRP 0392 | 0.8341 0.4789 08514 0.6415 08392
i (CRP) GAvs.AA | 0.70(0.37-1.30) 0.73 (0.39-1.34) 0.84 (0.45-1.56)
AAVS. CC
ACvs. CC
1s3091244 (CRP) AT vs. CC
CTvs.CC
TT vs. CC
TT vs. AA
rs3093058 (CRP) LR
AAVvs. CC
00946 | 07355 0.0790 05863 0.0815 0.6656
rs3093066 (CRP) ACvs.CC | 0.28(0.06-1.26) 0.27 (0.06-1.18) 0.18 (0.03-1.26)
GG vs. AA
rs11265260 (CRP) M
AAVS. GG | 114 (054-2.43) 1.15 (0.55-2.37) 1.02 (0.51-2.04)
0851 | 0.8931 0.8482 0.8386 0.9906 1.0000
1512093699 (CRP) AGVs.GG | 1.06(0.78-1.42) 1.01 (0.74-1.37) 1.01 (0.72-1.42)
AAVs.CC | 067 (0.10-4.37) 0.66 (0.11-3.76) 0.71 (0.12-4.25)
05369 | 08728 0.4522 08514 0.3329 0.7635
1512744244 (CRP) ACvs.CC | 0.7 (0.43-1.38) 0.74 (0.41-1.34) 0.69 (0.42-1.13)
AAVs TT | 0.92 (0.53-1.61) 0.91 (0.50-1.67) 0.87 (0.46-1.65)
07061 |  0.8931 0.8484 0.8386 0.7707 0.8392
152027471 (CRP) ATvs.TT | 1.11(0.81-1.51) 1.05 (0.76-1.45) 1.06 (0.74-1.52)
AAVS. GG | 0.97 (0.58-1.61) 0.94 (0.53-1.67) 095 (0.52-1.72)
09349 | 09349 0.9557 09557 0.9636 1.0000
152592887 (CRP) AGvs.GG | 1.04(0.76-1.41) 0.97 (0.71-1.31) 0.9 (0.73-1.33)
AAVS. GG | 0.91 (0.49-1.70) 0.88 (0.43-1.81) 0.87 (0.41-1.81)
07715 | 0.8931 0.8363 0.8386 0.7537 0.8392
152794520 (CRP) AGVs.GG | 1.08(0.81-1.44) 1.03 (0.77-1.39) 1.07 (0.78-1.46)
AAVvs. CC
r$3093075 (CRP) YA
151799963 (F2) AGVs. GG | 1.84(0.49-6.90) | 0.3468 |  0.8092 1.84 (0.46-7.39) | 0.3730 0.8514 212 (0.51-8.74) | 0.2833 0.7635
AAvs. GG
16025 (F5) A
AAVS. GG | 1.45 (0.80-2.65) 1.40 (0.76-2.59) 1.37 (0.72-2.60)
02369 | 07355 0.2305 0.7376 0.2832 0.7635
51801274 (FCOR2A) | 7\ e GG | 1.11(0.73-169) 1.02 (0.68-1.54) 1.02 (0.69-1.52)
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Crude Model Age-Adjusted Model Fully Adjusted” Model
Variant Genotype -adi -adi -adi
v OR (95%Cl)  P-value FDE_;‘;‘I‘S?M OR(95%Cl)  P-value FDE_;‘;‘I‘S?M OR(95%Cl)  P-value FDE_;‘;‘I‘S?M
AAVS. GG | 0.92 (0.19-4.55) N 1.27 (0.27-6.04) — 1.46 (0.26-8.36) -
04342 | 0.8341 0.4594 0.8514 06715 |  0.8302
11800790 (FGB) AGVs.GG | 0.70(0.40-1.24) 0.73 (0.42-1.27) 0.81 (0.42-1.54)
TTvs. CC | 1.40 (0.80-2.44) 1.33(0.74-2.38) 1.38 (0.76-2.50)
02510 |  0.7355 0.3755 0.8514 05212 |  0.8203
rs1260826 (GCKR) | tews.cc | 0.82(051-1.32) 0.84 (0.51-1.38) 0.96 (0.59-L57)
CCvs.GG | 152 (116-1.99) 1.84 (1.41-2.40) 2.14(1.63-2.81)
01526 |  0.7355 . 0.5863 . 0.3577
11143623 (IL18) CGvs.GG | 1.34(0.91-1.99) 145 (0.95-2.20) | *0%7 163 (Log-2.45) | *0073
TTvs. CC | 1.70 (1.09-2.65) 1.71 (1.04-2.80) 1.56 (0.93-2.63)
02020 |  0.7355 0.2157 0.7376 03443 | 07635
rs1800871 (IL10) TCws.CC | 1.22(0.72:2.07) 1.15 (0.65-2.01) 1.03 (0.54-1.95)
AAVs.CC | 172 (L11-2.68) 1.73 (1.06-2.81) 1.58 (0.95-2.62)
01920 |  0.7355 0.2075 0.7376 03384 | 07635
11800872 (IL10) ACvs.CC | 1.24(0.72-2.12) 1.15 (0.65-2.05) 1.03 (0.54-1.98)
GG vs. AA | 0.60 (0.22-1.60) 0.56 (0.19-1.65) 0.65 (0.22-1.86)
01927 |  0.7355 0.1845 0.7376 0.1856 |  0.6996
11800896 (IL10) GAvs. AA | 0.63(0.36-1.08) 0.61 (0.34-1.08) 0.58 (0.32-1.04)
GGvs. TT | 0.79 (0.13-4.88) 0.73 (0.11-4.72) 0.71 (0.10-4.90)
0.7753 |  0.803L 0.9023 0.9215 0.8666 |  0.9231
152243248 (IL4) GTvs.TT | 0.87(0.57-1.34) 1.04 (0.63-1.72) 1.03 (0.67-1.59)
TTvs.CC | 094 (053-167) 1.00 (0.54-1.83) 0.96 (0.52-1.76)
08334 |  0.803L 0.8400 0.8886 0.7319 |  0.8302
152243250 (1L4) TCvs.CC | 0.89 (0.53-1.50) 0.91 (0.53-1.55) 0.85 (0.49-1.45)
GGvs. AA | 0.83(0.46-152) 0.87 (0.46-1.65) 0.87 (0.45-1.67)
04783 |  0.8680 0.4716 0.8514 04753 |  0.8203
152243270 (IL4) GAvs. AA | 0.79(0.50-1.26) 0.79 (0.51-1.23) 0.78 (0.52-1.18)
GGvs. AA | 137 (0.82-2.27) 1.56 (0.84-2.89) 1.46 (0.67-3.16)
. 0.7355 0.0575 0.5863 0.1467 |  0.6758
rs1801275 (IL4R) GAvs. AA | 071 (0.49-104) | %0470 0.73 (0.49-1.11) 0.74 (0.48-1.15)
CCvs. TT | 217 (0.81-5.83) 2.53(0.70-9.11) 3.12(0.73-13.44)
01712 | 0.7355 0.1873 0.7376 01123 | 06758
rs1805015 (IL4R) CTvs.TT | 0.81(0.51-1.28) 0.80 (0.50-1.29) 0.77 (0.49-1.22)
CCvs. TT | 233(0.75-7.21) 2.71(0.74-9.85) 4.28 (0.95-19.40)
04296 |  0.8341 0.3892 0.8514 01661 | 0.6782
15918 (ITGB3) CTvs.TT | 1.07(0.56-2.05) 1.05 (0.52-2.09) 0.97 (0.49-1.91)
GGvs.CC | 0.91 (0.46-1.80) 1.00 (0.50-2.00) 1.06 (0.52-2.17)
0.7775 | 0.8031 0.8235 0.8886 0.7374 |  0.8302
rs11008125 (MBL2) | o0 \s cc | 0.88 (0.49-1.58) 0.91 (0.51-1.62) 0.90 (0.50-1.60)
AAVs. GG | 0.84 (0.29-2.43) 0.73 (0.25-2.15) 0.80 (0.28-2.33)
04171 |  0.8341 0.5021 0.8886 03357 | 07635
51800450 (MBL2) | sG o 6G | 1.31(074-232) 1.21 (0.65-2.25) 1.41 (0.74-2.67)
AAvs. GG
08155 |  0.893L 0.7588 0.8886 0.6567 |  0.8302
s1800451 (MBL2) | AGvs.GG | 0.91(0.40-2.06) 0.87 (0.34-2.22) 0.81 (0.32-2.00)
TTvs.CC
155030737 (MBL2) | 1V CF
CCvs.GG | 1.36(0.22-8.34) 1.31(0.18-9.28) 0.22 (0.04-1.18)
0.7288 |  0.803L 0.8516 0.8836 04480 | 08130
rs7096206 (MBL2) | CGvs. GG | 119 (0.77-1.83) 1.13 (0.66-1.95) 1.04 (0.56-1.96)
CCvs. GG
151800482 (NOS2A) | v 22
TTvs.CC
9282799 (NOS2A
s ( ) TCvs.CC
TTvs. GG | 1.29 (0.48-3.43) 1,00 (0.35-2.92) 1,07 (0.36-3.24)
1799983 (NOS3 0.0451 |  0.7355 0.0325 0.5863 00200 | 04737
i NOS3) | 1gvs.66 | 057 (0.38-0.83) 0.52 (0.39-0.70) 0.50 (0.38-0.66)
CCvs. TT | 0.73(0.32-1.66) 0.60 (0.24-1.52) 0.60 (0.20-1.75)
01324 |  0.7355 0.0747 0.5863 00620 |  0.6656
152070744 (NOS3) CTvs.TT | 0.68(0.48-0.98) 0.64 (0.46-0.90) 0.59 (0.45-0.78)
GGvs. AA | L11(0.65-1.89) 1.21(0.72-2.04) 1.28 (0.63-2.60)
0.7477 | 0.803L 0.5546 0.8836 05175 |  0.8203
1662 (PON1) GAvs. AA | 0.98(0.71-1.36) 1.09 (0.79-1.51) 1.03 (0.64-1.64)
AAVs. TT | 0.57 (0.20-1.64) 0.49 (0.16-1.52) 0.61 (0.20-1.92)
01837 |  0.7355 0.0855 0.5863 01077 | 06758
1854560 (PON1) ATvs. TT | 0.74 (0.52-1.06) 0.67 (0.47-0.96) 0.61 (0.38-0.99)
GGvs.CC | 117 (0.35-3.95) 1.34(0.43-4.21) 1.62 (0.50-5.23)
01322 |  0.7355 0.1574 0.7376 0.2285 | 07635
rs1801282 (PPARG) | Gcvs.cC | 0.70 (0.50-0.98) 0.71 (0.48-1.05) 0.76 (0.51-1.12)
151799762 4G4G vs. 565G 1.12 (0.60-2.08) 0.98 (0.53-1.83) 0.87 (0.46-1.66)
08913 |  0.9099 0.8289 0.8836 03936 | 07635
(SERPINE1) 4G5G vs. 565G 1.00 (0.71-1.40) 0.90 (0.64-1.27) 0.77 (0.55-1.07)
rs1800468 AA V. GG
(TGFB1/BID2) AG vs. GG
151800469 TTvs.CC | 1.16 (0.75-1.80) 1.20 (0.77-1.87) 1.19(0.72-1.95)
07922 |  0.8031 0.7155 0.8836 0.7678 |  0.8302
(TGFB1/BID2) TCvs.CC | 1.10(0.70-1.74) 1.10 (0.68-1.79) 1.03 (0.59-1.81)
CCvs. TT | 127 (0.78-2.08) 1.30(0.78-2.16) 1.31(0.73-2.37)
0233 | 0.7355 0.2121 0.7376 01356 |  0.6758
s1800470 (TGFBL) | o ys 17 | 0.95 (0.66-1.37) 0.95 (0.64-1.40) 0.85 (0.55-1.32)
GG vs. AA
rs4986790 (TLR4) N
AAVs. GG | 022 (003-192) 0.11 (0.01-1.01) 0.13 (0.01-1.22)
01251 |  0.7355 0.0704 0.5863 . 0.4386
151800629 (TNF) AGVs.GG | 0.64(0.36-1.14) 0.61 (0.34-1.09) 059 (0.37-092) | %07
AAvs. GG
05345 |  0.8728 0.6733 0.8886 1.0000 |  1.0000
11800750 (TNF) AGVs.GG | 1.44(0.44-4.77) 1.20 (0.38-4.38) 1.00 (0.44-2.28)
AAVs. GG | 3.02 (0.11-79.81) 2.93 (0.24-36.09) 2.37(0.17-32.79)
0.7271 | 0.8031 0.6952 0.8836 03882 | 07635
1361525 (TNF) AGVs.GG | 0.83(0.34-2.04) 0.85 (0.32-2.21) 0.69 (0.38-1.27)
CCvs. TT | 081 (0.53-1.25) 0.82 (0.50-1.34) 0.89 (0.48-1.65)
02812 |  0.7355 0.2758 0.7717 03592 | 07635
152239185 (VDR) CTvs.TT | 1.09(0.70-168) 1.13(0.72-1.77) 1.20 (0.80-1.81)
CCvs. TT | 0.64(0.35-118) 0.60 (0.33-1.12) 0.54 (0.20-1.43)
05522 | 0.8728 0.4285 0.8514 05113 |  0.8203
1781236 (VDR) CTvs.TT | 1.00(0.66-152) 1.06 (0.70-1.60) 0.92 (0.56-1.49)
AAVs. TT | L.12(0.68-1.85) 1.35(0.83-2.20) 1.26 (0.75-2.12)
. 0.8566 |  0.893L 0.5773 0.8886 07183 |  0.8302
rs890945 (Chr56333)] 57 vs 11 | 0.96 (0.58-159) 0.94 (0.53-1.66) 0.94 (0.48-1.85)

Cl, confidence interval; FDR, false-discovery rate; OR, odds ratio. Variants with missing results had unstable statistical models.

a) Defined as urinary albumin-to-creatinine ratio (ACR) above sex-specific thresholds (> 17 mg/g in men and > 25 mg/g in women). b) Analyses adjusted for age, alcohol consumption,
educational attainment, and waist:hip ratio.
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Table S5. Complete results of associations of candidate gene polymorphisms and single-threshold

albuminuria?, additive genetic model

Crude Model

Age-Sex Adjusted Model

Fully Adjusted” Model

Variant OR(95%CI) | Pvalue ~ORBAIUSEd| oo on00cry | pvalie | TORAAIUSEEA | op gorcry | pvaiye | FDR-adIUSted
P-value P-value P-value
Non-Hispanic whites
rs1042713 (ADRB2) 1.00 (0.77-1.31) | 0.9694 1.0000 1.04 (0.81-1.32) = 0.7494 0.9211 1.05 (0.79-1.41) 0.7153 0.9715
rs1042714 (ADRB2) 0.95(0.77-1.17) | 0.6231 0.9892 0.93(0.74-1.17) | 0.5322 0.9211 0.89 (0.66-1.20) 0.4419 0.9715
rs429358 (APOE ) 0.69 (0.47-1.03) = 0.0669 0.6214 0.73 (0.50-1.07) = 0.1054 0.5930 0.69 (0.46-1.04) 0.0745 0.6200
1s7412 (APOE) 1.00 (0.71-1.39) = 0.9822 1.0000 0.92 (0.65-1.32) = 0.6534 0.9211 0.89 (0.65-1.21) 0.4368 0.9715
1s769214 (CAT) 0.89 (0.60-1.32) = 0.5451 0.9851 0.88 (0.61-1.29) = 0.5044 0.9211 0.86 (0.58-1.28) 0.4383 0.9715
rs2280788 (CCL5) 1.00 (0.52-1.91) | 1.0000 1.0000 1.15(0.57-2.35) | 0.6831 0.9211 1.08 (0.48-2.44) 0.8527 0.9715
rs1799864 (CCR2) 1.15(0.81-1.63) | 0.4140 0.9274 1.18 (0.80-1.74) = 0.3790 0.9053 1.18 (0.80-1.74) 0.3795 0.9613
rs1205 (CRP) 0.98 (0.77-1.24) = 0.8292 0.9892 1.00 (0.78-1.30) = 0.9686 0.9819 1.05 (0.81-1.38) 0.6857 0.9715
rs1417938 (CRP) 1.05(0.75-1.46) | 0.7745 0.9892 1.03(0.74-1.42) = 0.8555 0.9309 0.91 (0.63-1.32) 0.6186 0.9715
rs1800947 (CRP) 0.90 (0.43-1.89) = 0.7683 0.9892 0.88 (0.45-1.70) |  0.6812 0.9211 1.02 (0.55-1.91) 0.9391 0.9715
rs2808630 (CRP) 0.94 (0.66-1.36) = 0.7448 0.9892 0.94 (0.66-1.33) | 0.7140 0.9211 1.03 (0.72-1.46) 0.8722 0.9715
rs3091244 (CRP)° 7185 Egg:ijg; 0.8109 0.9892 7222 Egg;iig; 0.8407 0.9309 g:gg Egg;igg; 0.9047 0.9715
rs3093058 (CRP) 3.18 (0.47-21.24) = 0.2211 0.8886 4.06 (0.75-21.88)| 0.0991 0.5930 3.66 (0.57-23.54) | 0.1631 0.6524
rs3093066 (CRP) 1.00 (0.30-3.28) | 0.9970 1.0000 1.11(0.33-3.76) = 0.8573 0.9309 1.44 (0.47-4.44) 0.5050 0.9715
rs11265260 (CRP) 0.91 (0.58-1.42) = 0.6659 0.9892 0.83(0.52-1.33) | 0.4217 0.9053 0.74 (0.42-1.31) 0.2863 0.8180
rs12093699 (CRP) 1.08 (0.77-1.50) = 0.6443 0.9892 1.06 (0.76-1.48) = 0.7370 0.9211 0.96 (0.66-1.40) 0.8384 0.9715
rs12744244 (CRP) 1.02 (0.73-1.42) | 0.9149 1.0000 0.99 (0.71-1.37) | 0.9387 0.9716 0.91 (0.64-1.30) 0.5900 0.9715
rs2027471 (CRP) 0.92 (0.74-1.15) | 0.4507 0.9274 0.95(0.74-1.23) |  0.6922 0.9211 1.01 (0.77-1.33) 0.9238 0.9715
rs2592887 (CRP) 0.99 (0.78-1.25) = 0.9175 1.0000 1.00 (0.77-1.28) = 0.9819 0.9819 1.04 (0.79-1.37) 0.7807 0.9715
rs2794520 (CRP) 0.98 (0.77-1.23) = 0.8271 0.9892 1.01(0.78-1.31) = 0.9244 0.9716 1.05 (0.80-1.37) 0.7102 0.9715
rs3093075 (CRP) 0.96 (0.64-1.42) = 0.8142 0.9892 0.89 (0.58-1.37) | 0.5843 0.9211 0.82 (0.45-1.49) 0.4996 0.9715
rs1799963 (F2) 2.01(0.85-4.72) | 0.1058 0.7935 1.69 (0.66-4.30) = 0.2589 0.7569 1.95 (0.73-5.22) 0.1759 0.6596
rs6025 (F5) 1.29(0.72-2.32) | 0.3705 0.9274 1.14 (0.64-2.05) = 0.6406 0.9211 1.02 (0.52-1.98) 0.9599 0.9762
rs1801274 (FCGR2A) 1.05(0.83-1.33) | 0.6600 0.9892 1.07 (0.85-1.35) | 0.5529 0.9211 1.08 (0.84-1.39) 0.5454 0.9715
rs1800790 (FGB) 0.83 (0.61-1.14) | 0.2402 0.8886 0.85(0.63-1.14) | 0.2578 0.7569 0.86 (0.61-1.22) 0.3845 0.9613
rs1260326 (GCKR) 1.19(0.92-1.53) | 0.1774 0.8886 1.26 (0.98-1.62) = 0.0681 0.5930 1.29 (1.02-1.64) 0.0361 0.6200
rs1143623 (IL1B) 1.17 (0.87-1.58) | 0.2921 0.8886 1.21(0.89-1.64) = 0.2179 0.7569 1.27 (0.94-1.73) 0.1157 0.6200
rs1800871 (1L10) 0.96 (0.75-1.23) | 0.7446 0.9892 0.98 (0.75-1.27) | 0.8636 0.9309 0.98 (0.76-1.27) 0.8814 0.9715
rs1800872 (1L10) 0.93 (0.69-1.26) = 0.6213 0.9892 0.95 (0.70-1.30) | 0.7424 0.9211 0.97 (0.74-1.29) 0.8481 0.9715
rs1800896 (1L10) 0.91 (0.76-1.07) | 0.2420 0.8886 0.87 (0.74-1.04) | 0.1181 0.5930 0.87 (0.73-1.05) 0.1387 0.6402
1s2243248 (1L4) 0.97 (0.61-1.52) = 0.8749 0.9905 1.18(0.76-1.82) = 0.4450 0.9053 0.97 (0.51-1.85) 0.9270 0.9715
rs2243250 (1L4) 0.83 (0.59-1.18) | 0.2962 0.8886 0.80 (0.56-1.15) | 0.2097 0.7569 0.80 (0.55-1.17) 0.2305 0.7897
rs2243270 (1L4) 0.82 (0.57-1.18) = 0.2676 0.8886 0.78 (0.53-1.15) | 0.2007 0.7569 0.79 (0.53-1.20) 0.2553 0.8062
rs1801275 (IL4R) 0.97 (0.75-1.24) | 0.7922 0.9892 1.03(0.77-1.36) = 0.8499 0.9309 1.06 (0.77-1.45) 0.7114 0.9715
rs1805015 (IL4R) 1.00 (0.70-1.43) | 0.9936 1.0000 1.04 (0.72-1.51) = 0.8186 0.9309 1.07 (0.74-1.55) 0.7060 0.9715
rs5918 (ITGB3) 1.04 (0.80-1.34) = 0.7703 0.9892 1.06 (0.79-1.41) = 0.6940 0.9211 1.02 (0.78-1.33) 0.8865 0.9715
rs11003125 (MBL2) 1.26 (0.99-1.61) = 0.0602 0.6214 1.23(0.96-1.57) = 0.0963 0.5930 1.25 (0.95-1.64) 0.1065 0.6200
rs1800450 (MBL2) 1.14 (0.89-1.45) = 0.2873 0.8886 1.09 (0.84-1.42) = 0.4975 0.9211 1.08 (0.82-1.42) 0.5648 0.9715
rs1800451 (MBL2) 1.52 (0.96-2.39) = 0.0725 0.6214 1.46 (0.94-2.28) = 0.0897 0.5930 1.50 (0.93-2.43) 0.0948 0.6200
rs5030737 (MBL2) 1.28 (0.71-2.32) | 0.3967 0.9274 1.30 (0.70-2.40) = 0.3859 0.9053 1.37 (0.76-2.49) 0.2843 0.8180
rs7096206 (MBL2) 0.91 (0.66-1.25) | 0.5324 0.9851 0.90 (0.64-1.28) | 0.5557 0.9211 0.95 (0.65-1.38) 0.7716 0.9715
rs1800482 (NOS2A) 2.20(0.27-18.09) = 0.4480 0.9274 1.43(0.20-10.31)  0.7146 0.9211 1.52 (0.26-8.93) 0.6284 0.9715
rs9282799 (NOS2A) 1.24 (0.11-14.20) = 0.8573 0.9892 0.60 (0.05-7.84) | 0.6862 0.9211 0.60 (0.05-7.25) 0.6744 0.9715
rs1799983 (NOS3) 1.14 (0.80-1.61) = 0.4520 0.9274 1.19 (0.86-1.66) = 0.2860 0.7670 1.16 (0.86-1.56) 0.3283 0.8954
rs2070744 (NOS3) 1.06 (0.86-1.30) = 0.5582 0.9851 1.09 (0.87-1.36) = 0.4402 0.9053 1.08 (0.85-1.37) 0.5356 0.9715
rs662 (PON1) 1.10(0.82-1.48) = 0.4976 0.9631 1.17 (0.89-1.54) = 0.2454 0.7569 1.29 (0.98-1.71) 0.0703 0.6200
rs854560 (PON1) 1.09 (0.86-1.38) | 0.4566 0.9274 1.09 (0.88-1.35) | 0.4163 0.9053 1.04 (0.85-1.26) 0.7162 0.9715
rs1801282 (PPARG ) 1.23(0.88-1.73) = 0.2168 0.8886 1.29 (0.94-1.78) = 0.1040 0.5930 1.37 (0.95-1.97) 0.0898 0.6200
rs1799762 (SERPINEL) 0.96 (0.77-1.20) = 0.7405 0.9892 0.98 (0.77-1.24) | 0.8678 0.9309 1.03 (0.79-1.33) 0.8307 0.9715
rs1800468 (TGFB1/B9D2) | 1.23 (0.79-1.93) = 0.3397 0.9265 1.31(0.82-2.09) = 0.2388 0.7569 1.40 (0.87-2.23) 0.1552 0.6524
rs1800469 (TGFB1/B9D2) | 1.20 (0.92-1.56) = 0.1670 0.8886 1.22 (0.95-1.56) = 0.1206 0.5930 1.23 (0.94-1.59) 0.1240 0.6200
rs1800470 (TGFB1) 1.17 (0.88-1.54) | 0.2617 0.8886 1.16 (0.89-1.50) = 0.2694 0.7569 1.17 (0.89-1.54) 0.2369 0.7897
rs4986790 (TLR4) 1.23(0.80-1.89) | 0.3354 0.9265 1.23(0.76-1.98) = 0.3825 0.9053 1.16 (0.70-1.92) 0.5519 0.9715
rs1800629 (TNF) 0.88 (0.63-1.25) | 0.4637 0.9274 0.89 (0.62-1.28) | 0.5003 0.9211 0.92 (0.58-1.48) 0.7331 0.9715
rs1800750 (TNF) 3.20 (2.06-4.98) = <0.0001 <0.0001 4.10 (2.28-7.40) |  0.0001 0.0059 3.60 (1.65-7.88) 0.0025 0.1500
rs361525 (TNF) 1.71 (1.18-2.47) | 0.0060 0.1800 1.89 (1.20-2.97) = 0.0079 0.2331 1.94 (1.17-3.22) 0.0128 0.3840
rs2239185 (VDR) 0.81 (0.67-0.97) = 0.0246 0.4020 0.82 (0.67-1.01) | 0.0568 0.5930 0.84 (0.70-1.02) 0.0817 0.6200
rs731236 (VDR) 1.31(1.03-1.65) = 0.0268 0.4020 1.29 (1.01-1.63) = 0.0398 0.5930 1.26 (0.99-1.61) 0.0612 0.6200
rs890945 (Chr 5033.3) 1.18 (0.86-1.61) = 0.2810 0.8886 1.24 (0.89-1.73) = 0.1859 0.7569 1.12 (0.82-1.53) 0.4630 0.9715
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Variant

Crude Model

Age-Sex Adjusted Model

Fully Adjusted” Model

FDR-adjusted

FDR-adjusted

FDR-adjusted

OR (95% ClI) P-value P-value OR (95% CI) P-value Pvalue OR (95% ClI) P-value Pvalue
Non-Hispanic blacks
rs1042713 (ADRB2) 0.96 (0.72-1.28) | 0.7734 0.9544 1.00 (0.72-1.38) |  0.9887 1.0000 1.00 (0.69-1.45) 0.9896 0.9896
rs1042714 (ADRB2) 0.96 (0.72-1.28) | 0.7508 0.9467 0.90 (0.64-1.26) = 0.5225 0.8466 0.91 (0.60-1.38) 0.6322 0.9720
rs429358 (APOE ) 1.19 (0.82-1.71) = 0.3430 0.9048 1.29 (0.91-1.81) = 0.1429 0.6788 1.20 (0.86-1.68) 0.2625 0.8861
rs7412 (APOE) 1.21(0.74-1.95) = 0.4321 0.9048 1.13(0.73-1.76) =~ 0.5748 0.8466 1.22 (0.80-1.85) 0.3361 0.8861
rs769214 (CAT) 0.85 (0.72-1.00) | 0.0506 0.5942 0.84 (0.70-1.00) = 0.0531 0.5477 0.88 (0.71-1.09) 0.2370 0.8591
rs2280788 (CCL5)
rs1799864 (CCR2) 0.88 (0.63-1.23) | 0.4403 0.9048 0.90 (0.65-1.24) = 0.4981 0.8466 0.84 (0.60-1.17) 0.2859 0.8861
rs1205 (CRP) 0.75 (0.60-0.95) | 0.0195 0.5655 0.75(0.58-0.98) = 0.0338 0.5477 0.74 (0.56-0.98) 0.0394 0.7760
rs1417938 (CRP) 1.07 (0.73-1.57) = 0.7358 0.9467 1.14(0.71-1.83)  0.5787 0.8466 1.38 (0.83-2.30) 0.2005 0.8591
rs1800947 (CRP) 0.94 (0.23-3.79) | 0.9313 0.9721 0.71(0.18-2.75) = 0.6075 0.8466 0.82 (0.22-2.97) 0.7480 0.9896
rs2808630 (CRP) 1.20 (0.98-1.48) = 0.0771 0.5942 1.13(0.93-1.37) = 0.2012 0.7760 1.09 (0.91-1.29) 0.3291 0.8861
rs3091244 (CRP)° 7332 Eg;gigg 0.6162 0.9048 715 Eg%ig 0.6194 0.8466 1(1)3 Eg;gigg; 0.7794 0.9896
rs3093058 (CRP) 0.74 (0.54-1.01) = 0.0584 0.5942 0.77 (0.57-1.04) = 0.0852 0.5477 0.72 (0.52-0.99) 0.0466 0.7760
rs3093066 (CRP) 1.26 (0.90-1.78) = 0.1709 0.6195 1.31(0.96-1.80) = 0.0875 0.5477 1.19 (0.82-1.73) 0.3542 0.8932
rs11265260 (CRP) 1.11 (0.70-1.76) = 0.6549 0.9048 1.12 (0.67-1.88) = 0.6484 0.8466 1.19 (0.67-2.11) 0.5314 0.9173
rs12093699 (CRP) 1.03 (0.77-1.37) = 0.8426 0.9721 1.02 (0.76-1.37) = 0.8980 1.0000 0.97 (0.67-1.39) 0.8491 0.9896
rs12744244 (CRP) 0.80 (0.38-1.69) | 0.5460 0.9048 0.83 (0.37-1.88) = 0.6464 0.8466 1.01 (0.43-2.39) 0.9865 0.9896
rs2027471 (CRP) 0.78 (0.61-1.00) | 0.0510 0.5942 0.79 (0.59-1.04) = 0.0928 0.5477 0.77 (0.56-1.05) 0.0942 0.8135
rs2592887 (CRP) 1.01 (0.75-1.34) = 0.9577 0.9721 1.00 (0.76-1.32) = 1.0000 1.0000 0.94 (0.68-1.28) 0.6614 0.9836
rs2794520 (CRP) 0.83 (0.66-1.05) | 0.1132 0.6195 0.84 (0.64-1.10) = 0.2042 0.7760 0.83 (0.62-1.12) 0.2203 0.8591
rs3093075 (CRP) 1.14 (0.83-1.56) = 0.4050 0.9048 1.13(0.86-1.50) = 0.3657 0.8466 1.11 (0.79-1.54) 0.5377 0.9173
rs1799963 (F2)
rs6025 (F5) 1.05 (0.20-5.38) = 0.9521 0.9721 1.51(0.27-8.39) = 0.6234 0.8466 1.79 (0.33-9.71) 0.4831 0.9173
rs1801274 (FCGR2A) 1.32 (0.89-1.97) = 0.1637 0.6195 1.41(0.94-2.12) = 0.0966 0.5477 1.37 (0.90-2.08) 0.1355 0.8369
rs1800790 (FGB) 0.83 (0.47-1.46) = 0.5014 0.9048 0.86 (0.46-1.60) = 0.6124 0.8466 1.06 (0.56-2.02) 0.8511 0.9896
rs1260326 (GCKR) 0.80 (0.57-1.11) | 0.1702 0.6195 0.74 (0.51-1.07) = 0.1057 0.5477 0.71 (0.46-1.09) 0.1122 0.8135
rs1143623 (IL1B) 0.87 (0.58-1.32) = 0.5076 0.9048 0.91 (0.57-1.43)  0.6535 0.8466 1.05 (0.69-1.61) 0.8101 0.9896
rs1800871 (IL10) 0.94 (0.71-1.24) | 0.6552 0.9048 0.93 (0.68-1.26) = 0.6254 0.8466 0.98 (0.71-1.35) 0.8792 0.9896
rs1800872 (IL10) 0.93 (0.70-1.24) | 0.5918 0.9048 0.91 (0.66-1.25) = 0.5513 0.8466 0.95 (0.69-1.33) 0.7682 0.9896
rs1800896 (1L10) 0.91(0.69-1.21) = 0.5024 0.9048 0.88 (0.65-1.19) = 0.3941 0.8466 0.87 (0.62-1.22) 0.3969 0.9173
rs2243248 (1L4) 1.11 (0.80-1.54) = 0.5036 0.9048 1.17 (0.85-1.63) = 0.3219 0.8466 1.09 (0.74-1.62) 0.6368 0.9720
rs2243250 (1L4) 1.20 (0.81-1.79) = 0.3542 0.9048 1.24 (0.80-1.93) = 0.3258 0.8466 1.39 (0.88-2.20) 0.1443 0.8369
rs2243270 (1L4) 0.98 (0.64-1.52) | 0.9410 0.9721 1.03 (0.65-1.64) = 0.8919 1.0000 1.07 (0.65-1.76) 0.7804 0.9896
rs1801275 (IL4R) 1.17 (0.93-1.47) = 0.1643 0.6195 1.11(0.87-1.41) = 0.3957 0.8466 1.02 (0.77-1.36) 0.8591 0.9896
rs1805015 (IL4R) 1.05 (0.87-1.27) = 0.6053 0.9048 1.06 (0.87-1.30) = 0.5261 0.8466 0.93 (0.76-1.14) 0.4598 0.9173
rs5918 (ITGB3) 1.22 (0.92-1.62) = 0.1654 0.6195 1.12 (0.82-1.54) = 0.4435 0.8466 1.28 (0.87-1.89) 0.1974 0.8591
rs11003125 (MBL2) 0.88 (0.54-1.41) | 0.5685 0.9048 0.89 (0.57-1.38) = 0.5835 0.8466 0.89 (0.56-1.41) 0.6067 0.9720
rs1800450 (MBL2) 1.25(0.56-2.77) = 0.5747 0.9048 1.26 (0.60-2.63) = 0.5276 0.8466 1.49 (0.67-3.30) 0.3080 0.8861
rs1800451 (MBL2) 1.25(0.98-1.61) = 0.0699 0.5942 1.30 (0.99-1.70) | 0.0584 0.5477 1.26 (0.95-1.69) 0.1073 0.8135
rs5030737 (MBL2) 0.68 (0.13-3.50) | 0.6281 0.9048 0.90 (0.15-5.44) = 0.9045 1.0000 1.22 (0.21-7.25) 0.8156 0.9896
rs7096206 (MBL2) 0.72 (0.48-1.06) | 0.0922 0.5942 0.72 (0.51-1.00) = 0.0530 0.5477 0.68 (0.45-1.03) 0.0669 0.7760
rs1800482 (NOS2A) 1.19 (0.76-1.84) = 0.4340 0.9048 1.13(0.69-1.84)  0.6133 0.8466 1.32 (0.83-2.10) 0.2289 0.8591
rs9282799 (NOS2A) 0.68 (0.36-1.30) | 0.2328 0.7501 0.81(0.41-1.62) = 0.5421 0.8466 0.71 (0.35-1.44) 0.3267 0.8861
rs1799983 (NOS3) 1.02 (0.74-1.40) = 0.8968 0.9721 1.00 (0.69-1.44) = 1.0000 1.0000 0.99 (0.63-1.56) 0.9646 0.9896
rs2070744 (NOS3) 1.02 (0.68-1.52) = 0.9231 0.9721 1.00 (0.71-1.42) = 0.9780 1.0000 0.98 (0.70-1.38) 0.9158 0.9896
rs662 (PON1) 0.94 (0.75-1.16) | 0.5389 0.9048 0.99 (0.78-1.26) = 0.9178 1.0000 0.90 (0.67-1.20) 0.4568 0.9173
rs854560 (PON1) 0.99 (0.64-1.53) | 0.9721 0.9721 0.92 (0.59-1.45)  0.7095 0.8803 0.86 (0.51-1.46) 0.5606 0.9290
rs1801282 (PPARG) 0.75(0.32-1.75) | 0.4908 0.9048 0.85(0.35-2.05) = 0.7104 0.8803 0.98 (0.39-2.47) 0.9597 0.9896
rs1799762 (SERPINEL) 0.94 (0.67-1.31) = 0.6936 0.9356 0.91 (0.66-1.27) = 0.5691 0.8466 0.88 (0.62-1.26) 0.4760 0.9173
rs1800468 (TGFB1/B9D2) [ 0.22 (0.06-0.76) | 0.0193 0.5655 0.21 (0.06-0.78) = 0.0224 0.5477 0.12 (0.01-0.99) 0.0493 0.7760
rs1800469 (TGFB1/B9D2) [ 0.87 (0.63-1.21) | 0.3963 0.9048 0.82 (0.56-1.20) = 0.2896 0.8466 0.87 (0.57-1.32) 0.4928 0.9173
rs1800470 (TGFB1) 1.02 (0.74-1.40) = 0.9214 0.9721 1.00 (0.70-1.43) = 0.9910 1.0000 1.07 (0.73-1.57) 0.7087 0.9896
rs4986790 (TLR4) 0.96 (0.51-1.80) = 0.8975 0.9721 0.99 (0.52-1.88) = 0.9631 1.0000 0.93 (0.40-2.16) 0.8512 0.9896
rs1800629 (TNF) 0.73 (0.50-1.05) | 0.0830 0.5942 0.77 (0.51-1.14) = 0.1804 0.7760 0.86 (0.56-1.32) 0.4745 0.9173
rs1800750 (TNF) 0.87 (0.38-2.02) | 0.7409 0.9467 0.97 (0.37-2.54) = 0.9450 1.0000 0.98 (0.36-2.66) 0.9646 0.9896
rs361525 (TNF) 0.72 (0.36-1.47) | 0.3566 0.9048 0.78 (0.36-1.70) = 0.5103 0.8466 0.78 (0.36-1.68) 0.5102 0.9173
rs2239185 (VDR) 1.08 (0.86-1.36) = 0.4920 0.9048 1.07 (0.84-1.36) = 0.5550 0.8466 1.09 (0.87-1.35) 0.4499 0.9173
rs731236 (VDR) 1.14 (0.92-1.40) = 0.2209 0.7501 1.13(0.90-1.41) = 0.2903 0.8466 1.16 (0.90-1.50) 0.2318 0.8591
rs890945 (Chr 5g33.3) 0.80 (0.59-1.07) = 0.1242 0.6195 0.79 (0.59-1.04) = 0.0884 0.5477 0.74 (0.54-1.01) 0.0593 0.7760
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Variant

Crude Model

Age-Sex Adjusted Model

Fully Adjusted” Model

FDR-adjusted

FDR-adjusted

FDR-adjusted

OR (95% ClI) P-value P-value OR (95% CI) P-value Pvalue OR (95% ClI) P-value Pvalue
Mexican Americans
rs1042713 (ADRB2) 0.99 (0.73-1.34) | 0.9411 0.9576 1.02 (0.77-1.36) |  0.8639 0.9876 0.98 (0.73-1.32) 0.9006 0.9968
rs1042714 (ADRB2) 1.06 (0.76-1.47) = 0.7371 0.9350 1.04 (0.78-1.39) = 0.7772 0.9876 1.13 (0.85-1.50) 0.3799 0.9181
rs429358 (APOE ) 1.17 (0.88-1.55) = 0.2774 0.6914 1.18 (0.88-1.57) = 0.2531 0.7593 1.19 (0.87-1.62) 0.2644 0.8140
rs7412 (APOE) 0.75 (0.44-1.28) | 0.2787 0.6914 0.77 (0.40-1.50) = 0.4307 0.8566 0.43 (0.18-1.06) 0.0659 0.5460
rs769214 (CAT) 1.16 (0.83-1.62) = 0.3702 0.7854 1.16 (0.83-1.62) = 0.3587 0.8566 1.12 (0.76-1.67) 0.5516 0.9695
rs2280788 (CCL5) 0.89 (0.16-5.07) | 0.8891 0.9550 0.84 (0.14-5.13) = 0.8393 0.9876 1.08 (0.17-7.02) 0.9353 0.9968
rs1799864 (CCR2) 1.08 (0.72-1.64) = 0.6861 0.9350 1.16 (0.78-1.73) = 0.4358 0.8566 1.18 (0.76-1.82) 0.4394 0.9577
rs1205 (CRP) 1.05 (0.74-1.49) = 0.7653 0.9350 1.02 (0.71-1.48) = 0.8929 0.9876 0.99 (0.68-1.44) 0.9730 0.9968
rs1417938 (CRP) 1.14 (0.79-1.63) = 0.4662 0.8450 1.11(0.78-1.59) = 0.5371 0.9673 1.10 (0.77-1.58) 0.5693 0.9712
rs1800947 (CRP) 0.37 (0.08-1.77) | 0.2022 0.6802 0.23 (0.04-1.28) = 0.0905 0.4831 0.08 (0.03-0.20) | <0.0001 <0.0001
rs2808630 (CRP) 0.83(0.58-1.21) | 0.3228 0.7201 0.86 (0.61-1.23) = 0.3992 0.8566 0.94 (0.68-1.31) 0.7202 0.9968
rs3091244 (CRP)° 7233 Egégi%; 0.1324 0.6802 7232 Eg;giﬁ; 0.1748 0.6002 (ig; Egégijg 0.2034 0.6940
rs3093058 (CRP) 1.16 (0.39-3.41) = 0.7820 0.9350 1.13(0.29-4.49) = 0.8540 0.9876 1.50 (0.43-5.28) 0.5090 0.9577
rs3093066 (CRP) 0.37 (0.08-1.63) = 0.1794 0.6802 0.35(0.08-1.53) = 0.1534 0.5829 0.23 (0.03-1.57) 0.1263 0.6105
rs11265260 (CRP) 0.32(0.10-1.01) = 0.0514 0.5319 0.37 (0.11-1.24) = 0.1017 0.4831 0.42 (0.11-1.53) 0.1778 0.6815
rs12093699 (CRP) 1.05 (0.78-1.40) = 0.7448 0.9350 1.03 (0.78-1.36) = 0.8124 0.9876 1.00 (0.75-1.32) 0.9737 0.9968
rs12744244 (CRP) 0.95 (0.55-1.63) | 0.8451 0.9550 0.94 (0.54-1.61) = 0.8030 0.9876 0.95 (0.61-1.47) 0.8050 0.9968
rs2027471 (CRP) 1.02 (0.76-1.39) = 0.8755 0.9550 1.00 (0.73-1.37) = 0.9827 0.9876 0.95 (0.69-1.29) 0.7123 0.9968
rs2592887 (CRP) 1.06 (0.80-1.41) = 0.6699 0.9350 1.03 (0.76-1.40) = 0.8292 0.9876 1.01 (0.74-1.37) 0.9496 0.9968
rs2794520 (CRP) 1.03 (0.76-1.41) = 0.8330 0.9550 1.01 (0.72-1.40) = 0.9747 0.9876 0.98 (0.71-1.35) 0.8955 0.9968
rs3093075 (CRP) 0.37 (0.13-1.07) | 0.0642 0.5319 0.40 (0.13-1.21) = 0.0991 0.4831 0.39 (0.11-1.32) 0.1228 0.6105
rs1799963 (F2) 2.43(0.67-8.84)  0.1676 0.6802 2.39 (0.56-10.17)  0.2245 0.7109 2.78 (0.69-11.27) | 0.1439 0.6420
rs6025 (F5) 1.05 (0.25-4.38) = 0.9399 0.9576 0.97 (0.25-3.73) = 0.9658 0.9876 1.09 (0.23-5.07) 0.9086 0.9968
rs1801274 (FCGR2A) 1.31(0.95-1.80) = 0.0963 0.6067 1.29 (0.92-1.82) = 0.1339 0.5733 1.29 (0.89-1.86) 0.1666 0.6815
rs1800790 (FGB) 0.79 (0.54-1.15) | 0.2111 0.6802 0.86 (0.59-1.26) = 0.4211 0.8566 0.92 (0.56-1.53) 0.7436 0.9968
rs1260326 (GCKR) 1.17 (0.87-1.56) = 0.2861 0.6914 1.16 (0.88-1.54) = 0.2840 0.8094 1.19 (0.91-1.55) 0.1880 0.6815
rs1143623 (IL1B) 1.30 (1.06-1.60) = 0.0149 0.4321 1.47 (1.22-1.78) | 0.0004 0.0171 1.55 (1.28-1.87) 0.0001 0.0029
rs1800871 (IL10) 1.24 (1.02-1.51) = 0.0361 0.5234 1.23(0.96-1.57) = 0.0917 0.4831 1.14 (0.84-1.55) 0.3759 0.9181
rs1800872 (IL10) 1.25(1.03-1.52) = 0.0290 0.5234 1.24 (0.97-1.58) = 0.0821 0.4831 1.15 (0.84-1.56) 0.3630 0.9181
rs1800896 (1L10) 0.74 (0.49-1.14) | 0.1609 0.6802 0.72 (0.44-1.17) = 0.1790 0.6002 0.75 (0.43-1.29) 0.2807 0.8140
rs2243248 (1L4) 0.93(0.63-1.37) | 0.6968 0.9350 1.05 (0.70-1.57) = 0.8030 0.9876 1.00 (0.69-1.45) 0.9940 0.9968
rs2243250 (1L4) 0.96 (0.71-1.30) | 0.7899 0.9350 1.00 (0.73-1.37) = 0.9876 0.9876 0.94 (0.70-1.28) 0.7012 0.9968
rs2243270 (1L4) 0.92 (0.67-1.27) | 0.5938 0.9350 0.95(0.69-1.32)  0.7516 0.9876 0.89 (0.64-1.24) 0.4746 0.9577
rs1801275 (IL4R) 0.99 (0.67-1.48) | 0.9775 0.9775 1.06 (0.67-1.68) = 0.7918 0.9876 1.06 (0.62-1.80) 0.8369 0.9968
rs1805015 (IL4R) 1.13(0.75-1.69) = 0.5444 0.9045 1.16 (0.73-1.86) =~ 0.5111 0.9673 1.23 (0.65-2.32) 0.5119 0.9577
rs5918 (ITGB3) 1.21(0.75-1.94) = 0.4158 0.7854 1.22 (0.73-2.06) =~ 0.4282 0.8566 1.29 (0.72-2.31) 0.3730 0.9181
rs11003125 (MBL2) 0.91 (0.65-1.26) | 0.5458 0.9045 0.95 (0.68-1.34) = 0.7684 0.9876 0.95 (0.65-1.40) 0.7965 0.9968
rs1800450 (MBL2) 1.13(0.68-1.87) = 0.6174 0.9350 1.04 (0.61-1.79) = 0.8746 0.9876 1.12 (0.64-1.97) 0.6732 0.9968
rs1800451 (MBL2) 1.16 (0.51-2.65) = 0.7186 0.9350 1.10 (0.41-2.98)  0.8429 0.9876 1.05 (0.38-2.92) 0.9153 0.9968
rs5030737 (MBL2) 2.33(0.87-6.21) = 0.0882 0.6067 2.62(0.82-8.36)  0.0991 0.4831 2.70 (0.85-8.63) 0.0901 0.6105
rs7096206 (MBL2) 1.17 (0.79-1.74) = 0.4198 0.7854 1.12 (0.68-1.85) = 0.6440 0.9876 1.04 (0.62-1.72) 0.8882 0.9968
rs1800482 (NOS2A)
rs9282799 (NOS2A)
rs1799983 (NOS3) 0.65 (0.39-1.10) | 0.1046 0.6067 0.59 (0.37-0.93) = 0.0256 0.3648 0.60 (0.37-0.98) 0.0423 0.4089
rs2070744 (NOS3) 0.66 (0.51-0.85) | 0.0028 0.1624 0.61 (0.47-0.79) = 0.0006 0.0171 0.62 (0.48-0.80) 0.0008 0.0155
rs662 (PON1) 1.07 (0.80-1.44) = 0.6347 0.9350 1.12 (0.86-1.48)  0.3828 0.8566 1.14 (0.78-1.68) 0.4795 0.9577
rs854560 (PON1) 0.81(0.57-1.16) | 0.2329 0.6914 0.74 (0.52-1.06) = 0.0960 0.4831 0.77 (0.47-1.25) 0.2724 0.8140
rs1801282 (PPARG) 0.81(0.55-1.18) | 0.2626 0.6914 0.83 (0.55-1.26) = 0.3676 0.8566 0.91 (0.61-1.37) 0.6427 0.9968
rs1799762 (SERPINEL) 1.09 (0.83-1.42) = 0.5313 0.9045 1.00 (0.77-1.30) | 0.9794 0.9876 0.94 (0.71-1.24) 0.6337 0.9968
rs1800468 (TGFB1/B9D2) [ 0.75(0.50-1.13) | 0.1588 0.6802 0.64 (0.44-0.93) = 0.0228 0.3648 0.70 (0.45-1.09) 0.1116 0.6105
rs1800469 (TGFB1/B9D2) [ 0.92 (0.77-1.11) | 0.3903 0.7854 0.93 (0.74-1.18) = 0.5498 0.9673 0.93 (0.67-1.28) 0.6301 0.9968
rs1800470 (TGFB1) 0.98 (0.75-1.28) | 0.8690 0.9550 0.99 (0.73-1.33) = 0.9367 0.9876 1.00 (0.67-1.49) 0.9880 0.9968
rs4986790 (TLR4) 0.54 (0.21-1.40) | 0.1959 0.6802 0.50 (0.20-1.28) = 0.1408 0.5733 0.45 (0.17-1.21) 0.1087 0.6105
rs1800629 (TNF) 0.75 (0.45-1.27) | 0.2729 0.6914 0.67 (0.42-1.07) = 0.0901 0.4831 0.65 (0.43-0.98) 0.0414 0.4089
rs1800750 (TNF) 1.52 (0.54-4.27) = 0.4062 0.7854 1.36 (0.46-3.98)  0.5600 0.9673 1.34 (0.50-3.59) 0.5402 0.9695
rs361525 (TNF) 1.04 (0.48-2.26) = 0.9198 0.9576 1.05 (0.47-2.35) = 0.8958 0.9876 1.01 (0.50-2.02) 0.9795 0.9968
rs2239185 (VDR) 0.88 (0.67-1.14) | 0.3092 0.7173 0.88 (0.65-1.19) = 0.3765 0.8566 0.88 (0.63-1.25) 0.4662 0.9577
rs731236 (VDR) 0.92 (0.65-1.30) | 0.6089 0.9350 0.94 (0.66-1.33) = 0.6997 0.9876 0.86 (0.57-1.30) 0.4684 0.9577
rs890945 (Chr 5g33.3) 0.95 (0.66-1.36) = 0.7700 0.9350 0.99 (0.66-1.48)  0.9411 0.9876 1.00 (0.62-1.62) 0.9968 0.9968

ClI, confidence interval; FDR, false-discovery rate; OR, odds ratio. Variants with missing results had unstable statistical models.

a) Defined as urinary albumin-to-creatinine ratio (ACR) above > 30 mg/g regardless of gender. b) Analyses adjusted for age, sex, alcohol consumption, educational attainment, and
waist:hip ratio. c) For this tri-allelic variant, the first beta coefficient corresponds to the A allele, while the second corresponds to the T allele. (The C allele is the reference.) The
unadjusted and FDR-adjusted P values are for the overall test of association.
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Table S6. Complete results of associations of candidate gene polymorphisms and single-threshold
albuminuria® codominant genetic model

Crude Model Age-Sex Adjusted Model Fully Adjusted” Model
Variant Genotype | 2 eso6Cly | Povalue [FORAAIUSted) op acor ey | puvalye |FORBAIUSE| op 60r 1y | povalue adj't:JISDtSc-i p-
P-value P-value value

Non-Hispanic whites
1s1042713 (ADRB2) 2’2 v gg 1:8(1) 28321;8 09970 |  0.9970 i:gg Egsgiﬁ; 09425 |  0.9606 i:gg Eg:ggjgg 09174 |  0.9702
1s1042714 (ADRB2) gg v gg (1):33 Eg:ggiig 07941 | 09706 g:gz Egggigg 07741 | 0.8729 g:;; Eg:gijﬁg 05598 | 0.8170
15429358 (APOE ) g? v E 832 Eg:i‘;ﬁj’gg 00884 | 08103 g:‘;é Egégjgi; 01318 | 0.8154 g:i? Eg:igigg; 00944 | 07270
17412 (APOE) Ig v gg
15769214 (CAT) gi v x 83§ Eg:gg:i:ig; 05587 | 09151 g:gg Egggﬁg 04988 | 0.8154 323(1) Eg:ig:iég; 03614 | 0.8065
152280788 (CCL5) gg - gg %.1806((()62?;—117..7:21)) 04281 | 09151 3i.3031(?6.259_-3;i)5235)) 05852 | 0.8154 452 é?bl.if.f%gf’ 05227 | 0.8065
151799864 (CCR2) 2’2 v (G;(G; 2:22 Eg:gi:igg; 05286 | 09151 i; Eg:;g:‘l‘:ig 05838 | 0.8154 (1):;12 Egéggig 02393 | 0.7601
151205 (CRP) 2’2 v (G;(G; égi Eg:gijgi; 07891 | 09706 é;ég Egggi;g; 05468 |  0.8154 é;gg Eggiigg 04700 |  0.8065
151417938 (CRP) I;‘\z 22 é:gj Eg:gg:i:ig; 07115 | 09317 é:g; Eg:gg:i:ii; 06842 |  0.8420 8:35 Egggigg; 07782 | 0.8661
rs1800947 (CRP) gg \\2 gg
152808630 (CRP) cG;i v x égg Eg:gi:i:gg 0.6706 |  0.9151 é:gg Egggigg; 04826 |  0.8154 é:gg Eg;;igi; 06061 | 08613

AAvs.CC | 113 (0.09-13.60) 0.87 (0.07-11.10) 0.71 (0.04-11.20)

ACvs.CC | 0.91(0.45-1.85) 0.85 (0.40-1.81) 0.77 (0.30-1.97)
153091244 (CRP) ATvs.CC | 116(0.57-237) | 09058 | 09774 | 1.20(0.61-2.36) | 0.8603 | 09119 | 101 (0.44-2.33) | 0.9588 | 09702

CTvs.CC | 0.96(058-158) 0.92 (0.56-1.52) 0.87 (0.53-1.43)

TTvs.CC | 1.26(0.67-2.38) 1.25 (0.68-2.29) 0.96 (0.44-2.11)
153093058 (CRP) I;:’,Z 2': 318 oaran20) | 02| OSSL |y oo pgey| 0091 | 08158 | sy 0163 | 07270
153093066 (CRP) 2’2::; gg L00(0.303.26) | 09970 | 09970 | oo | 0853 | 0sm9 |0 | 05050 | 08065
1511265260 (CRP) gi z: x
112093699 (CRP) 22 v gg 1:51 Eggii%; 08673 | 09774 iég Egggi?g; 08801 | 0.9146 g'gi Eggéig% 09702 |  0.9702
1512744244 (CRP) ﬁéx:: gg g:ig Egiiigg; 06246 | 09151 2 gg nglsgi ‘7‘3 0.7556 |  0.8706 2 gg nglsgi Zg; 03089 | 0.8065
12027471 (CRP) ﬁ’::{’:; E 8:2‘3‘ Eg:ggjgg 05638 | 09151 é gg Eggii 2‘3 05121 | 0.8154 é g? Eg;:i 23 04894 |  0.8065
152592887 (CRP) :é v gg g:gi 833123 09063 | 09774 ‘1):82 Egggigg; 09658 |  0.9658 i:g; Egggig;g 09400 |  0.9702
152794520 (CRP) 2’2 v gg é:gg Eg:ggjzggg 06822 | 09151 (1):;2 Eg;gigg; 04441 | 08154 é:gi Egggigg; 05069 |  0.8065
153093075 (CRP) 22::: gg 1(51)241((()6.1(3()2-—112.;1()253) 09550 |  0.9910 06?888((06?5?6-110.:’3197)) 08585 | 0.9119 0(5.7841((06?6-110.;41)) 07035 |  0.8661
151799963 (F2) AGVs.GG | 201(085-4.72) | 01058 | 08313 | 160(0.66-4.30) | 0.2589 | 08154 | 195(0.73-5.22) | 01759 | 0.7270
156025 (F5) 2’2 v gg
11801274 (FCGR2A) 2’2 v gg Ll)é Eg:;gizg; 08525 | 09774 iig Eggéigii 0.6644 |  0.8420 ii; Eg:;gigg 06441 |  0.8661
11800790 (FGB) 2’2 v gg 8:3‘9‘ Eg:ggjgg; 03935 | 09151 8::? Egjégfjgg 04532 | 0.8154 8::? Egggiigg 05100 |  0.8065
151260326 (GCKR) Ig v gg 1:23 Eg:;g:g:g; 0.1887 | 09151 i:g‘z‘ Eggigggg 01270 | 0.8154 igg 832523 01399 | 07270
151143623 (IL1B) gg v gg 1;; Egggigg 03459 | 09151 ig; Egggiggg 03326 | 0.8154 i:‘s‘g Eg;giggg 01731 | 07270
rs1800871 (IL10) Ig v gg %é Eggéigg 06227 | 09151 (ﬂs Eg?gi;g 06000 |  0.8154 2:?; Eg?éigg; 04406 |  0.8065
11800872 (IL10) 2@:/’2: gg Sgg Eg:?g:i:ig; 05113 | 09151 2282 Eg?gigg; 05137 | 0.8154 2:?2 Eg?gig‘g 03938 | 0.8065
rs1800896 (IL10) gi v x (1):;51 Egggiég; 00275 | 0.7562 2:2 Eggigg 00350 | 0.8154 2:;2 Egggiég; 00260 | 0.7020
152243248 (IL4) gﬁ v E g;; Egégigg; 09419 | 09910 2:25 Eg%gigi; 05835 |  0.8154 gzgg Eggi;g% 07613 |  0.8661
152243250 (IL4) Ig v gg gg; Eg;gizg; 05226 | 09151 g::g Egé‘;igg; 03077 | 0.8154 g:gg Egégigg 03746 |  0.8065
152243270 (IL4) (G;f\ v x 8:;; Egégig; 04118 | 09151 g:g‘g‘ Egééig 03149 | 0.8154 g:gg Egégigii 03793 |  0.8065
11801275 (IL4R) gi v x (1):82 Eg:%:iég; 07753 | 09706 é:gi Egggi;ig 05595 |  0.8154 i:gg Eg:gg:if&g 0.7454 | 0.8661
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Crude Model Age-Sex Adjusted Model Fully Adjusted” Model
Variant Genotype | 2 @so6Cly | Povalue [FORAAIUSted) oo cor ey | puvalye |FORAAIUSE| op 60r 1y | povalue adj'l:JIsjtSc-i p-

P-value P-value value
11805015 (IL4R) g? v E é:g‘;’ Eg:ggjég 05597 | 09151 é:;g Egg‘z‘fgg 04076 |  0.8154 é:;g Eg:gg:‘l‘:ig 04441 | 0.8065
155918 (ITGB3) g? v E (1):3491 Eg:g;ﬁ:i;’; 05919 | 09151 (1):;; Eg:géjﬁg; 04331 | 0.8154 é:g; Eg:gg:‘l‘ég 01973 | 07270
111003125 (MBL2) gg v gg 1:2(7) Eg:gg:i:ggg 01740 | 09151 i:‘z‘g Egggi% 02577 | 0.8154 iig Egggf?ii 02123 | 07270
11800450 (MBL2) 2’2 v gg 12; Eg:;gjég; 05551 | 09151 i:g; Egg;ig% 06683 |  0.8420 3:23 Egg;ig 05457 | 08170
rs1800451 (MBL2) ﬁé - gg 201'?1%((1;‘630'_2;2'2?;23 00725 | 07997
155030737 (MBL2) Ig v gg 2:;3 Eg;;g;g 03934 | 09151 2:‘512 Eg%g;;g 02083 | 0.8154 2:;71 Eg;g;;g; 02032 | 07270
17096206 (MBL2) gg v gg é;g Eg:i:ﬁ:igg 02276 | 09151 (1):32 Egigii’g 02080 | 0.8154 (1):‘;’2 Egzgfgg 01358 | 0.7270
151800482 (NOS2A) gg v gg 220 (027-1800) | 04480 | OSISL |10 toa| O7HE | 08820 || o pgy | 06284 | 0661
150282799 (NOS2A) o gg 120 0a11a20) | 08573 | 0978 | ey | 06802 | 08820 | | 06744 | 0661
11799983 (NOS3) g v gg igg Eg:?gj:ig 06050 | 09151 ﬁg Egg?fgg; 04548 |  0.8154 i:gg Eggifég; 05099 | 0.8065
152070744 (NOS3) g? v E 1(1); ég:gijzgg 05830 | 09151 i;g Eg;gi;g; 05217 | 0.8154 iig Egggigg; 07123 | 0.8661
1s662 (PON1) chi v x 1:32 Eg;éig?; 06324 | 09151 i:‘llg Egg;i:g 04084 | 0.8154 i:;i Eg:gﬁjg% 01373 | 07270
15854560 (PON1) 2{?:{’:; E (1):2(2) g:gigg; 00428 | 07847 (1):?12 Eggéi;g 00567 |  0.8154 (1’:12 Eg:ggé:g% 00507 | 0.7270
151801282 (PPARG ) g(é v gg 1;; Eg:z;ﬁ:;’; 03837 | 09151 igg Eggg‘l‘ég 02557 | 0.8154 i:i; Egg;ggg 02154 | 07270
151799762 (SERPINE1 ) jggg v gggg 2:22 Eg:gg:i:gi; 04086 | 09151 2:22 Eg:g‘;jg% 05071 | 0.8154 i:gg Eg:ggifgi 04067 |  0.8065
N I T e e N e ) I e W
N I e ) N e ) I B EEC
151800470 (TGFB1) g? v E ﬁg Eg:g;ig‘;g 04598 | 09151 iii Egsii% 05027 | 0.8154 i:‘l‘g Egggi?gi 04609 |  0.8065
14986790 (TLR4) gf\ og x 2:;‘2‘ Eg:gg:g:‘g; 04528 | 09151 ggg Eg:ggjgg; 05284 | 0.8154 (1):;2 Eg:ggjgg; 06923 |  0.8661
11800629 (TNF) Qg v gg g:g? Eg:ggjzgig 06689 | 09151 g:;g Egggﬂg; 07149 | 0.8420 g:;g Egggi?g; 07859 |  0.8661
rs1800750 (TNF) Qg zz (G;(G;
15361525 (TNF) Qé - (G;(G; 51'I.5396((1(;.5858_-220,l11()0)) 00143 | 07562 71'.5437((161.592-3;'2144)) 00127 | 06731 1?:28 Egg;gglg?) 00027 | 0.1458
152239185 (VDR) g$ v E g:gg Eg:gg:g:gg; 01331 | 09151 g:gg Egggigg; 02111 | 08154 g:;g Eg:ggig‘g 03082 | 0.8065
15731236 (VDR) g? v E 123 Eé:ggj:;g’; 00727 | 07997 i:gg Eéggigg; 01002 | 0.8154 i:gg Egg;ggg; 01746 | 07270
15890945 (Chr 5033.3) 2{?\‘2‘ E 1:‘158 Eg:gg:i;g 04936 | 09151 i:ii Eg?ii’gzg 0.2595 |  0.8154 ii) Egg;i:g; 07295 |  0.8661
Non-Hispanic blacks
11042713 (ADRB2) 2’2 v gg 2:3; 58123:1;613 08962 | 09876 (l’:g;’ Eggéi% 09926 |  0.9926 i:gg Egégjgg 07379 | 0.8524
1s1042714 (ADRB2) gg v gg g:ig Eg:g;zi;gég 01739 |  0.9065 (l’:gg Egg;ié% 03259 | 0.8596 2:32 Eg:ggjég 04376 | 0.7750
15429358 (APOE ) g? v E ij Eg:?ijgg 05212 | 09531 igg Egg;ggg 02041 | 0.8596 igg Egggiégi 04702 | 0.7750
17412 (APOE) Ig v gg (1); Eg:gg:g:ig; 04971 | 09531 2:1‘7‘ Eg%gig; 06877 |  0.8687 2:2‘7‘ Egéégg% 04903 | 0.7750
15769214 (CAT) gf\ v x 8;; Eg:ggigg 03767 | 09531 8:;2 Eg:gg:i:ggg 03341 | 0.8596 8:;2 Egggi;g 06160 | 0.8245
1s2280788 (CCL5) gg \\2 gg
151799864 (CCR2) 2’2 v (G;(G; égi Eg:gg:‘i’:gg 05565 | 09531 ézgg Eg:iigg; 04676 |  0.8596 8::3 Egggigg 04838 | 0.7750
151205 (CRP) ﬁé v (G;(G; g:gg Egégigg; 01394 |  0.9065 gzgg Egééiig 00954 |  0.8596 gzgi Egééigg; 0.1486 | 0.7750
151417938 (CRP) I;‘\z QAA
151800947 (CRP) CCvs. GG 09313 |  0.9876 06075 |  0.8596 0.7480 |  0.8524

CGvs.GG | 0.94(0.23-3.79) 0.71 (0.18-2.75) 0.82 (0.22-2.97)

152808630 (CRP) cG;i v m 1;5 Eg:gg:i:gg; 02766 |  0.9065 222 Eggiig; 02083 |  0.8596 2:2& Eg:gi:i:gi; 01511 | 0.7750
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Crude Model Age-Sex Adjusted Model Fully Adjusted” Model
Variant Genotype | 2 @596Cly | Pvalue FDE:ﬁ:{:‘:ted OR (95%Cl) | P-value FDE:ﬁ:{:‘:ted OR (95%Cl) | P-value adjzjg:gé p-

AAVS. CC | 001 (0.45-1.83) 0.04 (0.45-1.97) 0.71 (0.36-1.41)

ACvs.CC | 1.15(0.57-2.31) 127 (0.62-2.59) 142 (0.71-2.86)
153091244 (CRP) ATvs.CC | 141(060-3.34) | 05720 | 09531 | 1.61(0.72-3.64) | 05061 | 08596 | 1.74(0.72-4.19) | 0.4049 |  0.7750

CTvs.CC | 0.93(0.45-189) 1.10 (0.49-2.46) 111 (0.47-2.65)

TTvs.CC | 0.65(0.27-155) 0.68 (0.27-1.66) 0.92 (0.36-2.35)
153093058 (CRP) E v 22 8:‘7‘2 Eg: égiﬁ; 01520 |  0.9065 g:gg Egégi’g; 02242 | 0.8596 8:3; Egigig% 01589 | 0.7750
153093066 (CRP) 2@ v gg igg Eg:ggé:gg 02233 | 09065 i: ég Eggé;;g; 01947 |  0.8596 2:2 Eggg;;i; 0.1406 |  0.7750
1511265260 (CRP) gi o, x 21'.3064((00'.2635'_2&649)) 06808 | 09531 31'?024((06?549_ -116.512)) 05201 | 0.8596 31'.2:9((05527_-127399)) 04808 | 0.7750
112093699 (CRP) 2’2 v (G;(G; 181 Eg:gg:i:gg; 09674 | 09876 i:gg Eggéi?g 09751 | 0.9926 2:38 Eg:gg:i:gg 09337 | 09734
1512744244 (CRP) 2@ v gg
152027471 (CRP) 2{? v E 8:;‘2‘ Egggigg; 02688 |  0.9065 g:?g Eggiig 03770 | 0.8596 g:?g Eg:ggj : (l)g 03307 | 0.7750
152592887 (CRP) ﬁé v gg é:g; Eg:ggjég; 06682 | 09531 (1):82 Eg:ggi;‘{g 08658 |  0.9445 g:gﬁ Eg:gg:i:igg 05935 | 0.8245
152794520 (CRP) ﬁé v gg g:;g Egggjﬁg; 04197 | 09531 8:2; Egg‘l‘iggg 05486 |  0.8596 8:;‘; Eg:ggjii; 05356 |  0.8201
153093075 (CRP) 2’2 v gg S:Zg Eg:gg:g:gg 01747 |  0.9065 %Zi Egg;;gg; 01704 |  0.8596 2:2 Eggg;gg 00463 | 0.7750
151799963 (F2) AG vs. GG
156025 (F5) ﬁ‘é v g‘é 105 (020538 | 092 | 09876 | o sg | 06236 | omses | oo ooy | 0dest| 0770
151801274 (FCGR2A) ﬁ‘é v 22 o Eg:;g:‘z‘:ggg 02476 | 09065 |2 g: Egg;‘z‘ gi; 01511 | 08596 | 23 Eg:gg:‘s‘:ggi 02270 | 0.7750
151800790 (FGB) ﬁg v gg (1):‘7‘; Eg:ggjzg 04819 | 09531 é 32 Egggi gg 05612 |  0.8596 S ;‘f Eé}éi gg; 04301 |  0.750
151260326 (GCKR) E v gg 8:;}; Egégigg 03815 | 09531 8 3‘2‘ Egggi 23 02738 | 08596 8 I Egggi ;2; 02708 | 0.7750
151143623 (ILLB) gg e gg (1):32 Eg:gg:ifg 02775 | 0.9065 208765(?6?:{;_114 1259)) 0.1619 |  0.8596 50?5;43((16275_-211. 2645;) 00209 |  0.7750
151800871 (IL10) E v gg gzgg Egggiig 0.8556 |  0.9876 ggg Eggéiig; 0.8243 | 0.9201 ggg Egggigg 09812 | 09812
151800872 (IL10) 2’2:2: gg g:gg Eg:gg:i:ig 08102 |  0.9859 8:;2 Egg“;g; 07763 |  0.8872 8:32 Egggig‘g 09560 |  0.9759
151800896 (IL10) gi v x ggg Eg:g?:i:igg 0.7548 |  0.9859 g:;g Eg:gg:i:ii; 06462 |  0.8616 g:;g Eggﬁjg; 0.6587 |  0.8245
152243248 (1L4) g$ v u 112 Eg?z:iggg o122 | ogsso | 173 Eg%??gi 05782 | 08596 g:gg Eg:ggjgg 04819 |  0.7750
152243250 (1L4) Ig v gg 182 8333128 04922 | 09531 i:gi Eg:ijjgii 0.4483 | 08596 ﬂg Egjgg;’g 02702 | 0.7750
152243270 (1L4) gi v x 8:22 Eg:ﬁjg; 04380 | 09531 g:gg Eg:jéjgg; 03792 | 08596 g:g? Eg:j‘lgjg}l; 04725 | 0.7750
151801275 (IL4R) gi v x 1;‘? Eg:ggjgig 0.4706 |  0.9531 ig; Egggggg; 06268 |  0.8596 igé Eggggﬁ; 06892 | 0.8245
151805015 (IL4R) g$ v E é;; Eg:gsj:ggg 06141 |  0.9531 iég ESZE%; 07157 | 0.8809 g 2(1; Egg;i ‘2‘2; 0.6899 |  0.8245
1s5918 (ITGB3) g$ v E 2:32 Eg:ggjggg 0.2365 |  0.9065 (1’2; Egggi%; 04832 |  0.8596 1 gg Eg:;gﬁ gg; 03932 | 0.7750
1511003125 (MBL2) g(é v gg é?g Eg:ig:i:‘z‘g 0.4909 |  0.9531 é‘gz Egigizi; 06801 |  0.8687 é %g Egiiiig; 0.6556 |  0.8245
151800450 (MBL2) ﬁé v gg 2ié157(26197_-12? '9315)) 06611 |  0.9531 31155(?6?4135; 1227257)) 05027 |  0.8596 317;(?6?553' 134 57 66)) 0.3488 |  0.7750
151800451 (MBL2) ﬁé v gg 1;;2 Eg:ggjig; 04121 |  0.9065 igg Eggg;gg; 01219 |  0.8596 ij‘z‘ Eggg;gg; 02047 | 0.7750
1s5030737 (MBL2) E v gg 068 (013.350) | 06| 095 | (o0 ey | 09045 | 06 | oo | 08156 | 0080
17096206 (MBL2) gg v gg 8;'2 Eg:igjég; 02742 | 0.9065 8% Eg%igg; 02577 |  0.8596 822 Eg;giig 02419 |  0.7750
151800482 (NOS2A) gg v gg 5(3%81(?6?5-312. '32;)) 01118 |  0.9065 56?;4(?0'?582'?18_ '32;‘)) 01579 |  0.8596 51‘?091(?0'?5'? ;30)) 0.1555 |  0.7750
159282799 (NOS2A) ;Z v gg
151799983 (NOS3) Ié v gg
152070744 (NOS3) g$ v E 1;82 Egg?iéig 09937 |  0.9937 Sg; Eg:ig:‘l‘jg; 09837 |  0.9926 %i 8%122 09243 | 0.9734
s662 (PONL) gi v "N (1):22 Egg:;g?; osa2 | ogsa | 1% Egg;igg; 07697 | 0.8872 Sié Egggigg; 04825 | 0.7750
rs854560 (PONL) 2’? v E é;g Egggi;g 0.8249 |  0.9859 é:gg Eg:ig:iig; 05370 |  0.8596 g:gz Egﬁ:igg; 06278 |  0.8245
151801282 (PPARG) gg v gg
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Crude Model Age-Sex Adjusted Model Fully Adjusted” Model
Variant Genotype | 2 @so6Cly | Povalue [FORAAIUSted) oo cor ey | puvalye |FORAAIUSE| op 60r 1y | povalue adj'l:JIsjtSc-i p-
P-value P-value value

151799762 (SERPINEL) jg;‘g v gggg ég; Eg:gg:i:gg 0.7465 |  0.9859 é:gi Eg:gg:i;g 05880 |  0.8596 é:;; Egig’iﬁ; 02224 | 07750
151800468 AAVS. GG
(TGFB1/BID2) AG vs. GG
5 e e e W
151800470 (TGFB1) g? v E éigg Eg:gi:i:gg 06709 | 09531 é:gg Egg;i%; 0735 | 0.8827 i:(l)g Egggi‘;i; 08339 |  0.9080
154986790 (TLR4) gi o, x 10'.3922((00'.15‘3_112_'7604)) 09160 | 09876 3(59868((0631510.;3118)) 05287 | 0.8596 2(5.5;1((06.2356-216..8333)) 06008 | 0.8245
11800629 (TNF) 2’2 v gg
1s1800750 (TNF) 2’2 v (G;(G;
15361525 (TNF) 2’2 v (G;(G;
152239185 (VDR) g? v E 112 Eg:;ijzzg’; 07879 |  0.9859 i;; Eg:ggjgg 05987 |  0.8596 i:gé Eggg;g 01262 | 0.7750
1731236 (VDR) g? v E 1;22 Eg:g;j:gg; 00916 |  0.9065 2:23 Egg;;g% 01212 | 0.8596 i:gg Egg;;gi 01543 | 0.7750
15890945 (Chr 5033.3) 2’?:{’:' E 8‘22 Egggigg; 02632 |  0.9065 g:gj Eg:gi:‘;:ggi 02354 |  0.8596 g:‘?‘g Eggiggg 01294 | 0.7750
Mexican Americans
11042713 (ADRB2) 2’2 v gg (1)22 Eggéigg 05411 |  0.8503 é:ég Eg;giggg 05003 |  0.9269 é:gg Egggiig 05837 | 0.9226
11042714 (ADRB2) g(é v gg 2:?‘5‘ Eg:?g:i:gi; 06941 |  0.8503 gﬁ Eg%i% 06421 | 09371 2:22 Egggi;g 03939 | 0.7501
15429358 (APOE ) g? v E 1;22 Eg:g?jgg 04521 |  0.8503 ig Egggi% 04575 | 0.9269 i:gg Egggi;g; 04133 | 0.7501
1s7412 (APOE) Ig ‘\;z gg
15769214 (CAT) (G;i v x 1;?‘7‘ Eg:gg:g:gg; 05558 |  0.8503 ig; Eggg;;g; 05462 | 0.9269 iig Eg:;;gg 07026 |  0.9353
152280788 (CCLS5) (G;(CB v gg 089 (016507 | 0891 | 0988L | ooy c | 08a03 | oseas | o] 0933 | 09w
151799864 (CCR2) ﬁg v gg é:g; Eg:gg:‘l‘:gg; 06933 |  0.8503 i gg Eggii ZZ; 05552 | 0.9269 i gg Egggi ;g 04089 | 0.7501
151205 (CRP) ﬁé v gg g:gg Eg:gi:i% 06021 |  0.8503 2 22 Egg;i gi; 07037 | 0.9371 2 ?2 Eg:?gj 22 0.7625 |  0.9353
151417938 (CRP) I; v /2'2 1;3 Egg;igg 0.6654 |  0.8503 ﬁg Eg:gi:iégg 07293 | 0.9371 iég Eggéiég; 0.7056 |  0.9353
151800947 (CRP) gg v gg 037 008-177) | 02022 | 08440 | ey | 00905 | 08894 | o0y | <0000 <0000L
152808630 (CRP) gi v :2 8:3‘3‘ Egigigg 04815 |  0.8503 8% Eg:iiji’; 06512 |  0.9371 g:gg Eg:géjég; 08901 | 0.9353

AAvs. CC

ACvs.CC
rs3091244 (CRP) AT vs.CC

CTvs.CC

TT vs. CC
1s3093058 (CRP ) E v 22
153093066 (CRP) AV gg 037 008163 | O1T9 | 0840 | (o nies | 01534 | 08694 | 0 iaagy | 01268 | 05157
1511265260 (CRP) gi og x
112093699 (CRP) 2’2 v (G;(G; 13; Eg:gg:ii;; 09320 | 09722 (1);; Eg:gii% 08985 |  0.9802 (1):83 Eg:;iig 09198 | 0.9353
1512744244 (CRP) 2@:,’:' gg ggg Eg:;g:i’:gg; 09587 | 09722 g:g; Eg;ig% 09313 | 0.9878 é:g; Egééizg 09310 | 0.9353
152027471 (CRP) 2{?:{’:' E 18? Eg:gg:igg 09412 | 09722 g:gg Eg:ggzij‘% 09988 | 0.9988 g:gg Eg:gijﬁi 09266 | 0.9353
152592887 (CRP) 2’2 v gg 1:(1)3 Eg:gg:igi; 06828 |  0.8503 i:gg Eggéiiéi 08749 |  0.9766 i:gg Eg;‘?jgi; 09344 | 09353
152794520 (CRP) 2’2 v gg 1;% Eg:‘?‘g:i;g; 08642 | 09624 (l):gg Eg:‘;ﬁ:i:i?g 09466 | 0.9878 2:85 Eg‘;iiggg 09332 | 09353
rs3093075 (CRP) 2’2:/’:' gg
151799963 (F2) AGVS.GG | 243(067-884) 01676  0.6440 |2.39(0561017) 0.2245 07161 |2.78(0.69-1127) 01439 05163
1$6025 (F5) 2’2 v gg
11801274 (FCGR2A) ﬁé v gg 121 Eg:g;j:%; 01202 |  0.6440 i:gg Egggigg; 01401 |  0.6694 iié Egggi%; 01964 | 06015
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Crude Model Age-Sex Adjusted Model Fully Adjusted” Model
Variant Genotype | 2 @so6Cly | Povalue [FORAAIUSted) oo cor ey | puvalye |FORAAIUSE| op 60r 1y | povalue adj'l:JIsjtSc-i p-
P-value P-value value

11800790 (FGB) 2’2 v gg (1):(7)2 Eg: igig;g 05033 |  0.8503 (1):‘7“5‘ Eggz;g 05127 | 0.9269 éﬁ Eg:igfég; 06986 | 0.9353
151260326 (GCKR) Ig v gg égg Eg:ggﬁ:ig 01972 |  0.6440 é:gé Eggfig 03063 | 0.8168 i:g; Eg:ggjgg% 03550 |  0.7501
151143623 (IL1B) gg v gg 1222 8;223:22; 00646 |  0.6440 i%g Ei:g;j:i‘g 00113 | 0.3600 i:g; 8:223::2 00021 | 00514
rs1800871 (IL10) Ig v gg é:gg Eé:g;ﬁ:gg; 01740 |  0.6440 é:gg E(l):ggjgjg 01371 | 0.6694 (1):31 Eg?‘éfgg 01025 | 05157
rs1800872 (IL10) 2@::: gg 182 Eéégi:g 01771 | 0.6440 é:gg Eéjgﬁfﬁf?)Q 01433 |  0.6694 éﬁi Egggiig 01133 | 05157
11800896 (IL10) gi v x 8:;; Eggg:igg; 02103 |  0.6440 g:gé Eg:g‘l‘jg% 02224 | 07161 g:gi Eg;giig; 02146 | 06186
152243248 (IL4) g? v E 8:;3 Eg:g:ijg 07299 | 08516 (l’:gi Eg%iggg 04092 |  0.9269 (l’:‘l‘; Eg:ggjgg 04369 | 07646
152243250 (IL4) Ig v gg 82; Eg:ig:i:ig; 06867 |  0.8503 (1):32 Eg:gi:i:iig 06875 |  0.9371 8:3‘71 Egigi%g 03347 | 07501
152243270 (IL4) (G;i v x 8:32 Eg:iéjgg; 04592 |  0.8503 8: 3; Egﬁiﬁﬁg 04220 | 0.9269 8:23 Eg:ig:i:ggg 01699 | 05550
11801275 (IL4R) gi v x é:gg Eg:ﬁ:i:ig; 00876 |  0.6440 éﬁ Egzgig 00888 |  0.6694 ézgg Eg:;gfég; 01204 | 05157
151805015 (IL4R) g . E Sg? g:ggigg; 00377 | 0.6440 %f‘; 6(?(5?417_ 113 2233)) 00671 |  0.6694 40%704(?&75'_212. '2137)) 00597 |  0.4957
155918 (ITGB3) g v E i:gs Eg:;‘s‘jgg; 03390 |  0.8503 3(5.158(?6.7581_ 112 ;’85)) 02672 | 0.7544 5()'?2(?6.952()_-311.'7219)) 01064 | 05157
111003125 (MBL2) gg v gg g:gi Egjgjg?g 06573 |  0.8503 g::% Egigig 0.7744 | 0.9531 g::é Egigigéi 07837 |  0.9353
11800450 (MBL2) ﬁé v gg (1)::3 Eg%:g:i‘z‘; 03483 |  0.8503 2:‘1‘: Egéi;;i; 04758 |  0.9269 2:‘3“5‘ Egég%g; 03133 | 0.7501
151800451 (MBL2) ﬁéﬁj gg 116 (051265 | 07188 | 08516 | 0 sag | 08429 | 09833 ||l ooy | 09153 | 0ssss
1s5030737 (MBL2) Ig ‘\i gg

17096206 (MBL2) gg v gg 2:23 Eggiigg 05236 |  0.8503 g:gg Eg:ég:‘z‘:g% 07419 | 09371 g:gg Eg:gij‘s‘g 04001 | 0.7501
151800482 (NOS2A) gg v gg

159282799 (NOS2A) ;E v gg

11799983 (NOS3) Ié v gg 8:;;’ Eggésgg 01060 |  0.6440 8:?13 Eggé;g 00220 | 0.3600 8:22 Egéi:g:gg; 00540 |  0.4957
152070744 (NOS3) g? v E Sj;‘; Eg:igzé:ggg 00480 |  0.6440 g:gg Eg:igzéé‘g 00225 | 0.3600 8:3(1) Eg:ﬁ:(l):?g; 00457 | 0.4957
1s662 (PON1) gi v x é;i §8I§§fﬁ§§§ 05588 |  0.8503 i:g; Eg;giigi 04913 |  0.9269 (1):32 Eg:g‘l‘jﬁg 03972 | 0.7501
15854560 (PON1) 2{?:{’:; E 8:;3 Egggiﬁ; 03961 |  0.8503 g:Si Eg:igjgg 02387 | 07161 g:gg Eg:i‘z‘jﬁ% 03237 | 0.7501
151801282 (PPARG ) gg v gg (1)3? Eg:ig:‘;’:ig; 02101 |  0.6440 (1):32 Eg:igjgg 02053 | 0.7161 s:ig Eg:igfég 02278 | 0.6201
151799762 (SERPINEL ) jggg v gggg (1):;3 Eg:gg:iig; 06346 |  0.8503 (1):;(13 Eg:ggf:gg 05031 | 0.9371 (1):% Egggiig 04972 | 0.8401
151800468 AAVs. GG

(TGFB1/BID2) AG vs. GG

(ore1/m02) Teveco | o7 (0aorsy | 05756 | 0803 | Do Gy | 067 | 08 | T80 Gaogep) | 0812 | 0838
11800470 (TGFB1) g? v E 2:38 Eg:gi:i:gg; 09722 | 09722 g:gg Egg‘l‘iég 09908 | 0.9988 é:gg Eggii ég 08880 | 0.9353
154986790 (TLR4) cGai v x

rs1800629 (TNF) 2’2 v gg g:?g Eg:gg:i:ig; 04111 | 08503 8: i‘;’ Eggiigsg 01894 | 0.7161 8: ig Eg:%:i:gg 00719 | 05033
151800750 (TNF) av gg 152 (05aazr) | 0402 | 0BSOB | g | 05600 | 08269 | oo | 05402 | 0823
rs361525 (TNF) 2’2 . gg 4£; 41((261.3_11-;.2i2)1) 06898 |  0.8503 36?916(56.331§f1; é?el)) 06694 |  0.9371 3;‘;5%?5;‘3 é‘?)) 06252 | 09353
152239185 (VDR) g? v E 2:23 Eg:‘;gjgg; 01531 |  0.6440 (1):22 Eg‘;‘;;gg; 01525 |  0.6694 (1):% Eg;‘;:gg; 01475 | 05163
15731236 (VDR) g$ v E ggg Eg:‘s‘gjzgg; 07937 | 09044 g:;g Eg:gg:i:gg 08035 |  0.9633 g:;g Egggigg 07228 | 0.9353
1$890945 (Chr 5q33.3) 2¢ v E é:gg Eg:igig 0.6643 |  0.8503 é:g Eg:ﬂjﬁg; 0.4360 |  0.9269 é:;; Egigi?g; 07335 | 09353

Cl, confidence interval; FDR, false-discovery rate; OR, odds ratio. Variants with missing results had unstable statistical models.
a) Defined as urinary albumin-to-creatinine ratio (ACR) above > 30 mg/g regardless of gender. b) Analyses adjusted for age, sex, alcohol consumption, educational attainment, and

waist:hip ratio.
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Table S7. Significant associations of haplotypes in inflammation genes with log(ACR) and albuminuria
outcomes

Crude Model Fully Adjusted® Model
Frequency - -
Outcome Gene Haplotype (%) OR or beta pval FDR-adjusted OR or beta pval FDR-adjusted
(95% Cl) valle | b alue (95% Cl) VAe b value?
Non-Hispanic whites
TA 78.5 Ref Ref
CA 0.1 0.50 (0.11,0.89)  0.0136 0.2108 0.40 (0.08,0.73)  0.0168 0.2728
log(ACR) IL4R CG 16.3 -0.01 (-0.13,0.10)  0.7906 0.9334 0.01(-0.11,0.13)  0.8683 0.9642
TG 5.2 -0.07 (-0.27,0.14)  0.4931 0.9334 -0.01(-0.25,0.23)  0.9578 0.9642
OVERALL 0.6453 0.8384 0.8915 0.9164
G GCGG 28.8 Ref Ref
G GTGG 6.6 0.11 (-0.17,0.40)  0.4080 0.9334 0.15 (-0.09,0.40)  0.2068 0.9109
CGCAG 14.3 0.01(-0.13,0.15)  0.8936 0.9554 0.00 (-0.13,0.13)  0.9642 0.9642
MBL2 | C CCGG 22.4 -0.06 (-0.18,0.06)  0.2954 0.9334 -0.04 (-0.13,0.05)  0.3762 0.9109
CGCGG 25.4 -0.16 (-0.26,-0.07)  0.0014 0.0434 -0.11 (-0.20,-0.02)  0.0176 0.2728
OTHER 25 -0.03(-0.28,0.23)  0.8368 -0.04 (-0.28,0.19)  0.6933
OVERALL 0.0871 0.5226 0.1203 0.5166
CG 99.9 Ref Ref
NOS2A OTHER 0.1 0.88 (0.08,1.68)  0.0332 0.50 (-0.16,1.15)  0.1288
OVERALL 0.0332 0.3984 0.1288 0.5166
G GCGG 28.8 Ref Ref
G GTGG 6.6 1.19 (0.62,2.27)  0.5852 0.9426 1.32(0.69,2.51)  0.3821 0.9590
Sex-specific CGCAG 14.3 1.01(0.75,1.35)  0.9689 0.9689 1.01(0.77,1.32)  0.9426 0.9647
ACR"® MBL2 | C CCGG 22.4 0.88 (0.62,1.25)  0.4548 0.9426 0.96 (0.67,1.36)  0.7954 0.9590
CGCGG 25.4 0.65(0.47,0.91)  0.0132 0.3696 0.67 (0.47,0.97)  0.0361 0.9025
OTHER 25 1.26 (0.70,2.26)  0.4253 1.32(0.78,2.23)  0.2848
OVERALL 0.1024 0.4921 0.1309 0.6393
CG 99.9 Ref Ref
NOS2A OTHER 0.1 3.82(1.12,13.05)  0.0341 1.88(0.57,6.18)  0.2828
OVERALL 0.0341 0.3751 0.2828 0.6393
GGG 77.0 Ref Ref
TNE GAG 17.1 0.96 (0.65,1.42)  0.8240 0.9689 0.94 (0.58,1.53)  0.8056 0.9590
OTHER 5.9 1.56 (1.06,2.30)  0.0246 1.97 (1.23,3.13)  0.0064
OVERALL 0.1342 0.4921 0.0647 0.6393
GCC 46.8 Ref Ref
ACR > 30 ATA 24.3 1.00 (0.84,1.18)  0.9963 0.9965 1.06 (0.87,1.31)  0.5361 0.9418
mg/-g IL10 ACC 28.8 1.19 (0.87,1.63)  0.2553 0.9965 1.21(0.89,1.65)  0.2073 0.8336
OTHER 0.2 5.79 (1.15,29.08)  0.0341 1.40 (0.18,11.06)  0.7375
OVERALL 0.1821 0.5008 0.4424 0.6341
G GCGG 28.8 Ref Ref
G GTGG 6.6 0.92 (0.48,1.77)  0.7894 0.9965 1.03 (0.56,1.89)  0.9164 0.9635
CGCAG 14.3 0.95(0.71,1.27)  0.7242 0.9965 0.94 (0.69,1.28)  0.6781 0.9418
MBL2 | C CCGG 22.4 0.78 (0.56,1.10)  0.1494 0.9965 0.83(0.57,1.22)  0.3374 0.8435
CGCGG 25.4 0.61(0.46,0.82)  0.0020 0.0560 0.63(0.45,0.90)  0.0122 0.2650
OTHER 25 1.52(0.84,2.75)  0.1591 1.57(0.90,2.73)  0.1072
OVERALL 0.0612 0.3366 0.1205 0.3335
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. Crude Model Fully Adjusted” Model
Outcome Gene Haplotype re?(;;ncy OR or beta FDR-adjusted OR or beta FDR-adjusted
(95% ClI) Pvalue | 5 alue® (95% ClI) Prvalue |5 ayer
TG 315 Ref Ref
AA 34.4 0.99 (0.73,1.34) 0.9328 0.9965 0.86 (0.65,1.14) 0.2748 0.8336
PON1 A G 0.7 0.67 (0.12,3.67) 0.6335 0.9965 0.68 (0.13,3.43) 0.6223 0.9418
TA 33.3 0.81 (0.57,1.15) 0.2242 0.9965 0.67 (0.48,0.94) 0.0212 0.2650
OVERALL 0.4607 0.7431 0.0711 0.3335
GCT 535 Ref Ref
G_C.C 7.1 0.97 (0.54,1.75) 0.9288 0.9965 0.93 (0.52,1.67) 0.8000 0.9635
TGEB1 ACT 1.7 1.35(0.86,2.11) 0.1811 0.9965 1.52 (0.92,2.53) 0.1004 0.5020
G_TC 315 1.25(0.96,1.62) 0.0911 0.8503 1.30(0.98,1.72) 0.0655 0.4094
OTHER 0.2 0.05 (0.00,6.59) 0.2170 0.07 (0.01,0.68) 0.0241
OVERALL 0.3004 0.6609 0.1334 0.3335
G GG 77.0 Ref Ref
NE G_A G 171 0.93 (0.66,1.30) 0.6513 0.9965 0.97 (0.61,1.55) 0.9080 0.9635
OTHER 5.9 1.67 (1.17,2.39) 0.0066 1.92 (1.19,3.10) 0.0097
OVERALL 0.0331 0.3366 0.0721 0.3335
C_T 47.4 Ref Ref
C_C 0.5 2.10 (0.30,14.53) 0.4343 0.9965 1.95 (0.25,15.19) 0.5081 0.9418
VDR TT 14.3 1.04 (0.82,1.32) 0.7215 0.9965 1.01 (0.78,1.31) 0.9379 0.9635
TC 37.7 1.32 (1.05,1.66) 0.0206 0.2884 1.26 (1.00,1.59) 0.0537 0.4094
OVERALL 0.1627 0.5008 0.3226 0.6341
Non-Hispanic blacks
TAC 26.0 Ref Ref
TCC 22.8 0.06 (-0.17,0.29) 0.5893 0.9461 0.00 (-0.18,0.18) 0.9935 1.0000
log(ACR) CRP ACC 226 -0.14 (-0.28,0.00)  0.0562 0.8130  [-0.19(-0.29,-0.08)  0.0016 0.0480
TTC 24.2 -0.15 (-0.37,0.08) 0.1999 0.9461 -0.13 (-0.36,0.11) 0.2807 0.7655
OTHER 4.4 -0.03 (-0.42,0.36) 0.8617 0.00 (-0.39,0.40) 0.9945
OVERALL 0.2339 0.8949 0.2441 0.7092
T T T T TTcA | 223 | 7T TRef T T T T T B
G_CA 6.4 0.99 (0.49,1.98) 0.9714 0.9845 1.18 (0.52,2.70) 0.6746 0.9102
Sex-specific TTA 7.3 1.65 (0.97,2.80) 0.0639 0.4793 2.18 (1.23,3.85) 0.0094 0.2820
c L4 T 7.5 1.03 (0.51,2.06) 0.9322 0.9845 1.12 (0.47,2.69) 0.7911 0.9102
ACR TTG 49.9 1.12 (0.77,1.62)  0.5304 0.9845 1.37(0.91,2.06)  0.1294 0.5223
OTHER 6.6 0.92 (0.56,1.51) 0.7269 1.25 (0.68,2.30) 0.4631
OVERALL 0.5111 0.8124 0.2606 0.5419
G GCGG 11.9 Ref Ref
CGCGG 453 0.81(0.58,1.12)  0.1968 0.6560 0.76 (0.47,1.21)  0.2294 0.6256
vBL2 | €.CC GG 14.6 0.61(0.38,0.98)  0.0405 0.4050 0.54 (0.30,0.96)  0.0362 0.3620
CGCGA 23.2 0.95(0.59,1.51)  0.8097 0.9845 0.91(0.52,1.59)  0.7211 0.9102
OTHER 5.0 1.15 (0.51,2.60) 0.7274 1.33(0.52,3.40) 0.5314
OVERALL 0.1606 0.4818 0.1130 0.5166
G GG 83.3 Ref Ref
NE G_A G 12.6 0.67 (0.46,0.96) 0.0312 0.4050 0.77 (0.53,1.12) 0.1591 0.5223
OTHER 4.0 0.59 (0.32,1.10) 0.0942 0.59 (0.27,1.27) 0.1681
OVERALL 0.0354 0.4248 0.1722 0.5166
C_T 40.5 Ref Ref
C_C 2.9 2.05 (1.13,3.72) 0.0202 0.4050 2.54 (1.17,5.53) 0.0208 0.3120
VDR TC 25.8 1.21 (0.90,1.63) 0.1935 0.6560 1.30(0.96,1.77) 0.0882 0.5223
TT 30.7 1.08 (0.93,1.25) 0.3199 0.8725 1.12 (0.95,1.33) 0.1710 0.5223
OVERALL 0.0816 0.4818 0.0496 0.5166
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. Crude Model Fully Adjusted” Model
Outcome Gene Haplotype regz;ncy OR or beta FDR-adjusted OR or beta FDR-adjusted
(95% ClI) Pvalue | 5 alue® (95% ClI) Prvalue |5 ayer
TAC 26.0 Ref Ref
TCC 22.8 1.03 (0.61,1.74) 0.8993 0.9374 1.01 (0.61,1.67) 0.9681 0.9681
ACR=>30 CRP A CC 22.6 0.74 (0.54,0.99) 0.0465 0.6630 0.76 (0.54,1.06) 0.0979 0.7965
mg/g TTC 24.2 0.85 (0.58,1.23) 0.3655 0.8958 0.92 (0.58,1.47) 0.7242 0.8753
OTHER 4.4 0.81 (0.43,1.53) 0.4964 0.93 (0.39,2.23) 0.8622
OVERALL 0.4144 0.7517 0.6546 0.8367
TCA 223 Ref Ref
G_CA 6.4 1.19 (0.62,2.28) 0.5962 0.8958 1.34 (0.61,2.94) 0.4435 0.8572
TTA 7.3 1.61 (0.85,3.05) 0.1392 0.8760 2.24 (1.26,3.98) 0.0078 0.2340
1L4 G_TG 7.5 1.41 (0.68,2.92) 0.3340 0.8958 1.68 (0.70,4.00) 0.2298 0.8447
TTG 49.9 1.14 (0.70,1.83) 0.5870 0.8958 1.38 (0.80,2.40) 0.2348 0.8447
OTHER 6.6 0.82 (0.40,1.69) 0.5801 1.07 (0.44,2.64) 0.8718
OVERALL 0.5675 0.7567 0.3125 0.7514
GCT 51.3 Ref Ref
G_CC 21.2 1.10 (0.77,1.56) 0.5813 0.8958 1.19 (0.79,1.79) 0.3827 0.8572
TGFB1 G_TC 24.5 0.86 (0.59,1.25) 0.4176 0.8958 0.87 (0.55,1.38) 0.5429 0.8572
OTHER 2.9 0.27 (0.09,0.80) 0.0205 0.19 (0.04,0.88) 0.0347
OVERALL 0.1550 0.6384 0.1750 0.7000
C_T 40.5 Ref Ref
C_C 2.9 1.79 (1.08,2.96) 0.0254 0.6630 2.24 (1.10,4.56) 0.0280 0.4200
VDR TC 25.8 1.04 (0.80,1.35) 0.7505 0.9006 1.05 (0.80,1.39) 0.7043 0.8753
TT 30.7 0.96 (0.76,1.20) 0.6868 0.8958 0.99 (0.78,1.24) 0.9117 0.9431
OVERALL 0.1338 0.6384 0.0894 0.7000
Mexican Americans
AC 40.8 Ref Ref
A G 0.1 3.68 (1.66,5.71) 0.0010 0.0280 3.02 (0.67,5.37) 0.0141 0.0987
log(ACR) ADRB2 G_G 21.6 -0.02 (-0.21,0.18) 0.8623 0.9524 0.00 (-0.16,0.17) 0.9740 0.9752
G_C 375 0.02 (-0.16,0.20) 0.8266 0.9524 0.02 (-0.15,0.18) 0.8252 0.9752
OVERALL 0.0986 0.3354 0.1663 0.5112
GCccC 30.4 Ref Ref
ATA 375 0.12 (-0.03,0.28) 0.1129 0.3952 0.11 (-0.04,0.27) 0.1509 0.4598
IL10 A CC 31.7 0.16 (-0.01,0.32) 0.0662 0.2648 0.19 (0.02,0.36) 0.0332 0.1859
OTHER 0.4 0.98 (0.15,1.82) 0.0231 0.83 (0.21,1.44) 0.0106
OVERALL 0.0594 0.3354 0.0457 0.2742
TA 71.4 Ref Ref
C_A 0.1 -0.64 (-1.07,-0.22)  0.0047 0.0439 -0.42 (-0.73,-0.11)  0.0106 0.0987
IL4AR CG 15.3 0.14 (-0.07,0.35) 0.1802 0.4587 0.20 (-0.06,0.46) 0.1224 0.4284
TG 13.2 -0.05 (-0.28,0.18) 0.6653 0.8871 -0.02 (-0.25,0.21) 0.8302 0.9752
OVERALL 0.2955 0.5910 0.2063 0.5112
TG 69.9 Ref Ref
TT 5.8 0.16 (-0.16,0.49) 0.3081 0.6636 0.16 (-0.14,0.46) 0.2911 0.6664
NOS3 CG 10.7 0.15 (-0.07,0.38) 0.1745 0.4587 0.15 (-0.07,0.37) 0.1642 0.4598
C_T 13.6 -0.23 (-0.45,-0.00)  0.0456 0.2565 -0.30 (-0.50,-0.11)  0.0042 0.0987
OVERALL 0.0730 0.3354 0.0134 0.1608
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. Crude Model Fully Adjusted” Model
Outcome Gene Haplotype re?(;;ncy OR or beta FDR-adjusted OR or beta FDR-adjusted
(95% ClI) Pvalue | 5 alue® (95% ClI) Prvalue |5 ayer
TG 45.5 Ref Ref
AA 21.7 0.02 (-0.26,0.30) 0.8960 0.9524 -0.02 (-0.26,0.22) 0.8595 0.9752
PON1 A G 1.0 -0.20 (-0.67,0.28) 0.3979 0.7958 -0.30 (-0.66,0.05) 0.0876 0.3504
TA 318 0.12 (0.00,0.25) 0.0458 0.2565 0.09 (-0.01,0.19) 0.0814 0.3504
OVERALL 0.3648 0.6254 0.3219 0.6438
C_T 57.8 Ref Ref
Cc_C 0.8 0.10 (-0.49,0.68) 0.7354 0.8969 -0.01 (-0.71,0.68) 0.9752 0.9752
VDR TT 185 0.18 (0.07,0.28) 0.0020 0.0280 0.16 (0.05,0.27) 0.0072 0.0987
TC 22.9 0.04 (-0.12,0.20) 0.6270 0.8871 0.05 (-0.13,0.22) 0.5747 0.8649
OVERALL 0.1118 0.3354 0.2130 0.5112
T T T T TAcc | 363 | Ref T T T T TRef T T T T
TTA 114 0.87 (0.46,1.64) 0.6474 0.7936 0.83 (0.49,1.40) 0.4667 0.7821
Sex-specific CRP TCC 21.4 1.02 (0.73,1.44)  0.8858 0.9182 1.08 (0.72,1.63)  0.7035 0.7821
ACR°® TTC 24.5 1.16 (0.87,1.56) 0.3014 0.7192 1.21 (0.88,1.66) 0.2329 0.6405
OTHER 6.4 0.39 (0.19,0.83) 0.0164 0.41 (0.21,0.81) 0.0120
OVERALL 0.1876 0.4964 0.1251 0.3753
G C.C 30.4 Ref Ref
ATA 375 1.53 (1.04,2.24) 0.0321 0.2354 1.47 (0.93,2.33) 0.0979 0.5643
IL10 A CC 31.7 1.40 (0.88,2.23) 0.1448 0.6371 1.48 (0.85,2.55) 0.1539 0.5643
OTHER 0.4 3.29 (0.62,17.54) 0.1539 2.83(0.78,10.23) 0.1074
OVERALL 0.0901 0.4505 0.1711 0.3850
TG 69.9 Ref Ref
TT 5.8 1.43 (0.72,2.84) 0.2860 0.7192 1.58 (0.75,3.36) 0.2193 0.6405
NOS3 CG 10.7 1.11 (0.70,1.76) 0.6452 0.7936 1.11 (0.69,1.79) 0.6387 0.7821
C_T 13.6 0.52 (0.32,0.85) 0.0121 0.2354 0.40 (0.25,0.66) 0.0010 0.0220
OVERALL 0.0884 0.4505 0.0290 0.2403
G GG 87.2 Ref Ref
NE G_A G 6.7 0.57 (0.35,0.93) 0.0267 0.2354 0.53 (0.33,0.86) 0.0122 0.1342
OTHER 6.1 0.87 (0.40,1.90) 0.7198 0.72 (0.40,1.32) 0.2756
OVERALL 0.2590 0.4964 0.0534 0.2403
T T T T TTACT T 408 |7 TRef T T T T T T T T
A G 0.1 18.73 (1.08,324.33)  0.0445 0.4583
ACR=>30 d
mglg ADRB2 G_G 21.6 1.04 (0.70,1.55) 0.8375 0.9547
G_C 37.5 1.01 (0.74,1.38) 0.9547 0.9547
OVERALL 0.3452 0.5970
TG 69.9 Ref Ref
TT 5.8 1.16 (0.54,2.50) 0.6927 0.9547 1.31 (0.58,2.99) 0.5022 0.8266
NOS3 CG 10.7 0.96 (0.63,1.45) 0.8231 0.9547 1.03 (0.66,1.61) 0.8981 0.8981
C_T 13.6 0.44 (0.25,0.76) 0.0048 0.1200 0.36 (0.23,0.55) <0.0001 <0.0001
OVERALL 0.0781 0.5970 0.0300 0.2700
G GG 87.2 Ref Ref
INE G_A G 6.7 0.69 (0.42,1.13) 0.1294 0.8088 0.62 (0.39,1.00) 0.0489 0.5379
OTHER 6.1 1.01 (0.48,2.13) 0.9771 0.95 (0.46,1.97) 0.8816
OVERALL 0.4776 0.5970 0.3138 0.5762

ACR, albumin-to-creatinine ratio; Cl, confidence interval; FDR, false-discovery rate; OR, odds ratio.

a) FDR-adjusted P-values not calculated for the "other" haplotype group. b) All analyses adjusted for age, alcohol consumption, educational attainment,
and waist:hip ratio. Analyses of log(ACR) and ACR > 30 mg/g also adjusted for sex. c) Defined as urinary albumin-to-creatinine ratio (ACR) > 17 mg/g in
men and > 25 mg/g in women. d) Adjusted model errored and is not presented.
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