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Additonal File 2 — (NMLVadamtsalign2.pdf) Alignment used for phylogenetic analyses of animal
ADAMTS homologs. Unambiguously aligned amino acid sites, indicated by the “mask” line in the
alignment, were used for phylogenetic analyses (Figure 2). Accession (GI) numbers for sequences are
provided. Intron positions in the corresponding genomic sequence are indicated, with color-coding for
intron phases (Table 1).
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VVADKMMVGYHGRKDIEH--YILSVMN-IVAKLYRDSSLGNVVNIIVARLIVLTEDQPNL

VVADKMMMVTHGKQELEK--YILTIMN-IVASFYHDASIGNAINIIITRVIILTEDQPNL
VVADKMMVAYHGRRDVEQ--YVLAIMN-IVAKLFQDSSLGSTVNILVTRLILLTEDQPTL
VVADKMMVAYHGRRDVEQ--YVLAIMN-IVAKLFQDSSLGNIVNILVTRLILLTEDQPTL
VVADKMMVGYHGRRDIEQ--YILAVMNIQVAKLFQDSSLGNAVNIVVTRLILLMEDQPTL
VVVDKKMMONHGHENITT--YVLTILN-MVSALFKDGTIGGNINIAIVGLILLEDEQPGL
VVVDRKMMQSHGHENITT--YVLTILN-MVSALFKDGTIGGNINIVIVGLILLEDEQPGL
VVVDRKMMDNHGHENITT--YVLTVLN-MVSSLFKDGTIGGNINIVIVGLVLLDEEQEGL
VVADAQMIRNHERDHRDITTYILTVMN-MVSGLEFSDRSMDGT IN--VV-LVGIMLLEDNG
VVADKKMVEKHGKGNVTT--YILTVMN-MVSGLFKDGTIGSDINVVVVSLILLEQEPGGL
VVADRKMLEKHGRDNVTT--YVLTVMN-MVSSLFKDGTIGSDINIVVVSLLLLEEDPLGL
VVADTKMIEYHGSENVES--YILTIMN-MVTGLFHNPSIGNAIHIVVVRLILLEEEEQGL
VVADTKTVEYHGSENVES--YILTIMN-MVTGLFHSPSIGNLVHIVVVRLILLEEEEQGL
VVADSKLIDYHGSDNVES--YIFTIMN-MVAGIFHDASIGNAIHVILVRLILLHGEEKGL
VVADAKMVEYHGQPQVES--YVLTIMN-MVAGLFHDPSIGNPIHITIVRLVLLEDEEEDL
VVADPKMVEYHGSTAVEN--YILAVMN-IVAGLFGDASIGNAINVVVVRLILLEQDEDDL
LVVDNKMVHYHGK-NIET--YVLTIVN-MVSELFHDVSIGNSLHVTLIRLVLLEGDEKGL
VVADADMVQYHGAEAAQR--FILTVMN-MVYNMFQHQSLGIKINIQVTKLVLLRQRPAKL
VVADPAMVSYHGADAARR--FILTILN-MVENLFQHKSLGVQVNLRVIKLILLHETPPEL
IVADATMSAFHR--DLNG--YLLTIMN-MVSALYKDPSIGNSIEIVVVRIIQLDEEESQL
LVVDDSVVRFHGKEHVQON--YVLTLMN-IVDEIYHDESLGVHINIALVRLIMVGYRQSLS
LAVDDSVVRFHGKEHVQON--YVLTLMN-IVDEIYHDESLGTNINIVLVRMIMVGYRQSIS
LGVDDSVVRFHGKEHVON--YLLTLMN-IVNEIYHDESLGVHINVVLVRMIMLGYAKSIS
LGVDDSVVRFHGKEHVON--YLLTLMN-IVNEIYHEESLGVHINVVLVRMIMLGYAKSIS
LTVGHEIVRVHGRHHVEN--YLVTLMN-IVDEIYHDDSLGEHINIILTRIYQLDAVRTNN
LGVDDSVVQFHGKEHVQK--YLLTLMN-IVNEIYHDESLGAHINVVLVRIILLSYGKSMS
LGVDDSVVQFHGKEHVQK--YLLTLMN-IVNEIYHDESLGAHINVVLVRIILLSHAKSMS
LGVDDSVVQFHRKENVQK--YLLTLMN-IVNEIYHDKSLGAKINVVLVRIIMLGQGKSTS
VAVGPDVFQAHQE-DTER--YVLTNLN-IGAELLRDPSLGAQFRVHLVKMVILTEPEGAP
VVVGPDVHQVHKQ-DTER--YILTNLN-IASELLRDISLGGNMRVHLVRMIILSEPEPETL
LVADQSMAEFHGS-GLKH--YLLTLFS-VAARLYKHPSIRNSVSLVVVKILVIHDEQKGP
LVADQSMADFHGS-GLKH--YLLTLFS-VAARFYKHPSIRNSISLVVVKILVIYEEQKGP
VVADDKMAAFHGA-GLKR--YLLTVMA-AAAKAFKHPSIRNPVSLVVTRLVILGSGEEGP
VVADDKMAAFHGT-GLKR--YLLTVMA-AAAKAFKHPSIRNPVNLVVTRLVILGSGQEGP
IVADQSMAEFHGA-GLKP--YLLTIMA-VASRLYRHPSIHNSISLAVVKLLVVYEEEYGP
LVADASMAAFYGA-DLON--HILTLMS-VAARIYKHPSIKNSINLMVVKVLIVEDEKWGP
LVADASMAAFYGT-DLON--HILTVMS-MAARIYKHPSIRNSVNLVVVKVLIVEKERWGP
VVADPSMTHFYGD-EIKH--¥ILTLMS-MAAQLYKHPSIKNSVNLVLVKMLVVEDEEVGP
LVADASMARLYGR-GLQH--YLLTLAS-IANRLYSHASIENHIRLAVVKVVVLGDKDKSL
LVADSSMARMYGR-GLQH--YLLTLAS-IANRLYSHASIENHIRLAVVKVVVLTDKDTSL
LVADDTMTKKYGK-DLNH--YLLTLAS-IASKLYGHASIENPIRLSVVKVTTVGEKEKGL
VVADASMVEEHGD-DLEH--YILTLMM-VANRVFSHPSLGSAISISVVKVRIMVLHEDSD
VVADESMVKFHGA-DLEH--YLLTLLA-TAARLYRHPSILNPINIVVVKVLLLRDRDSGP
VVADESMASAHGE-DLQH--YLLTLMS-VVARLYKHPSILNPISVVVVGVMVLGGADKGP
VVADNRMVSYHGE-NLQH--YILTLMS-IVASIYKDPSIGNLINIVIVNLIVIHNEQDGP
LVADSKMVEHHGS-NLQH--YILTLMS-IVSSIYKDPSIGNLINIVVVKLVIINNELEGP
VTADAKVVSAHGS-NLON--YILTLMS-IVATIYKDPSIGNLIHIVVVKLVMIHREEEGP
VTADAKMVHHHGQ-NLQH--YVLTLMS-IVAAIYKDSSIGNLINIVIVKLVVIHSEQEGP
VTADAKMARHHGP-NLEH--YILTIMS-VVAAVYRDPSVGNLINIMIVKLIVVHNEQEGP
VTADNAMLRSHDD--VEH--YVLTLMA-IVNHVYRDPSIENLVNIVLVKLIVIGDSQNGP
VAADAEMVRYHGK-GLLG--YILGLMS-TVSRIYKDPSIGNPISISVMSIVPIDKI-FGV
IAVDNSMKQFHGE-DLQP--YILILMS-IVSSIFADASIGNSIRILLVRLISLPNIN---
VVADTKMYEYHGR-SLED--YVLTLEFS-TVASIYRHQSLRASINVVVVKLIVLKTENAGP
——————————————————— 36-------37-------------—-------38---39--
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mask 1--111-1-111171111717111711111111-=========————~— 1111111111--1111
Homo ADAMTS6 (11131380) E--INH-H-ADKSLDSFCKWQKSILSHQSDGNTIPENG----IAHHDNAVLITR--¥DIC
Fugu 6 E--INH-H-ADKSLDSFCKWQRTVLSHHSGGNSIPENG----MAHHDNAVLITR--¥DIC
Ciona 6 (0100146470) E--IST-H-AGNTLNSFCEWQAGVNINSTGDSSDSG--—-—--- LAHHDNAVLLTG--NNIC
Homo ADAMTS10 (17432918) E--ITH-H-AGKSLDSFCKWQKSIVNHSGHGNAIPENG----VANHDTAVLITR--¥DIC
Mus 10 (27502095) E--ITH-H-AGKSLDSFCKWQKSIVSHSGHGNAIPENG----VANHDTAVLITR--YDIC
Fugu 10 E--INH-H-AGKSLDSFCKWQKTIQHRNSYGNAIPDNG----IAHHDTAVLIT? ————-—
Homo ADAMTS16 (21265061) V--ISH-H-ADHTLSSFCQWQSGLMGKDG -TRHDHAILLTG--LDIC
Mus 16 (21961374) A--ISH-H-ADHTLTSFCQWQSGLMGKDG TRHDHAILLTG--LDIC
Fugu 16 V--INH-H-ADHTLNSFCHWQSTLRGREG-———-—————————— RHHDHAILLTG--LDIC
Ciona 16 (0100138085) AL-HLDHK-ADEALSSFCHWQANLNNTNGGKP-————————————— DHSILLTG--IDIC
Homo ADAMTS18 (21265067) L--INH-H-ADQSLNSFCQWQSALIGKNG-———-—————————— KRHDHAILLTG--FDIC
Fugu 18 T--ISH-H-ADQSLNSFCQOWQSGLLGKGG-————————————— KRHDHAVLLTG--LDIC
Homo ADAMTS12 (13569928) K--IVH-H-AEKTLSSFCKWQKSINPKSDLNP——————————— VHHDVAVLLTR--KDIC
Mus 12 (27817773) K--IVH-H-AEKTLSSFCKWQKSINPKSDLNP-— -VHHDVAVLITR--KDIC
Fugu 12 K--IAH-H-ADTTLSSFCAWQKNLNPQSDTHP-- -AHHDVAVLITR--KDIC
Homo ADAMTS7 (11131377) K--ITH-H-ADNTLKSFCKWQKSINMKGDAHP-- -LHHDTAILLTR--KDLC
Fugu 7 K--ITH-H-ADNSLHSFCKWQKKLNMKGDNHP——————————— LHHDVSVLLTR--KDIC
Ciona 7 (genewise.34.12.1) K--ITQ-H-AERTLDSFCRWAKRMNPKSDNHA-—————————— NHHDVAVLLTR--RNIC
Homo ADAMTS17 (21265064) S--IGH-H-GERSLESFCHWQNEEYGGARY LGNNQVPGGKDDPPLVDAAVEVTR-—[EDFC
Homo ADAMTS19 (19525737) Y--IGH-H-GEKMLESFCKWQHEEFGKKNDIHLEMS TNWGEDMTSVDAAILITR--KDEFC
Drosophila dCG4096 (22831757) QL-NLTQN-AQKNLDRFCSfQHKLNKGSEKDP—————---——~ HHHDVAILITR--KNIC
Homo ADAMTS14 (29337086) L--IERGN-PSRSLEQVCRWAHSQQRQDPSHA-— -EHHDHVVFLTR--QDFG
Fugu 14 L--IERGN-PSRSLEQVCRWANTQQRRDPEHS-— -EYHDHAIFLTR--QDFG
Homo ADAMTS3 (2224673) L--IERGN-PSRSLENVCRWASQQQRSDLNHS——————————— EHHDHAIFLTR--QDFG
Fugu 3 L--IERGN-PSRSLENVCRWAFVQQKSDPDHA-—————————— EHHDHAIFLTR--QGFG
Ciona 3 (0100146117) L--IVENE-PKTSLNNVCHWAKDIQVTDPAPNG-—————-—-——— RTYDAAIFLTR--IRFG
Homo ADAMTIS2 (7656867) L--IEIGN-PSQSLENVCRWAYLQQKPDTGHD-—————————— EYHDHAIFLTR--QDFG
Mus 2 (28204840) L--IEIGN-PSQSLENVCRWAYLQQKPDTDHD-—————————— EYHDHAIFLTR--QDFG
Fugu 2 L--IEIGN-PSQSLENVCRWAFLOQKQDTGDA-—————————— EYHDHAIFLTR--QEFG
Homo ADAMTS13 (16306598) N--ITA-N-LTSSLLSVCGWSQTINPEDDTDP-— -GHADLVLYITR--EDLE
Fugu 13 Q--LST-N-ITSSLTSVCEWGRKINPANDSDP——————————— LHADLLLYITR--§DLV
Homo ADAMTS1 (6525075) E--VTS-N-AALTLRNFCNWQKQHNPPSDRDA-—————————— EHYDTAILFTR--QDLC
Mus 1 (1813340) E--VTS-N-AALTLRNFCSWQKQHNSPSDRDP—————————-—— EHYDTAILFTR--QDLC
Homo ADAMTS4 (12643637) Q--VGP-S-AAQTLRSFCAWQRGLNTPEDSDP——————————— DHFDTAILFTR--QDLC
Mus 4 (26350615) Q--VGP-S-AAQTLRSFCTWQRGLNTPNDSDP———-———————— DHFDTAILFTR--QDLC
Fugu 4 Q--VSS-N-AAMTLRNFCQWQRQHNPTSDRHA-—————————— EHYDTAVLEFTR--TDLC
Homo ADAMTS8 (21536392) E--VSD-N-GGLTLRNFCNWQRRFNQPSDRHP-— -EHYDTAILLTR--QNFC
Mus 8 (6708110) E--VSD-N-GGLTLRNFCSWQRRFNKPSDRHP-— -EHYDTAILFTR--QNFC
Fugu 8 E--VSS-N-GGVALRNFCSWQQLFNSPSQRHP-— -EHYDTAMLFTR--EDIC
Homo ADAMTS5 (7768707) E--VSK-N-AATTLKNFCKWQHQHNQLGDDHE——————————— EHYDAAILFTR--EDLC
Mus 5 (5923784) E--VSK-N-AATTLKNFCKWQHQHNQLGDDHE——————————— EHYDAAILFTR--EDLC
Fugu 5 E--VSKN--AAATLKSFCKWONQQNSLDDDHQ-——-——————-—— HHHDAAILFTR--QDLC
Ciona 15 (0100137065) GP-RITQH-AQHTLREFCSWQKRHNTPDDSDP-——————-———— QHYDLAILLTR--TNLC
Homo ADAMTS15 (19171175) K--VTG-N-AALTLRNFCAWQKKLNKVSDKHP——————————— EYWDTAILFTR--QDLC
Fugu 15 K--VSS-N-AALTLRNFCSWQKKLNKHSDKHP——————————— DYWDTAVLFTK--QDLC
Homo ADAMTSY9 (27463365) S--ISF-N-AQTTLKNLCQWQHSKNSPGGI-—-- --HHDTAVLLTR--QDIC
Fugu 9 V--ISF-N-AQATLKNFCIWQQSQONILDDNHH-—————————- SHHDTAILITR--@DIC
Homo ADAMTS20 (28460690) V-—INF-D-GATTLKNFCSWQQTQONDLDDVHP——————————— SHHDTAVLITR--EDIC
Mus 20 (29500513) V--ISF-N-AATTLRNFCLWQQSQNVPDDAHP——————————— SHHDTAVLITR--EDIC
Fugu 20 A--VSF-N-AATTLHNFCVWQQGQONVQDDSHP——————————— SHHDTALLITR--EDIC
Ciona 9 (0100132719) R--VAR-D-AHTCLRNFCEWQFTQNDPDDSHPD——————————— HHDTSVLITG--@DIC
Apis 9 RRTKGEGIAAADMLNKFCRWQQSNNPNEYSPG-——————————— HYDTALLLTR--ENLC
Drosophila CG6107 (20151419) ---DQTHS-SNEMLKHFCQFINQ----SG--—-—- -YERDTAMLITR--EPIC
Caenorhabditis gon-1 CEt13h10 (3879882) R--ITQ-N-AQQTLQODFCRWQQYYNDPDDSSV-— -QHHDVAILLTR--KDIC
introns 40---mmm 4l--mmmmmm e e 42 ,43-

AC Nicholson, SB Malik, JM Logsdon Jr, E van Meir,
[from analyses of phylogeny and gene organization.
[Intron phases marked 0, @, B!
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TYKNKP-CGTLGEASVAGMCEPERSCSINEDIGLGSAFTIAHEIGHN
TYKNKP-CGTLGEASVAGMCEPERSCSINEDIGLGSAFTIAHEIGHN
ANDFAP-CATLGMANVGGICENERSCNINQDTGLASAFTIAHEIGHN
IYKNKP-CGTLGHAPVGGMCERERSCSVNEDIGLPQAFTIAHEIGHT
IYKNKP-CGTLGLAPVGGMCERERSCSINEDIGLATAFTIAHEIGHT

SWKNEP—CDTLGIAPISGMCSKYRSCTINEDTGLGLAFTIAHESGHN
SWKNEP-CDTLGFAPISGMCSKYRSCTVNEDSGLGLAFTIAHESGHN
SWKNEP-CDTLGBAPISGMCSRYRSCTINEDTGLGLAFTIAHESGHN
VDKNKP-CETLGEBAQIGGMCSERNSCTINEDMGLGLAFTVAHESGHS
SWKNEP-CDTLGBAPISGMCSKYRSCTINEDTGLGLAFTIAHESGHN
SWKNEP-CDTLGBAPISGMCSKYRSCTINEDTGLGLAFTIAHESGHN
AGFNRP-CETLGLSHLSGMCQPHRSCNINEDSGLPLAFTIAHELGHS
AGVNRP-CETLGLSQLSGMCQPHRSCNINEDSGLPLAFTIAHELGHS
AGMNQP-CETLGLSHLSGMCQPHRSCNINEDSGLPVAFTVAHEMGHS
AAMNRP-CETLGLSHVAGMCQPHRSCSINEDTGLPLAFTVAHELGHS
AAINMP-CETLGLSHVAGMCQAHRSCSISEDTGLPVAFTVAHELGHN
SRSNKS-CETLGLAHVAGMCQSHRSCNVNQDTGLSLAFTVAHELGHN
VHKDEP-CDTVGEAYLGGVCSAKRKCVLAEDNGLNLAFTIAHELGHN
VHKDEP-CDTVGEAYLSGMCSEKRKCIIAEDNGLNLAFTIAHEMGHN]
ANN————CMILGLANVGGMCKPKQSCSVNEDNGIMLSHTITHELGHN
PVTGMCHPLRSCALNHEDGFSSAFVIAHETGH

PVTGMCHPLRSCTLNHEDGFSSAFVVAHETGH

PVTGMCHPVRSCTLNHEDGFSSAFVVAHETGH

PVTGMCHPVRSCTLNHEDGFSSAFVVAHETGH

HVDGLCQPLRSCSLTYEDGFSSAFVVAHETGHI

P SGMQGMAPVTGMCHPVRSCTLNHEDGESSAFVVAHETGH
P-——- SGMQGYAPVTGMCHPVRSCTLNHEDGESSAFVVAHETGH
P-——- TGMQGIAPVTGMCHPVRSCTLNHEDGFSSAFVVAHETGH

LPDGN--RQVRGVTQLGGACSPTWSCLITEDTGFDLGVTIAHEIGHS
LPDGN--NQVRGVAQLGGACSSEWSCVITEDTGFDLGITITHEIGHS
—GSQT——CDTLGMADVGTVCDPSRSCSVIEDDGLQAAFTTAHELGIVFNMPHDDAKQ——C
-GSHT--CDTLGMADVGTVCDPSRSCSVIEDDGLQAAFTTAHELGHVENMPHDDAKH--C
—GVST——CDTLGMADVGTVCDPARSCAIVEDDGLQSAFTAAHELGIVFNMLHDNSKP——C
-GVST--CDTLGMADVGTVCDPARSCAIVEDDGLQSAFTAAHELGHVENMLHDNSKP--C
-GAHS--CDTLGMADVGTVCDPDRSCSIIEDDGLQAAFTVAHEL FNMPHDDAQL--C
-GQEGL-CDTLGVADIGTICDPNKSCSVIEDEGLQAAHTLAHEL LSMPHDDSKP--C
-GKGEQ-CDTLGMADVGTICDPDKSCSVIKDEGLQAAYTLAHELGHVLSMPHDDSKP--C
—GQKS——CDTLGVADVGTMCDPKRSCSVIEDNGLQAAFTAAHELEIVLSMPHDDSKT——C
L

-GHHS--CDTLGMADVGTICSPERSCAVIEDDGLHAAFTVAHET LGLSHDDSKF--C
-GHHS--CDTLGMADVGTICSPERSCAVIEDDGLHAAFTVAHEIGHLLGLSHDDSKEF--C
—GHHS——CDTLGMADVGTICSPERSCAVIEDDGLHAAFTVAHEIGILLGLSHDDSKF——C
—GDT———CATLGIAEVGTMCSRRHSCAVIEDDGLSASYTIAHEVGHVLNMMHDDNRL——C
-GATT--CDTLGMADVGTMCDPKRSCSVIEDDGLPSAFTTAHEL FNMPHDNVKV--C
-GATT--CDTLGMADVGTMCDPKRSCSVIEDDGLPTAFTAAHEL FNMPHDNVKA--C
-RAHDK-CDTLGBAELGTICDPYRSCSISEDSGLSTAFTIAHELGHVENMPHDDNNK--C
—-RARDK-CDTLGEAELGTVCDPYRSCSIIEDNGLSTAFTIAHELGHVENMPHDDSNK--C
-SSKEK-CNMLGESYLGTICDPLQSCFINEEKGLISAFTIAHELGHTLGVQHDDNPR--C
—-GAKEK-CDTLGLAELGTLCDPSRSCSISEENGLSAAFTIAHELGHVENVPHDDSFK--C
—-RAKDK-CDTLGBAELGTMCDQYRSCSISEENGISASFTIAHELGHVENMPHDDNPK--C
-RSNSV-CDTLGEAELGTMCDLRKSCSINEDNGLSTAFTIAHEIGHEENAPHDNNDK--C
HNSDQRNCDTLGLAELGRMCSPRSSCAIVQDNGLAAAFTIAHEIGHVLDMPHDDDVK--C
GSVPGKICHMLGLAELGTVCS-SSSCSIVQDTGLPTAFTMAHELGHILNMNHDDDDK--C
-RSQGK-CDTLGLAELGTMCDMQKSCAIIEDNGLSAAFTIAHELGHVESIPHDDERK--C
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mask e 111111111--1111111111711111111111--
Homo ADAMTS6 (11131380)  =GTKG-——==——=—————————— HEAAKLMAAHITA--NTNPFSWSACSRDYITSFLDSGR
Fugu 6 =GTKG-———===—=——==—=—= HETAKLMAAHITA--NTNPFSWSACSKDYITSFLDSGR
Ciona 6 (0100146470)  =GPRN-=—=====—————————— GEPSQIMSPQLTK--YTSPFSWSSCSKKYITDYLDSGS
Homo ADAMTS10 (17432918) = =GARG-——==——=—————————— QODPAKLMAAHITM--KTNPFVWSSCNRDYITSFLDSGL

Mus 10 (27502095)
Fugu 10

-QDPAKLMAAHITM--KTNPFVWSSCSRDYITSFLDSGL
-QETAKLMADHITM--KTNPFIWSACSRDYI TSFLDIiM

Homo ADAMTS16 (21265061) ~ KKSEG--——————————————————— NIMSPTLAG--RNGVFSWSPCSRQYLHKFLSEAQ
Mus 16 (21961374)  KKSEG-———————————————————— NIMSPTLAG--RNGVFSWSSCSRQYLHKFLSTAQ
fFugu ¢  KKSEG---—--—-—-——————————= NIMSPTLAG--HNGIFSWSACSRQYLSRFLNSAQ
Ciona 16 (0100138085 ~ SKRDG-———————————————————— HIMSPTLNG--LNGVFTWSTCSRNAIGDFLONVE
Homo ADAMTS18 (21265067) = RKAEG--——————————————————— NIMSPTLTG--NNGVESWSSCSRQYLKKFLSEPQ
fugu 18  RKTEG-———————————————————— NIMSPTLAG--NNGVEFEWSTCSRQYLSRFLGETQ
Homo ADAMTS12 (13569928)  -EPVG--———————————————— RHPYIMSRQLQY--DPTPLTWSKCSEEYITRFLDRGW

Mus 12 (27817773)
Fugu 12
Homo ADAMTS7 (11131377)

—-—-RHPYIMSQQIQY--DPTPLTWSKCSKEYITRFLDRGR
—--RHPFIMSRQLMY--DSSPLTWSSCSKEYI TRFLDIGW
—-—-KRPFIMSPQLLY--DAAPLTWSRCSRQYITRFLDRGW

fugu 7. =EPVG-——————=————————== KRPEFVMSPQLLY--GTSLPOQWSRCSREYITREFLDRGW
Ciona 7 (genewise.34.12.1) = -TPDE-————————————————- ANPRVMTPHLTS--NNLPMRWSTCSRKYITRFLDRNW
Homo ADAMTS17 (21265064)  ——mmmmmm AGRSHIMSGEWVKGRNPSDLSWSSCSRDDLENFLKSKV
Homo ADAMTS19 (19525737) —=———mmmmmm————— ADGLHIMSGEWIKGQONLGDVSWSRCSKEDLERFLRSKA
Drosophila dCG4096 (22831757) HPRVGP-- —-——IVHIMTPTFGA--DTLQVCWSNCSRKYITHFLDOQGL
Homo ADAMTS14 (29337086) --ETSLGSVMAPLVQA--AFHRFHWSRCSKLELSRYLPS-—
Fugu 14 --ETSMGSIMAPLVQA--AFHRYHWSRCSKQELNRYIHS--
Homo ADAMTS3 (2224673) = —=——===GD-==———————————~ ETAMGSVMAPLVQA--AFHRYHWSRCSGQELKRYIHS--
Ffugu 3 ====GD-======——————== ETAMGSVMAPLVQA--AFHRYHWSMCSGQELKRYIHE--
Ciona 3 (0100146117) = —====GD-===——————————~— ETTMGSIMAPLVQA--AFHRYHWSRCSQEELRSSLGS--
Homo ADAMTS2 (7656867) = —=—=—==GD-==———————————— EVRLGSIMAPLVQA--AFHRFHWSRCSQQELSRYLHS--
Mus 2 (28204840) == ==GD======————————= EVRLGSIMAPLVQA--AFHRFHWSRCSQQELSRYLHS--
Fugu 2 ====GD-======———————= EVHMGSIMAPLVQA--AFHRFHWSRCSMQELGRYLHS--
Homo ADAMTS13 (16306598) —GPSGHVMASDGAA——PRAGLAWSPCSRRQLLSLLSAGI
Fugu 13 SRSGFIMASDGGY——NSVDLTWSPCSRQQLLAFFSIGK
Homo ADAMTS1 (6525075) ASING-———————————————— VNQDSHMMASMLSN--LDHSQPWSPCSAYMITSFLDNGH
Mus 1 (1813340) ASING-———————————————— VSGDSHLMASMLSS--LDHSQPWSPCSAYMVTSFLDNGH
Homo ADAMTS4 (12643637) ISLNGP—-————=————————— LSTSRHVMAPVMAH--VDPEEPWSPCSARFITDFLDNGY
Mus 4 (26350615) TNLNGQ-——-======—=————— GGSSRHVMAPVMAH--VDPEEPWSPCSARFITDFLDNGY
Fugu 4 SEVNG-——————————————— AHWGSHMMASTLSN--LDQQQPWSPCSALMVTTFLDNGH
Homo ADAMTS8 (21536392) TRLEFG- --PMGKHHVMAPLFVH--LNQTLPWSPCSAMYLTELLDGGH
Mus 8 (6708110) VRLEG- —-—-PMGKYHMMAPFFIH--VNKTLPWSPCSAVYLTELLDDGH
Fugu 8 QRLFG- —--DLGGHFLMAPVLVS--LNKTAPWSPCSALYVTEFEFDNGH
Homo ADAMTSS5 (7768707) EETFG-——-—————=——————— STEDKRLMSSILTS--IDASKPWSKCTSATITEFLDDGH
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Fugu 20 -WEGG-——————————————— VKRQYHVMASTLNY--DTNPWTWSKCSRKYITEFLDTGY
Ciona 9 (0100132719) LDARGAT--—=-——=———————— VGL-NVMSPTLDNN--AHPWSWSKCSAKYITSFLDNGN
Apis 9 AAYKNRS—-——————————————— GMHNIMSRMLDDN--TFPWEWSKCSRHYVTEFLEAGK
Drosophila CG6107 (20151419) MPYVTRON-———————————— NNKVLHIMSSVMGI--HMHPWSWSKCSRHEVSEFLEKTD
Caenorhabditis gon-1 CEt13h10 (3879882) STYMPVNKVCKFQSTKEDKTQFONNFHIMAPTLEY--NTHPWSWSPCSAGMLERFLENNR
introns ~ mm e LY D il 50,51
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GT--CLDNE-P---PKRDFLYPAVAPG--QVYDADEQCRFQYGATSRQCK----YG-E---
GT--CLDNE-P---LKRDFLYPTVAPG--QVYEADEQCRFQYGASSRQCK----YG-E---
GD--CLLNT-P---PQRDFDFPSELPG--QLHDADEQCRLQYGASSRQCK----YG-D--—
GL--CLNNR-P---PRQDEFVYPTVAPG--QAYDADEQCRFQHGVKSRQCK----YG-E---
GL--CLNNR-P---PRQDFVYPTVAPG--QAYDADEQCRFQHGVKSRQCK----YG-E-—-—
GS--CLNNI-P---PKQEFVYPTTAPG--QAYDADEQCRFQYGVRSRQCK----YA-E---

AI--CLADQ-P--KPVKEYKYPEKLPG--ELYDANTQCKWQFGEKAKLCMLDFKKA-D--—
AI--CLADQ-P--KPVKEYKYPEKLPG--QLYDANTQCKWQFGEKAKLCMLDFRK--D—--—
SL--CLSDE-P--RAAKEYRYPEKLPG--ELYDADTQCKWQFGEKAKLCTLDFKK--D—--—
SQ--CLDDH-P--SPMANLNFPDQLPG--EIYDAASQCKWQFGADAITCIFRYEHKQA--—
AG--CLVDE-P--KQAGQYKYPDKLPG--QIYDADTQCKWQFGAKAKLCSLGFVK--D--—
AS--CLVDE-P--KQIGQYKYPEKLPG--QLYDADTQCKWQFGSKAKLCSLDFVK--D—--—
GF--CLDDI-P---KKKGLKSKVIAPG--VIYDVHHQCQLQYGPNATFCQ---EVE-N---
GF--CLDDI-P---SKKGLKSNVIAPG--VIYDVHHQCQLQYGPNATFCQ---EVE-N---—
GF--CLDDR-P---SKRDLTTPLARLG--VRYTTHHQCQLQYGPNATFCN---EVD-N---
GL--CLDDP-P---AKDIIDFPSVPPG--VLYDVSHQCRLQYGAYSAFCE—---DMD-N---
GW--CLDDA-P---VKDKHSWNSVLPG--VVYTAVHQCRLQYGPSSRLCD—--DMD-N—--—
GF--CLMDT-P-SSELTPFPYPSELPG--VLYDADHQCRLMFGAKSRHCK---GLD-D---
ST--CLLVTDP--RSQHTVRLPHKLPG--MHYSANEQCQILFGMNATFCR---NME-HL--
SN--CLLQTNP--QSVNSVMVPSKLPG--MTYTADEQCQILFGPLASFCQ---EMQ-HV--
GE--CLDDP-P--TPLDEYNYTGELPG--MRYNARGQCRLQFNLTTDSEV---GAC-SAPH

YD--CLLDD-P--FDPAWPQPP-ELPG--INYSMDEQCRFDFGSGYQTCL—-— -A-FRTF
YD--CLLDD-P--FEHKWPKLP-ELPG--INYSMDEQCRFDFGIGYKMCT-- -A-FRTY
YD--CLLDD-P--FDHDWPKLP-ELPG--INYSMDEQCRFDFGVGYKMCT-———— A-FRTF
YD--CLLDD-P--FKHDWPQLP-ELPG--INYSMDEQCRFDFGVGYKICT-———— S-FRTF
YT--CLSDD-P--HLQDWGPTP-LYPG--VAYSVDDQCRFDFGRGYKRCT————— S-LONI
YD--CLLDD-P--FAHDWPALP-QLPG--LHYSMNEQCRFDFGLGYMMCT-———— A-FRTF
YD--CLRDD-P--FAHDWPALP-QLPG--LHYSMNEQCRFDFGLGYMMCT————— A-FRTF
YD--CLRDD-P--FDHNWPSLP-QLPG--LHYSMNEQCRFDFGTGYTMCT————— A-YRTF
AR--CVWDP-PRPQPGSAGHPPDAQPG--LYYSANEQCRVAFGPKAVACTFAREHL-D---
AE--CVKDL-P----VLEGSLQDWKPG--LYYGVDDQCRIAFGSAARACSFTNSDL-P-——
GE--CLMDK-P----HNPIQLPGDLPG--TSYDANRQCQFTFGEDSKHCP----DA-AS—-—
GE--CLMDK-P----QNPIKLPSDLPG--TLYDANRQCQFTFGEESKHCP----DA-AS—--
GH--CLLDK-P----EAPLHLPVTFPG--KDYDADRQCQLTFGPDSRHCP----QL-PP-—
GH--CLLDK-P----EAPLHLPATFPG--KDYDADRQCQLTFGPDSSHCP----QL-PP-—
GQ--CLLDK-P----VRPQALPQPLPG--TVYDADHQCRLTFGEDSQHCP----DL-ST-—
GD--CLLDA-P----GAALPLPTGLPGRMALYQLDQQCRQIFGPDFRHCP--NTSA-QD-—
GD--CLLDA-P----TSVLPLPTGLPGHSTLYELDQQCKQIFGPDFRHCP--NTSV-ED-—
GD--CLLDV-P----DNTMSLPRELPG--ATYSLDQQCQQVFGEDFLHCP--NNSD-ND--
GN--CLLDL-P----RKQILGPEELPG--QTYDATQQCNLTFGPEYSVCP-———— G-MD--
GN--CLLDL-P----RKQILGPEELPG--QTYDATQQCNLTFGPEYSVCP-———— G-MD--
AE--CLLDS-P----RQPLLGSEELPG--QSYDAVRQCRLAFGPEYTVCP-———— G-MD--
GA--CLLDR-P----QEPRVYPSQYPG--AMYDVNAQCKMAFGEGAVECP-—-—— Y-MR--
GD--CLLDQ-P----SKPISLPEDLPG--ASYTLSQQCELAFGVGSKPCP-———— Y-MQ--
GE--CLLDP-P----QKQLSLPNNLPG--FSYNLHRQCQLAFGPGSKPCP-——-—— F-MQ--
GE--CLLNE-P---ESRPYPLPVQLPG--ILYNVNKQCELIFGPGSQVCP-—

GE--CLLDE-P---ISRPYTLPQQLPG--QIYNVNKQCELIFGPETQVCP-———— Y-MM--
GE--CLLDK-P---DEEIYNLPSELPG--SRYDGNKQCELAFGPGSQMCP----HI-EN--
GE--CLLDK-P---NGRTYDLSPQLPG--SVYDGNRQCELMFGPGSQVCP----YL-K--—
GE--CLLDE-P---VGRTYELPTLLPG--QIYNANRQCELMFGPGSQICP----YL-K---
GQ--CLLDE-P---PQRVLSLPTTEPG--QVEFDANAQCSFVYGSGVRHCD----FM-EFQON-
GD--CLLDT-P--DKIMERTDPRRLPG--EDYSVNKQCELVEFGNGSRICN----HM-VGDG
KS--CLETS-V---GAHIPYGTERLPG--EIYSLDAQCQLSFGNDFGYCP----TD-E--—
GQTQCLFDQ-PVERRYYEDVEFVRDEPG--KKYDAHQQCKFVFGPASELCP-—--YM-P-——
————————————————— Y R e e L e i B
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——-VCRELWCLSK--SNR--CVTNS--IPAAEGTLCQTGNIEKGWCYQGDCVPFGTW-PQ
——-VCRELWCLSK--SNR--CVTNS--IPAAEGTLCQTGSIDKGWCYQGECVAFGTF-PQ
——-VCRELWCISK--LGY--CVTNS--MPAATGTNCSEVN--RGWCYRGHCVPYGYR-AD
——-VCSELWCLSK--SNR--CITNS--IPAAEGTLCQTHTIDKGWCYKRVCVPFGSR-PE
——-VCSELWCLSK--SNR--CITNS--IPAAEGTLCQTHTIDKGWCYKRVCVPFGSR-PE
——-VCSELWCMSK--SNR--CITSS--IPAAEGTICQTNTIEKGWCYKRMCVAYGTR-PE

——--ICKALWCHRI--GRK--CETKF--MPAAEGTICGH----DMWCRGGQCVKYGDEGPK
——-—-ICKALWCHRI--GRK--CETKF--MPAAEGTLCGQ----DMWCRGGQCVKYGDEGPK
——--ICKALWCHRV--GRK--CETKF--MPAAEGSACGP----DMWCRRGQCVKRGDEGPR
——SVCKVLWCQRS-ESSR--CETKY--MPAAEGTNCGN----NMWCRRGVCVTYGDPGPD
——--ICKSLWCHRV--GHR--CETKF--MPAAEGTVCGL----SMHWCRQGQCVKFGELGPR
——--ICKSLWCHRT--GHR--CETKF--MPAAEGTTCGP----DMWCRRGQCVKFGEHGPK
—-—-VCQTLWCSV---KGF--CRSKL--DAAADGTQCGE -——--KKWCMAGKCITVGKK-PE
—---VCQTLWCSV---KGF--CRSKL--DAAADGTRCGE -——--KKWCMAGKCITVGKK-PE
—-—--VCQILWCSV---NGS--CRSKL--DSPIDGTRCGP--—--EKWCISGECVIVGKL-PE
—-—-VCHTLWCSV---GTT--CHSKL--DAAVDGTRCGE-—--NKWCLSGECVPVGFR-PE
—-—-VCSTLWCTV---GTT--CHSKL--DGAVDGTSCGE----DKWCFRGECLHVGHQ-PA
——-MCNRLWCLY---RGS--CRSRL--HSAVQGTKCGR----GRWCYGGKCVRVGKR-AA
——--MCAGLWCLVE--GDTS-CKTKL--DPPLDGTECGA--—--DKWCRAGECVSKTPI-PE
—---ICTGLWCKVE--GEKE-CRTKL--DPPMDGTDCDL----GKWCKAGECTSRTSA-P-
—--EFCSTLWCKVN--GE---CVTHM--RPTAPGTLCGR-——--NKWCQONGKCVRREEL---—
——EPCKQLWCSHPD-NPYF-CKTKK--GPPLDGTECAP----GKWCFKGHCIWKS--PEQ
——-DPCKQLWCSHPD-NQYF-CKTKK--GPPVDGTECAP----GKWCFKGHCIWRSSQEPQ
—-DPCKQLWCSHPD-NPYF-CKTKK--GPPLDGTECAA----GKWCYKGHCMWK-—--NAN
——-DPCKQLWCSHPD-NPYF-CKTKK--GPPLDGTECAP--—--GKWCYKGHCMWK-—--NPN
——-DVCKTLWCSNDE-NPDI-CKTKK--GPAVDGTECGD----NMWCFKGHCVWRD---QR
——-DPCKQLWCSHPD-NPYF-CKTKK--GPPLDGTMCAP----GKHCFKGHCIWLT---PD
—-DPCKQLWCSHPD-NPYF-CKTKK--GPPLDGTMCAP----GKHCFKGHCIWLT---PD
—-DPCKQLWCSHPE-NPFF-CKTKK--GPPIDGTTCGN----GKHCFKGHCVWLT---AD
—-—--MCQALSCHTDPLDQSS-CSRLL--VPLLDGTECGV----EKWCSKGRCRSLVELTP-
——--ACRTLSCHVNPGDDSS-CKRLL--VPLLDGTECAP----HRWCLRGHCVSTEELSS-
——-TCSTLWCTGTSGGVLV-CQTKH--FPWADGTSCGE-——--GKWCINGKCVNKTDRKHF
——-TCTTLWCTGTSGGLLV-CQTKH--FPWADGTSCGE-——--GKWCVSGKCVNKTDMKHF
——-—-PCAALWCSGHLNGHAM-CQTKH--SPWADGTPCGP----AQACMGGRCLHMDQLQDF
———-PCAALWCSGHLNGHAM-CQTKH--SPWADGTPCGS----SQACMGGRCLHVDQLKDF
——-TCAALWCTVTTSNGLLVCQTKN--FPWADGTPCGH----DSYCLAGQCLTKSQAAKH
——-VCAQLWCHTDGAEPL--CHTKNGSLPWADGTPCGP----GHLCSEGSCLPEEEVERP
——--ICVQL-CARHRDSDEPICHTKNGSLLWADGTPCGP----GHLCLDGSCVLKEDVENP
———-ACGQLWCQEDGTLQ---CLTRNGSLPWADGTPCGP--—--NRTCLHGACTPTQEVMQP
——-VCARLWCAVVRQGQOMV-CLTKK--LPAVEGTPCGK--—--GRICLQGKCVDKTKKKYY
——-VCARLWCAVVRQGQOMV-CLTKK--LPAVEGTPCGK-—---GRVCLQGKCVDKTKKKYY
——-VCSRLWCAVIRQGOMV-CLTKK--LPAVEGTPCGK--—--GRICLQGKCVDKTRKRHY
———ECGRLWCQFPTGSIANRCHTRS——FPRADGSDCAA————GMHCMQGRCVAKVAAV——
———-YCTKLWCTGKAKGQOMV-CQTRH--FPWADGTSCGE----GKLCLKGACVERHNLNKH
———-PCSKLWCTGKAQGQLV-CQTRH--FPWADGTGCGD----GRVCHRGSCTAKNSTAQA
———-QCRRLWCNNVNGVHKG-CRTQH--TPWADGTECEP----GKHCKYGFCVPKEMDV—--
———-QCRRLWCTSPEGAQRG-CRTQH--MPWADGTDCSP----GKHCKHGLCITKESD—-—--
——--ICMHLWCTSTEKLHKG-CFTQH--VPPADGTDCGP---GMVHCRHGLCVNKETE-—--—
——--HCRRLWCTSAEGVHKG-CRTQH--MPLADGTSCGP----GMHCHRGLCVTRDME-—--—
———-QCKRLWCTSAEGDHKG-CRTQH--MPLADGTDCGH----GMYCKHGMCVNKELD---—
——-TCQRLWCINQNRSH-G-CRTPH--VPWADGTSCGDGK-QKMWCQRGHCVPEDRHRV—-
KSAVCRRLWCTTPNEDHYDHCRTQH--MPWADGTSCGRD----KWCYRGECVSRSLNLQ—

-—-ECKRLWCNRTSGNSNEQCASSN--LPWADGTPCGSS---GHWCQRGKCVSNKHGY G-
——-TCRRLWCATFYGSQMG-CRTQH--MPWADGTPCDESR--SMECHHGACVRLAPESL-

E van Meir, 2004. Functional evolution of ADAMTS genes:
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EQP-———————- DDRPPARWVAGS-W---GPCSAS-CGSGLQKRAVDCRGSAGQRT -~ VP
————————————— KRPVSHWVAGG-W---ESCTVT-CGSGLQRRPVLCQSADKRAA--MD
WNSHGPW---QACSKP-CQ-GERKRKLVCTRESDQLT --VS
WDAYGPW---QFECSSL-CQ-GMRKRKIVCSRESDRVV--VS
——————————————————— WDPYGPW---EGCTKM-CQ-GBORRNI TCTHKSDHSV--VS
——————————————————— WDPYGPW---QDCTKM-CQ-GLHRRKIACVRKSDHAV--VS
——————————————————— WDPSGSW---LECSRI-CQ-GERRRKVVCVRKSDHLE--VS
——————————————————— WDPHGPW---SPCSRL-CD-GKTKGKIMCVR-SDQQT --VS
——————————————————— WKLSG-W---SDCTRT-CQ-GIKYRKAECTNIEYKEV--VA
--WEMQA-P---SNCDSL-CE-GRSHRLPACISTTQGVK--VA
--WRVTDTW---TECDRA-CR-GQQSQKLMCLDMS THRQ-~SH
——————————————————————————————————————— 80,81,82-—=——————=——-

E van Meir, 2004. Functional evolution of ADAMTS genes:
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[
[
[Modal, 280%,
mask

Homo ADAMTS6
Fugu 6
Ciona 6

Homo ADAMTS10
(27502095)

Mus 10
Fugu 10

Homo ADAMTS16
(21961374)

Mus 16
Fugu 16
Ciona 16

Homo ADAMTS18

Fugu 18

Homo ADAMTS12
(27817773)

Mus 12
Fugu 12
Homo ADAMTS7
Fugu 7
Ciona 7

full maj.

(11131380)

(0100146470)

(17432918)

(21265061)

(0100138085)

(21265067)

(13569928)

(11131377)

(genewise.34.12.1)

Homo ADAMTS17 (21265064)
Homo ADAMTS19 (19525737)
Drosophila dCG4096 (22831757)
Homo ADAMTS14 (29337086)
Fugu 14

Homo ADAMTS3 (2224673)
Fugu 3

Ciona 3 (0100146117
Homo ADAMTS2 (7656867)
Mus 2 (28204840)

Fugu 2

Homo ADAMTS13 (16306598)
Fugu 13

Homo ADAMTS1 (6525075)
Mus 1 (1813340)

Homo ADAMTS4 (12643637)
Mus 4 (26350615)

Fugu 4

Homo ADAMTS8 (21536392)
Mus 8 (6708110)

Fugu 8

Homo ADAMTSS (7768707)
Mus 5 (5923784)

Fugu 5

Ciona 15 (0100137065)
Homo ADAMTS1S5 (19171175)
Fugu 15

Homo ADAMTS9 (27463365)
Fugu 9

Homo ADAMTS20 (28460690)
Mus 20 (29500513)

Fugu 20

Ciona 9 (0100132719
Apis 9

Drosophila CG6107 (20151419)

Caenorhabditis gon-1 CEt13hl0

introns

AC Nicholson,

(3879882)

SB Malik, JM Logsdon Jr,

1450

1480

1490

NNY--CDPDSK-PPENQRACNTEPCPPE-WFIGDWLECSKTCDGGMRT-RAVLCIRK--—
NNY--CDPDGK-PPENHRDCNTEPCPPE-WFIGDWSECGKTCDGGIRT-RSVLCIRK-——
HSY--CNSDTM-PSEQVQTCNAEPCPAR-WITGSWGQCSRSCDGGHHV-RTVVCMRA-—-—

PHY--CSAHSK-LPKRQRACNTEPCPPD-|

GNWSLCSRSCDAGVRS-RSVVCQRR--—

PHY--CSGHSK-LPKRQRACNTEPCPPD-WVVGNWSRCSRSCDAGVRS-RSVVCQRR-—-—
NHF——CDKKNR—PKEKRRPCNTEPCSPS—IGTGEWSECSRSCNGGLRT—RQVLCKRR———

SF-—--CNPKTR-PVTGLVPCKVSACPPS-|

SVGNWSACSRTCGGGAQS-RPVQC-TR---

SY---CNPRSR-PVTGLVPCNTQPCPAS-WSVGEWGACSQSCGGGEHT-RLVQCIQR--—
SH---CDRPSR-PSL-TKECNTQACPAR-WHTTEWGQCSRTCGGGLQL-RQVTCKSK-——

SF---CSAKTK-PVTEPKICNAFSCPAY -
TM---CNPYTK-PILGYHLCNTQPCPAY -

PGEWSTCSKACAGGQQS-RKIQCVQK-—~
PGDWGLCSRSCGGGQQT-RPLRCLRK-—~

TF---CDPETQ-PNGRQKKCHEKACPPR-WWAGEWEACSATCGPHGEKKRTVLCIQT-—--
TF---CNPETQ-PSVRQKKCHEKDCPPR-WWAGEWEACSTTCGPYGEKKRTVLCIQT-—--—
SM---CDPESR-PDDRHRKCKTMDCPAR-WWVGGWQQCSATCGSDGTRKRTVLCVRT-——
EH---CDPLGR-PDDQQRKCSEQPCPAR-WWAGEWQLCSSSCGPGGLSRRAVLCIRS--—
HW---CDPLTR-PDDNQTSCQKDPCPAV-WWIGEWQKCSASCGGLGQTKRTVLCIQA-——
DF---CDPNTR-PDDNRRFCNTSACPPE-WLTGPWQSCSVTCGGQRSGRQSRNVLCI-—~—

VNDSDCPQASR-PEPQVRRCNLHPCQSR—
VDNEKCKYLTK-PEPQIRKCNEQPCQTR—

RHL--CDHKKR-PKPIRRRCNQHPCSQP
RNEF--CETGKK-PKPIRKRCNVQDCSPPT

AGPWSPCSATCEKGE-QHREVTCVYQ-—~

TEWTPCSRTCGKGM-QSRQVACTQQ- -~
PFQ--RIVSIK-RNLLIALGDTLPC----WTHAKN-KR-PARQSRG
TEEWGACSRSCGKLGVQTRGIQCLLP-~-~
AEEWGPCSKTCGKLGYQTRVVQCMQA-—~

RSF--CEANKK-PKPIRRMCNIQECTHPLWVAEEWEHCTKTCGSSGYQLRTVRCLQP--—
KGY--CDASKK-PKPIRRMCNLQDCTQPQWITDEWENCPRSCGSLGFQIRIVRCVQE--—

SKRN-CNGRP--PRPEKKICSTTCTVTT
RGF--CAALSK-PKAIRRACNPQECSQP

FATPWSACSKTCGNNGFHTRAVTCRQI-—-—
TGEWEPCSQTCGRTGMQVRSVRCIQP-——

RAF--CSALAK-PKAIRRACNPQECSQPVWVTGEWE PCTQSCGRTGMQVRSVRCIQP--—

KSF--CNKSNMKPRGDVRDCNQKSCPPPI
TVQ--CQGSQQ-PPAWPEACVLEPCPPY -

TGDWQNCSKACGKTGLQIRTVSCVQP---—
VGDFGPCSASCGGGLRE-RPVRCVEA-—-—

EDN--CGTPPS-ITTPPTPCQLPPCPPR-WDTGPFGPCSASCGGGERK-RLLKCVQV—--—
————— CAKEVK-PASTRP-CADHPCPQ--WQLGEWSSCSKTCGKGYKKRSLK-CLSH--—
————— CAKEVK-PASTRP-CADLPCPH--WQVGDWSPCSKTCGKGYKKRTLK-CVSH--—

SSS---PTFLASEPPIGLVMSTSSPGP-QWVTGSWMTCSRTCDT GWQSRTVQ-CKNL-~~

G————ITGS———KPFDRLPCFINACPTVSTNGRRNHSGRSRPSPT

A----CDAAHR-PVETQA-CGEP-CPT--WELSAWSPCSKSCGRGFQRRSLK-CVGH---
————— CDSAER-PQSERA-CGDP-CPM--WTIGTWSHCSKSCGRGFKRRQVR-CETG--—
DQR--CDRLPQ-PGHITEPCGTD-CDLR-WHVASRSECSAQCGLGYRTLDIY-CAKY-—--
DQR--CHGIPR-PSVIADRCNTE-CELR-WHVARKSECTAQCGLGYRTLEIY-CAKI-—--—
DKE--CDHLPL-PSEFVTQSCNTD-CELR-WHVIGKSECSSQCGQGYRTLDIH-CMKY—-—-~—
DHN--CGHLPM-PLEVTEKCNMD-CELR-WHIIGKSDCSSQCGQGYRTLDVH-CMKY—-—-~—
DRR——CERLPQ—VVAVSEPCNMD—CEVR—IHVAGKSECSAKCGSGYRSLDVQ—CVKY———

DRK--CNHLPK-PSTIIRPCNTR-CQFT—

HPKP-SECSVRCGRGTTHLEFE-CRKVT--

DDY--CRESEK-PREESQMCNNH-CVLE-WNITV-SECSNHCGLGTRVVTSR-CIQKL--
PQF——CDKSAM—PKIDDRACNTD—CRLN—ITVTSISECSAACGELGTREKTYACVQT———

DRN--CONVLK-PKQATRMCNID-CSTR—

[from analyses of phylogeny and gene organization. Contact: john-logsdon@uiowa.edu]
[Intron phases marked 0, @, B!
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ITEDVSSCSAKCGSGQKRQRVS-CVKM-—-—
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[

[Modal, 280%, full maj.
mask

Homo ADAMTS6 (11131380)
Fugu 6

Ciona 6 (0100146470
Homo ADAMTS10 (17432918)
Mus 10 (27502095)

Fugu 10

Homo ADAMTS16 (21265061)
Mus 16 (21961374)

Fugu 16

Ciona 16 (0100138085)
Homo ADAMTS18 (21265067)
Fugu 18

Homo ADAMTS12 (13569928)
Mus 12 (27817773)

Fugu 12

Homo ADAMTS7 (11131377)
Fugu 7

Ciona 7 (genewise.34.12.1)

Homo ADAMTS17 (21265064)
Homo ADAMTS19 (19525737)

Drosophila dCG4096 (22831757)

Homo ADAMTS14 (29337086)
Fugu 14

Homo ADAMTS3 (2224673)
Fugu 3

Ciona 3 (0100146117
Homo ADAMTS2 (7656867)
Mus 2 (28204840)

Fugu 2

Homo ADAMTS13 (16306598)
Fugu 13

Homo ADAMTS1 (6525075)
Mus 1 (1813340)

Homo ADAMTS4 (12643637)
Mus 4 (26350615)

Fugu 4

Homo ADAMTS8 (21536392)
Mus 8 (6708110)

Fugu 8

Homo ADAMTSS (7768707)
Mus 5 (5923784)

Fugu 5

Ciona 15 (0100137065)
Homo ADAMTS1S5 (19171175)
Fugu 15

Homo ADAMTS9 (27463365)
Fugu 9

Homo ADAMTS20 (28460690)
Mus 20 (29500513)

Fugu 20

Ciona 9 (0100132719
Apis 9

Drosophila CG6107 (20151419)
Caenorhabditis gon-1 CEt13hl0

introns

AC Nicholson, SB Malik, JM Logsdon Jr,

1510 1520 1530 1540 1550

--I-GPSEEETL--DYSG-CLTHRPVEKEP---CNNQS---CPPQ-WVALDWSECTPKCG
-—-I-SAAVEETL--EDVH-CLTHRPIEQES---CNNQS---CPPK-WVTLDWSECTPKCG
--I-TQTEDEVV--DDRY-CTDRKPWSTGS---CGTEA---CPAR-WHTGDWSRCNPSCG
--V-SAAEEKAL--DDSA-CPQPRPPVLEA---CHGPT---CPPE-WAALDWSECTPSCG
—--V-SAAEEKAL--DDSA-CPQPRPPVLEA---CQGPM---CPPE-WATLDWSECTPSCG
--I-SVTEEKVL--DDSA-CSPLRPSLTEP---CNNHS---CPPE-WLALDWSECTPSCG
--R-VHYDSEPV--PASL-CPQPAPSSRQA---CNSQS---CPPA-WSAGPWAECSHTCG
--T-SQTDAHNL--SDAQ-CVQPAPARRQA---CNTHS---CPPV-WSTGPWSQCSRKCG
-——-RMNGDVYV--GESH-CNNKRKPPRTQQ--CMQTE---CPAY-WHTGEWSKCSRACG
-—-K-PFQKEEAV--LHSL-CPVSTPTQVQA---CNSHA---CPPQ-WSLGPWSQCSKTCG
—--V-TYQREEVV--AHSL-CPIISPAQVQP---CQTQT---CPPE-WSTGSWSQ------
--M-VSDEQ-AL--PPTD-CQHLLKPKTLLS--CNRDIL--CPSD-WTVGNWSECSVSCG
—--M-GSDEQ-AL--PATD-CQHLLKPKALVS--CNRDIL--CPSD-WTVGNWSECSVSCG
--V-LGEER-VL--HPVE-CKHLLKPKPLVP--CNRDVA--CGQD-WAVGVWGQCPVTCG
--V-GLDEQSAL--EPPA-CEHLPRPPTETP--CNRHVP--CPAT-WAVGNWSQCSVTCG
—-V-SAEEQKAL--PSRE-CEHVPKPASLSS--CNTHIP--CPAD-WTAGNWSK------
-QSISDDEQVVL--DSSR-CVASAKPIPIRK--CPPDAQQPCPV--WRTGPWSNCSVNCG
--L-ONGTHVAT--RPLY-CPGPRPRAAVQS---CEGQD---CLSI-WEASEWSQCSASCG
--L-SNGTLIRA--RERD-CIGPKPASAQR---CEGQD---CMTV-WEAGVWSECSVKCG
————————————————————————————————— CGDQP---CPAH-WWPGPWQFCPVTCR
--L-SNGTHKVM--PAKA-CAGDRPEARRP---CLRVP---CPAQ-WRLGAWSQCSATCG
-—Q-HNGTNKPV--HSKH-CTEDRPDTRRS---CNHTL---CPAQ-WRTGAWSQCSVTCG
--L-LDGTNRSV--HSKY-CMGDRPESRRP---CNRVP---CPAQ-WKTGPWSECSVTCG
--L-HDGTNRSV--HSKY-CSGEKPESRRP---CNRVP---CPAQ-WRTGAWSECSVTCG
—--NPDATTQLVS---AAM-CFGQVKLPTQKT--CTVSP---CPPK-WRTGAWTKCSKTCG
--L-HDNTTRSV--HAKH-CNDARPESRRA---CSREL---CPGR-WRAGPWSQCSVTCG
——-L-HNNTTRSV--HTKH-CNDHRPESRRA---CNREL---CPGR-WRAGSWSQCSVTCG
-—S-EDNTTRPI--HNKH-CNDNRPESRRA---CNRQP---CPTQ-WRVGPWSQCSVTCG
——Q—GSLLKTLP——PAR——CRAGAQQPAVALETCNPQP———CPAR—IEVSEPSSCTSAGG

--L-GGTVTQVQ--NSD--CPADKAPTSVER--CNLQH---CPAR-QOVSEPGECSAVCG
--D-GGVLSHES------- CDPLKKPKHFIDF-CTMAE---CS——=-—==———————=——
--D-GGVLSNES------- CDPLKKPKHYIDF-CTLTQ---CS-===—===——=———=——

--T-GKTVEPEK- -

--D-GKLSKG-—-—-——-~ CILSFRPSAFRP--CVVKK—=—C—======———————————
B e et e e T IWNSGSWGPCSRSCG
--G-GRLLARDQ---—--~ CNLHRKPQELDF~-~CVLRP—=—C—==—====———————————
-—K-GVNLPREH----—-~ CSWKRKPQELDL=~CYL—=—=—=—=————————————————
--S-RLDGKTEK--VDDGFCSSHPKPSNREK--CSGE----CNTGGWRYSAWTECSKSCD
--S-HADGETEK--VDDRFCSGQHKPDNKEG--CHGD----CNPGGWEYSPWSECSKSCG
--S-THEGQTVQ--VDDHYCGDQLKPPTQEL--CHGN----CVFTRWHYSEWSQCSRSCG
--S-VHKGQAVP--VGDQYCGDQLKPPSREP--CHGS----CVLTRWHYSEWSQCSRSCG
--S-LLKRQSER--VVASVCANATKPRTRES--CHGD----CPLKSWQYGAWSECSKTCG
--BRIHRSNHVVETVSDSLCP-QPKPGGVSS—-CEGD----CLSTRWT YGEWGECSRSCG
----LNSNHPPRA-TPPHSCAHLERPNETES--CMGP----CEDAHWS YGKWSACNATCG
--F-TNMQRSNT--VDMSYCKLKFDVAYHEE--CREG----C----WVLSEWSTCSKSCG
--E-GDRQTPAS--EHL--CDRNSKPSDIAS--CYID----CSGRKWNYGEWTSCSETCG
el R e e L D e DL L L L D] 86-—---- 87----
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[from analyses of phylogeny and gene organization. Contact: john-logsdon@uiowa.edu]

[Intron phases marked 0, @, B!
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[

mask

Homo ADAMTS6 (11131380)
Fugu 6

Ciona 6 (0100146470
Homo ADAMTS10 (17432918)
Mus 10 (27502095)

Fugu 10

Homo ADAMTS16 (21265061)
Mus 16 (21961374)

Fugu 16

Ciona 16 (0100138085)
Homo ADAMTS18 (21265067)
Fugu 18

Homo ADAMTS12 (13569928)
Mus 12 (27817773)

Fugu 12

Homo ADAMTS7 (11131377)
Fugu 7

Ciona 7 (genewise.34.12.1)
Homo ADAMTS17 (21265064)
Homo ADAMTS19 (19525737)
Drosophila dCG4096 (22831757)
Homo ADAMTS14 (29337086)
Fugu 14

Homo ADAMTS3 (2224673)
Fugu 3

Ciona 3 (0100146117
Homo ADAMTS2 (7656867)
Mus 2 (28204840)

Fugu 2

Homo ADAMTS13 (16306598)
Fugu 13

Homo ADAMTS1 (6525075)
Mus 1 (1813340)

Homo ADAMTS4 (12643637)
Mus 4 (26350615)

Fugu 4

Homo ADAMTS8 (21536392)
Mus 8 (6708110)

Fugu 8

Homo ADAMTSS5 (7768707)
Mus 5 (5923784)

Fugu 5

Ciona 15 (0100137065)
Homo ADAMTS1S5 (19171175)
Fugu 15

Homo ADAMTS9 (27463365)
Fugu 9

Homo ADAMTS20 (28460690)
Mus 20 (29500513)

Fugu 20

Ciona 9 (0100132719
Apis 9

Drosophila CG6107 (20151419)

Caenorhabditis gon-1 CEt13h10 (3879882)

introns

AC Nicholson, SB Malik, JM Logsdon Jr,

1570 1580 1590 1600 1610

P-GFKHRI----- VLCKSSDLSKTFPAAQ----CPEESKPPVRIR---CSLGR--CPPPR
P-GFKHRI----- ALCKSSDLAKTFPPAQ----CSSHSKPPVRVR---CSLGR--CPPPR
A-GWKTRV-———— VTCASANGDETYDDSQ--—--CDVNQKPTVKAH---CMGRA--CRAK-
P-GLRHRV----— VLCKSADHRATLPPAH----CSPAAKPPATMR---CNLRR--CPPAR
P-GLRHRV-----VLCKSADQRSTLPPGH----CLPAAKPPSTMR---CNLRR--CPPAR
P-GYRHRV-----VVCKSGESGDTLPESK----CPKHSRPTSRVR---CNLKR--CPP--
K-GWRKRA-----VACKSTNPSARAQLLPDAV-CTSEPKPRMHEA---CLLQR--CHKPK
S-GLRKRT----- VLCTSTKPGVETRTLP-DSLCAGLPKPGSQES---CFIKR--CQKLR
R-GVRNRH----- VRCRS—--GTRSLRNAR----CDRRVRPKSREP---CLVTY--CQRKY
R-GVRKRE CTSLPRPELQEG---CVLGR--CPKNS
G-GVRIRS CDVTRKPNSRAL---CGLQQ--CPSSR
G-GVRIRS--—---VTCAKNLNEP-- ——-CDKTRKPNSRAL---CGLQQ--CPFSR
G-GVRSRT-—-—---VTCAVAPKKT-- --CDPSTKPRSRSL---CALLS--CPNSG
E-GTQRRN---—--VLCTNDTGVP-— --CDEAQQPASEVT---CSLPL--CR-—-—
N-GLRHRR CNVKLKPRMHKK---C-—-——=—=————
K-GVWKRT CDASTRPRAEEA---CEDYSG-CYE--
K-GIRHRT CVLSTRPREAED---CEDYSK-CYV--

--CGHLQKPAEMEP---CESSLPICRTK-

--CEGDRPDTVQV----CSLPA--CG——--

--CEGEKPETVII----CKLIS--CP---
E-GTEVRQ----- VLCRAGDH----=—=—-—-——— CDGEKPESVRA----CQLPP--CNDEP
E-GVERRL----- VTCRIGDQ-—---————-———— CSREKPEAVRP----CRLGP--CHDEP
E-GIQQRR-—-—-—-— VICRSSNHSLTSNHE----— CPQPQPPDVRE—----CQLVA--CSVQS
N-GTQERP----— VPCRTADDSFGI-—---—--—— CQEERPETART----CRLGP--CP-RN
N-GTQERP----— VLCRTADDNEFGV-—=-—-———— CREERPETARI----CRLAP--CP-RN
N-GTQQRK-—---— ALCHTRDNTIGL------—-— CLDSKPDTIRV----CRLDP--CP--—

G-GTQRRR-——--AICVNTRNDVLDDSK-----CTHQEKVTIQR----CSEFP--CPQ--—
G-GTRRRG-——---— AACRKAAEADGDESK-—-—--— CSQRDKLTSQP----CNEFL--CPQ--
G-GERSRE-——--- SYCMNNFGHRLADNE-——--— CQELSRVTREN----CNEFS--CPS—--
G-GDKTRE-——--- SYCVNGFGHRLAESE-—-—--— CRELPRVVLEN----CNEFP--CPS—--
R-GSRSRE----- SYCMNDQGRRLADRE-——-— CSERQRVVAES----CNDQP--CPK--
G-GSQTRS-—----— SVCHDSRGIELNPTQ----- CEDNERVVSRT----CGNVA--CPQ--
G-GIQYRT--—--- ATCIDSNQRTVSEEN--—---— CMGQRKVLENA----CANDP--CPK--
T-GSQQRE-——--AHCYLHNSRVSDDL—-—--—— CNPRTKPHLNTLIGICNTES--CPTYT
SNGKMHRK-----SYCVDDSNRRVDESL-----CGREQKEATERE---CNRIP--CPR-—

E van Meir, 2004. Functional evolution of ADAMTS genes: evidence]

[from analyses of phylogeny and gene organization. Contact: john-logsdon@uiowa.edu]

[Intron phases marked 0, @, B!




[ 1630 1640 1650 1660 1670
[

mask e
Homo ADAMTS6 (11131380) ———mmmmmm——————— o WVTGDWGQ----CSAQCGLGQOMRTVQCLSYTGQASS
Fugu 6  mmmmm— WTPGEWGQ----CSAQCGLGQOMRTVQCLSYTGQPSN
Ciona 6 (0100146470)  —emm—mm————————— WVTYKWGQ-—---CSATCGRGTKRRRVVCIDPVTNRAS
Homo ADAMTS10 (17432918) == ——————m—mm———— o WVAGEWGE----CSAQCGVGQRQRSVRCTSHTGQASH
Mus 10 (27502095) - —-WVTSEWGE----CSTQCGLGQQQRTVRCTSHTGQPSR
Fugu 10 - ———-PLWVTGPWGECSAKCGLGQEMRSVQCLTHTGQLSN
Homo ADAMTS16 (21265061) KLO- -WLVSAWSQ----CSVTCERGTQKRFLKCAEKYVSGKY
Mus 16 (21961374) e e
Fugu 16 KVQ-—=—====—=——————————— WEVSTWQE-—————=—=—=—=—=——=—————— DTAGKY
Ciona 16 (0100138085) Q- WEITAWDQ----CSVTCGEGIQRRELKCSFKGRNGRY
Homo ADAMTS18 (21265067) RLOQ--——=====——=—=——————— WVASSWSE----CSATCGLGVRKREMKCSEKGFQGKL
Fugu 18 e e
Homo ADAMTS12 (13569928) RVLKPNKGTISNGKNPPTLKPVPPPTSRPRMLTTPTGPESMSTSTPAISSPSPTTASKEG
Mus 12 (27817773) RVLKPHKDIAPSGKNQSTAEHDPFKPIPAPTSRPTPLSTPTVPESMSTSTPTINSLGSTI
Fugu 12 e LORRPGPLPKYRSIYPPRNQPTRQP
Homo ADAMTS7 (11131377) il -WPLGTLGPEGSGSGSSSHELFNEADFIPHHLAPRPSP
Fugu 7 e e
Ciona 7 (genewise.34.12.1) = So s oo
Homo ADAMTS17 (21265064) === ————mm—m————— o WKTGDWST----CSSTCGKGLQSRVVQCMHKVTGRHG
Homo ADAMTS19 (19525737) —=—mmmmmm————————— o WRMGDWSK----CSITCGKGMQSRVIQCMHKITGRHG
Drosophila dCG4096 (22831757) S e e
Homo ADAMTS14 (29337086) GNHQNSTVRADV-- —-WELVTPEGOQWVPQSGPLHPIYKISSTEPCTGDRSVEC
Fugu 14 e e
Homo ADAMTS3 (2224673)  mm e CLGDKSIF-=====—===—
Fugu 3 S e CYGDKSIFCQMEVLARYC
Ciona 3 (0100146117) TETCVKER-——————=———————— WLEFCRYGIQHCGIREYQKLCCLSC-—=—=—=—=————
Homo ADAMTS2 (7656867) ISDPSKKSYVVQ-—————————— WLSRPDPDSPIRKISSKGHCQGDKSIFCRMEVLSRY -
Mus 2 (28204840) GSDPSKKSYVVQ-—————————— WLSRPDPDSPIQKISSKDQCQGDKSMFCRMEVLSRY -
Fugu 2 e e
Homo ADAMTS13 (16306598) GHLDATSAGEKAPSPWGSIRTGAQAAHVWTPAAGSCSVSCGRGLMELRFLCMDSALRVPV
Fugu 13 ESTGQSLPDTKQD-—-————-————— PVYVWSPIISKCSKTCGNGTLQLWESCVDHQTRLGV

Homo ADAMTS1 (6525075)
Mus 1 (1813340)

Homo ADAMTS4 (12643637)
Mus 4 (26350615)

Fugu 4

Homo ADAMTS8 (21536392)
Mus 8 (6708110)

Fugu 8

Homo ADAMTSS5 (7768707)
Mus 5 (5923784)

Fugu 5

Ciona 15 (0100137065)
Homo ADAMTS1S5 (19171175)
Fugu 15

Homo ADAMTS9 (27463365) —-WKSGDWSE----CLVTCGKGHKHRQVWCQFGEDRLND
Fugu 9  mmmm—m— WKTGDWSE-—---CLVTCGKGYKHRQTWCQFGEDRLDD
Homo ADAMTS20 (28460690) === —————m—mmm——— o WAASEWSE-—---CLVTCGKGTKQRQVWCQLNVDHLSD
Mus 20 (29500513)  mmmmmm—————— WATSEWSE-—---CPVTCGKGMKQRQVWCQLSEDPMRD
Fugu 20  mmmm—— WSPGEWSE----CLVTCGKGVRHRQVSCSASTEEKLS
Ciona 9 (0100132719 e mmmm—————— WVVSAFSP----CMATCGSGVRHRRVWCAIRGVVRPN
Apis 9  mmmmm——— WTEFKNWSN----CSVTCGIGKQYSRYACHIENRVVPD
Drosophila CG6107 (20151419) KSPNALAVSN-- —--WVIGEWGE----CNEWCEKTRSVS—---CSHPYGIG--
Caenorhabditis gon-1 CEt13h10 (3879882) W -—-———=—-——- --WVYGHWSE----CSRSCDGGVKMRHAQCLDAADRETH

introns e
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[from analyses of phylogeny and gene organization. Contact: john-logsdon@uiowa.edu]
[Intron phases marked 0, @, B!




[ 1690 1700 1710 1720 1730 1740]

[

mask

Homo ADAMTS6 (11131380)
Fugu 6

Ciona 6 (0100146470
Homo ADAMTS10 (17432918)
Mus 10 (27502095)

Fugu 10

Homo ADAMTS16 (21265061)
Mus 16 (21961374)

Fugu 16 RELTDKK-CHHVPKPAVELQRPCVLKECPVR-—-=-—=—-=—-—— TTPALHRWSPYHHTFPQPL
Ciona 16 (0100138085) RPVVARR-CRRARRPEVSLEKTCTLSTCPSPRPR-—-—-—-—-—-—--— WIVGTWQKCSVSCGGGL
Homo ADAMTS18 (21265067) ITFPERR-CRNIKKPNLDLEETCNRRACPAHPVYNMVAG----WYSLPWQQCTVTCGGGV
Fugu 18 e e
Homo ADAMTS12 (13569928) DLGGKQWQDSSTQPELSSRYLISTGSTSQPILTSQSLSIQPSEENVSSSDTGPTSEG--—
Mus 12 (27817773) ASQEDANGMGWONNSTQAEEGSHEPTSSGSTSQVPVTSWSLSIQPDDENVSSSAIGPTSE
Fugu 12 POSTRDPRSAATSATPTTSVIVMKTTAEE-——————————————————————————————
Homo ADAMTS7 (11131377) ASSPKPG-TMGNAIEEEAPELDLPGPVEVDDEYYDYNFINFHEDLSYGPSEEPDLDLAGT
Fugu 7

Ciona 7 (genewise.34.12.1)
Homo ADAMTS17 (21265064)

Homo ADAMTS19 (19525737)
Drosophila dCG4096 (22831757)
Homo ADAMTS14 (29337086)

Fugu 14

Homo ADAMTS3 (2224673) COMEVLARYCSIPGYNKLCCE
Fugu 3 SIPG-mmmmm YNKLCCDSCSRRSGTLS
Ciona 3 (0100146117) o mm oo
Homo ADAMTS2 (7656867) SCKS-CNLYNNLTNV-EGRIEPPPGKHNDIDVFMPTLP

Mus 2 (28204840)  —m—————= CSIPSYNKL----- CCKS-CNPPRNLSNTEDGGVEPPPGKHNDIDVEMPTLP
Fugu 2 e
Homo ADAMTS13 (16306598) QEEL----CGLASKPGSRREV-CQAVPCPA--- RWQYKLA-ACSVSCGRGV
Fugu 13 EDLYCDASTKPPPQSESCSTSPCPPTWRFKQG-——-——-————————————— ACSVTCGGGL

Homo ADAMTS1 (6525075)
Mus 1 (1813340)

Homo ADAMTS4 (12643637)
Mus 4 (26350615)

Fugu 4

Homo ADAMTS8 (21536392)
Mus 8 (6708110)

Fugu 8

Homo ADAMTSS (7768707)
Mus 5 (5923784)

Fugu 5

Ciona 15 (0100137065)
Homo ADAMTS1S5 (19171175)

Fugu 15

Homo ADAMTS9 (27463365) ~WQAGPWGQCSVTCGQGY
FUgu 9 ... RLCGSPKPESVQTCQQQECAS—==—=====————————————— WQVGPWGQCTTSCGPGY
Homo ADAMTS20 (28460690) = GF------CNSSTKPESLSP--CELHTCAS-—-—————————— WQVGPWGPCTTTCGHGY
Mus 20 (29500513)  GF------CNASTKPESLRP--CELRACAS---—--——===——~ WHVGPWGSCTATCGHGY
fugp 20 ... DR-------FCDPSRKPPTVGNCELPECAS---—-——-—————— WKVGAWGECGVTCGHGE
Ciona 9 (0100132719  NE------CSRQRKPPTTTL--CSNHDCPT---=---———=——~ WSYDNWGPCSVTCGEGT
Apis 9 . NY------CGKPPLEITQA---CNSGPCEQ-----—--——-—-—-— WHKGDWSACSVTCGEGI
Drosophila CG6107 (20151419) = —-=-—--—---CGSRKPKDVRK---CCHIKYTS-=-=-=——-———-———— DWTDCSVQCGEGV
Caenorhabditis gon-1 CEt13h10 (3879882) -WQFGVWSDCSAKCGDGV

introns e
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[from analyses of phylogeny and gene organization. Contact: john-logsdon@uiowa.edu]
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[

mask e
Homo ADAMTS6 (11131380) LKFKFCSRAYFROMCCKTCQGH-—-=-—=—=-———————————————————————————————
Fugu 6 LKFKFCSRAYFROMCCKTCQGH-—-=-—=-————-—————————————————————————————
Ciona 6 (0100146470) LOFHYCNRAYFRKACCATCSK-——————————————————————————————————————
Homo ADAMTS10 (17432918) LKFQFCSRAYFROMCCKTCQGH-—=-—=-—=-———————————————————————————————
Mus 10 (27502095) LKFQFCSRAYFRQMCCKTCQGR—

Fugu 10 LRFKFCSRPYFROMCCKTCQGH-—=-=—==———=—=——————————————

Homo ADAMTS16 (21265061) QTRSVQCLAGGRPASG———-———-——

Mus 16 (21961374) e e
Fugu 16 PHPPPPAEWRSSPWSQ-————————————————————————————————————————— ——
Ciona 16 (0100138085) OMRAVRCLQFGRPSHSCSISSKAPNKRA-CN-TYKCRKKIQTA-CEDTFKWCYLVP---Q
Homo ADAMTS18 (21265067) QTRSVHCVQQGRPSSS———————— CLLH-QK-PPVLRACNTNF-CP-—-—==————————
Fugu 18 e e
Homo ADAMTS12 (13569928) -GLVATTTSGSGLSSSRNPITWPVTPEFY-NT-LTKGPEMEIHS-GSGEEREQPEDK---D
Mus 12 (27817773) GDFWATTTSDSGLSSSDA-MTWQVTPFY-ST-MTTDPEVEIHS-GSGEDSDQPLNK---D
Fugu 12 e - -
Homo ADAMTS7 (11131377) GDRTPPPHSRPAAPSTGSPVPATEPPAA-KE-EGVLGPWSPSP-WPSQAGRSPPPP---S
Fugu 7

Ciona 7 (genewise.34.12.1)
Homo ADAMTS17 (21265064)

Homo ADAMTS19 (19525737)
Drosophila dCG4096 (22831757)
Homo ADAMTS14 (29337086)

Fugu 14

Homo ADAMTS3 (2224673) SCSKRSSTLPPPYLLEAAETHDDVISNP-SD-LPRSLVMPTSL-VPYHSETPAKKM---S
Fugu 3 MFAEAAETEEDLRFGSASQLLETLTAS-————————————————————————————————
Ciona 3 (0100146117) ST -
Homo ADAMTS2 (7656867) VPTVAMEVRPSPSTPLEVPLNASSTNAT-ED-HPETNAVDEPY-KIHGLEDEVQPP---N
Mus 2 (28204840) GPTVATQVQPSPGPPLEAPLNVSSTNAT-ED-HPETNAVDVPY-KIHGVDEEVPSP---N
Fugu 2 e e
Homo ADAMTS13 (16306598) VRRILYCARAHGEDDGEEILLDTQCQGL-PR-PEPQEACSLEP-CPPRWKVMSLGP---C
Fugu 13 ANRVLYCGREAGGEEEEVLE-DSDCSHS-VK-PTAVVSCNGHS-CPARWKVSRTSP---C

Homo ADAMTS1 (6525075)
Mus 1 (1813340)

Homo ADAMTS4 (12643637)
Mus 4 (26350615)

Fugu 4

Homo ADAMTS8 (21536392)
Mus 8 (6708110)

Fugu 8

Homo ADAMTSS (7768707)
Mus 5 (5923784)

Fugu 5

Ciona 15 (0100137065)
Homo ADAMTS1S5 (19171175)

Fugu 15

Homo ADAMTSY9 (27463365) QLRAVKCIIGTYMSVVDDND----CNAA-TR-PTDTQ-CSAT--CGKGTRMRYVSCRDEN
Fugu 9 OMRAVKCVVGPYGSVVDDTE----CNAA-TR-PTETQ-CSAS--CGKGTRMRYVSCRD-N
Homo ADAMTS20 (28460690) QOMRDVKCVNELASAVLEDTE----CHEA-SR-PSDRQ-CSVS—--CGRGTQARYVSCRDAL
Mus 20 (29500513) OMRAVKCISEIFGTMLDDRE----CPQA-SR-PSDRQDCILAP-CLAIPEVGATSL—--—
Fugu 20 OMRAVRCVSGSYGDRVDDRE—----CNAA-VR-PRDSQ-CSVS—--CGKGKRARYVSCRDAR
Ciona 9 (0100132719) SVRLYRCVDHASTAVDDGL--—-— CNTALLR-PDTRA-CYAQRACDVSRISRTYDNDGEFP
Apis 9 KRRKVICKTLDGITSNK-—-———--— CSA--SNKPDNITACILKS-CPTVNVTPIKYSSDPP
Drosophila CG6107 (20151419) KRKKQSCTRVYKPDVPGTRKRRVYV----DE-S-YCISRKVHR-PKLRTTTKS-CR---1
Caenorhabditis gon-1 CEt13h10 (3879882) QYRDANCTDRHRSVLPEHR CLKM-EK-IIT-KPCHRES-CPKYKLGEWSQ----C
introns e
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mask

Homo ADAMTS6 (11131380)
Fugu 6

Ciona 6 (0100146470
Homo ADAMTS10 (17432918)
Mus 10 (27502095)

Fugu 10

Homo ADAMTS16 (21265061)
Mus 16 (21961374)

Fugu 16

Ciona 16 (0100138085)
Homo ADAMTS18 (21265067)

Fugu 18

Homo ADAMTS12 (13569928) ESNPVIWTKIRVPGN--DAPV-E----STEMPLAPPLTPDLSRESWWPPFSTVMEGLLPS
Mus 12 (27817773) KSNSVIWNKIGVPEH--DAPM-ET---DAELPLGPPPTSYMGEEPSWPPFSTKMEGSLPA
Fugu 12

Homo ADAMTS7 (11131377)

Fugu 7

Ciona 7 (genewise.34.12.1)
Homo ADAMTS17 (21265064)

Homo ADAMTS19 (19525737)
Drosophila dCG4096 (22831757)
Homo ADAMTS14 (29337086)

Fugu 14

Homo ADAMTS3 (2224673)

Fugu 3

Ciona 3 (0100146117

Homo ADAMTS2 (7656867) LIPRRPSPYEKTRNQ--RIQE-LI---DEMRKKEMLGKF-—-——-—-—-————-———————————
Mus 2 (28204840) LIPRRPSLYVKTRNQ--RIQE-LI---NAVQRKEKPGKF-—-———-—-———————————————
Fugu 2 e e
Homo ADAMTS13 (16306598) SASCGLGTARRSVAC--VQLD-QG---QDVEVDEAACAALVRPEASVPCLIADCTYRWHV
Fugu 13 SASCDLGIAQRAVSC--VRFI-NG---TESAVAEEKCHAGVKPATSVPCLVQVCTFRWEV

Homo ADAMTS1 (6525075)
Mus 1 (1813340)

Homo ADAMTS4 (12643637)
Mus 4 (26350615)

Fugu 4

Homo ADAMTS8 (21536392)
Mus 8 (6708110)

Fugu 8

Homo ADAMTSS (7768707)
Mus 5 (5923784)

Fugu 5

Ciona 15 (0100137065)
Homo ADAMTS1S5 (19171175)

Fugu 15

Homo ADAMTSY9 (27463365) -GS—---VADESAC-ATLPRPVAKEE-CSVTPCGQWKALDW-—

Fugu 9 QGG---VADESAC-AHLPKPPAREV-CSVVACGQWKVLEN-—-—-=-—=—=—=—=—=—=————
Homo ADAMTS20 (28460690) -DR---IADESYC-AHLPRPAEIWD-C-FTPCGEWQAGDW-—————=—=—=——————————
Mus 20 (295005123) mmmm———————————— PAIPLGRA-—--——— AQWRHGSWTPCSVSCGRGSQARYVSCRD
Fugu 20 GGVA-——-- DESQCTHLPRPPELST-C-FSPCGKWRAGEWSPCSVTCGVGKMTRHVDCSN
Ciona 9 (0100132719) SI-————— = NARWRTGSWTPCSSSCGSGVRERYVSCRL
Apis 9 YEIPSQODNEVHDITFHYGYKWHTETQKCSKPCIKGYMNTTVKCVSIETGIVAPDRYCDN
Drosophila CG6107 (20151419) NCK--WNASDWRRCPADCSEE-YQ---TRDVRCESFQGDGVEDKHCDAKKRPSKRRICNN
Caenorhabditis gon-1 CEt13h10 (3879882) SVSCEDGWSSRRVSC--VSGN-GT---EVDMSLC-GTASDRPASHQTCNLGTCPF--WRN
introns e
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mask

Homo ADAMTS6 (11131380)
Fugu 6

Ciona 6 (0100146470
Homo ADAMTS10 (17432918)
Mus 10 (27502095)

Fugu 10

Homo ADAMTS16 (21265061)
Mus 16 (21961374)

Fugu 16

Ciona 16 (0100138085)
Homo ADAMTS18 (21265067)

Fugu 18

Homo ADAMTS12 (13569928) Q-RPTTSE-TGTPRVEGMVTEKPANTLLP-LGGDHQPEPSGKTANRNHLKLPNNMNQTKS
Mus 12 (27817773) W-SFKNET-PRDDGMIAEKSRKIPLPLAG-DH---HPATSEKLENHDKLALPNTTNPTQG
Fugu 12

Homo ADAMTS7 (11131377)

Fugu 7

Ciona 7 (genewise.34.12.1)
Homo ADAMTS17 (21265064)
Homo ADAMTS19 (19525737)
Drosophila dCG4096 (22831757)
Homo ADAMTS14 (29337086)
Fugu 14

Homo ADAMTS3 (2224673)
Fugu 3

Ciona 3 (0100146117

Homo ADAMTS2 (7656867)

Mus 2 (28204840)

Fugu 2
Homo ADAMTS13 (16306598) G-TWMECS-VSCGDGIQRRRDTCLGPQAQ-APVPADFCQHLPKPVTVRGCWAGPCVGQGT
Fugu 13 K-PWSQCS-VSCGYGIQSRAVSCMGPSHP-QPLSPMLCMHMPKPITIQSCSTGSCSEERP

Homo ADAMTS1 (6525075)
Mus 1 (1813340)

Homo ADAMTS4 (12643637)
Mus 4 (26350615)

Fugu 4

Homo ADAMTS8 (21536392)
Mus 8 (6708110)

Fugu 8

Homo ADAMTSS (7768707)
Mus 5 (5923784)

Fugu 5

Ciona 15 (0100137065)
Homo ADAMTS1S5 (19171175)

Fugu 15

Homo ADAMTSY9 (27463365) ———-SSCS-VTCGQGRATRQVMCVNYSDH-VIDRSECDQDYIPETDQDCSMSPCPQRTPD
Fugu 9 ————-TACS-VTCGQGKTTRQVLCVNFSDQ-EVNASECDPDDRPATEQDCAMSQCPSRSSE
Homo ADAMTS20 (28460690) ———-SPCS-ASCGHGKTTRQVLCMNYHQP-IDENY-CDPEVRPLMEQECSLAACPPAHSH
Mus 20 (29500513) AHDEVADESNCAHLPRPAAVSLCFEFSPCGEWQAGYWSPCSASCGHGKTTRRVLCVNYHQLV
Fugu 20 YHQSVDPSFCDPDEKPATEQECIAAPCPSVYRRQRINDQPY--——-——-—————————————
Ciona 9 (0100132719) IRSDVVAPEEECGSSESRPAARETCEDSPCHGTWRTGVWTECSVSCDGGTRTRYVRCLYN
Apis 9 EKKPSTEIPCNRFHCPIWITSDWGQFGSNENVLQCSKSCGTGLQRRRVECTMRRGNHGPE
Drosophila CG6107 (20151419) C-VRRQSR-VISQCNCEGVEKRRDFCFNS-HKGRIACPTRARVER-HSCTPPPHCRRRSA
Caenorhabditis gon-1 CEt13h10 (3879882) T-DWSACS-VSCGIGHRERTTECIYREQS-VDASF-CGDTKMPETSQTCHLLPCTS-———
introns
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mask

Homo ADAMTS6 (11131380)
Fugu 6

Ciona 6 (0100146470
Homo ADAMTS10 (17432918)
Mus 10 (27502095)

Fugu 10

Homo ADAMTS16 (21265061)
Mus 16 (21961374)

Fugu 16

Ciona 16 (0100138085)
Homo ADAMTS18 (21265067)

Fugu 18

Homo ADAMTS12 (13569928) SEPVLTEEDATSLITEGFLLNASN-————-—— YKQLTNGHGSAHWI--VGNWSECSTTCGL
Mus 12 (27817773) FGPVLTEEDASNLIAEGFLLNASD--—-——-— YKHLMKDHSPAYWI--VGNWSKCSTTCGL
Fugu 12

Homo ADAMTS7 (11131377)

Fugu 7

Ciona 7 (genewise.34.12.1)
Homo ADAMTS17 (21265064)
Homo ADAMTS19 (19525737)
Drosophila dCG4096 (22831757)
Homo ADAMTS14 (29337086)
Fugu 14

Homo ADAMTS3 (2224673)
Fugu 3

Ciona 3 (0100146117

Homo ADAMTS2 (7656867)

Mus 2 (28204840)

Fugu 2
Homo ADAMTS13 (16306598) PSLVPHEEAAAPGRTTATPAGASL-~-~-~--~ EWSQARGLLFSPAP--QPRRLLPGPQENS
Fugu 13 SHAGTPLQPTARTAPPGPTEASTV-~-----~ LONLTTPIPVTKMS--QCPESTFGNRTVL

Homo ADAMTS1 (6525075)
Mus 1 (1813340)

Homo ADAMTS4 (12643637)
Mus 4 (26350615)

Fugu 4

Homo ADAMTS8 (21536392)
Mus 8 (6708110)

Fugu 8

Homo ADAMTSS (7768707)
Mus 5 (5923784)

Fugu 5

Ciona 15 (0100137065)
Homo ADAMTS1S5 (19171175)

Fugu 15

Homo ADAMTS9 (27463365) SGLAQHPFQNEDYRPRSAS—==========—=—~ PSRTHVLGGNQ--WRTGPWGACSSTC
Fugu 9 PRPFPSSPNTSARNNLPHN- === == == = —m o m e m oo o e
Homo ADAMTS20 (28460690) FPSSPVQPSYYLSTNLPLTQKLED--=-=-=~ NENQVVHPSVRGNQ--WRTGPWGSCSSSC
Mus 20 (29500513) DESYCDPEGRPVTEQECSLAACPPLYSRAPSSSEQPSHVPSRNVPLTHKPGENQDQGAQL
Fugu 20 e e
Ciona 9 (0100132719) GRYQDDGQHCLPQDKPSEDEICSSAPCPTTTTTTTSTTTTTSTTTSTTTSATTTTATTTT
Apis 9 VTVRDEHCSRLGLRKPRSQRPCRRIACNYIWQEGPWSEKIVTHQQ-——————————————
Drosophila CG6107 (20151419) IGSSISSRPRGTGVSSSRSLNSIG-—-——-—-—-— GSRNRGTPRSCADL--KEMHGYNKDGNYQ
Caenorhabditis gon-1 CEt13h10 (3879882) @ —————————————————————— WKPSHWSPCSVTC
introns e
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Homo ADAMTS6
Fugu 6

(11131380)

Ciona 6 (0100146470)

Homo ADAMTS10

(17432918)

Mus 10 (27502095)

Fugu 10

Homo ADAMTS16

(21265061)

Mus 16 (21961374)

Fugu 16

Ciona 16 (0100138085)

Homo ADAMTS18

Fugu 18

Homo ADAMTS12

(21265067)

(13569928)

Mus 12 (27817773)

Fugu 12
Homo ADAMTS7
Fugu 7

(11131377)

Ciona 7 (genewise.34.12.1)

Homo ADAMTS17
Homo ADAMTS19

(21265064)
(19525737)

Drosophila dCG4096 (22831757)

Homo ADAMTS14

Fugu 14
Homo ADAMTS3
Fugu 3

(29337086)

(2224673)

Ciona 3 (0100146117)

Homo ADAMTS2

(7656867)

Mus 2 (28204840)

Fugu 2

Homo ADAMTS13

Fugu 13
Homo ADAMTS1

(16306598)

(6525075)

Mus 1 (1813340)

Homo ADAMTS4

(12643637)

Mus 4 (26350615)

Fugu 4
Homo ADAMTSS8

(21536392)

Mus 8 (6708110)

Fugu 8
Homo ADAMTSS

(7768707)

Mus 5 (5923784)

Fugu 5

Ciona 15 (0100137065)

Homo ADAMTS15

Fugu 15
Homo ADAMTS9
Fugu 9

Homo ADAMTS20

(19171175)

(27463365)

(28460690)

Mus 20 (29500513)

Fugu 20

Ciona 9 (0100132719)

Apis 9

Drosophila CG6107 (20151419)

Caenorhabditis gon-1 CEt13hl0

introns
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GAYWKRVECTTQMDSDCAAIQRPDPAKRCHLRPCAGWKVGNWSKCSRNCSGGFKIREIQC
GAYWRSVECSSGVDADCTTIQRPDPAKKCHLRPCAGWRVGNWSKCSRNCSGGFKIREVQC

VQSSACGRQHLEPTGTIDMRGPGQADCAVAIGRPLGEVVTLRVLESSLNCSAGDMLLLWG
LRONRFILLALGLTRSMWAPSPAAIRHCGPEG

AGGSQRRVVVCQDENGYTAND---CVERIKPDEQRACESGPCPQ

SGGLQHRAVVCQDENGQSASY---CDAASKPPELQQCGPGPCPQ
SIRGNQWRTGPWGACSRSCAGGLQHRAVVCQODEDGRSATSCDGSSKPPESRHCGSGPCPH

LEVRSRMVHIYCHGMNSRTPQEYVNVDPQENYSIYYEYRTKQTNSCPPESRGHEYYNDQN
GSGIQTRSVSCTRGSEGTIVDEYFCDRNTRPRLKKTCEKDTCDGPRVLOKLQADVPPIRW
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mask

Homo ADAMTS6 (11131380)
Fugu 6

Ciona 6 (0100146470
Homo ADAMTS10 (17432918)
Mus 10 (27502095)

Fugu 10

Homo ADAMTS16 (21265061)
Mus 16 (21961374)

Fugu 16

Ciona 16 (0100138085)
Homo ADAMTS18 (21265067)

Fugu 18

Homo ADAMTS12 (13569928) VDSRD-HRNLRPFHCQFLAGIPPPLSMSCNPEPCEAWQV-EPWSQCSRSCGGGVQERGVFEF
Mus 12 (27817773) MDSLDHHRSLRPFHCQFLAGAPPPLSMSCNLEPCGEWQV-EPWSQCSRSCGGGVQERGVS
Fugu 12

Homo ADAMTS7 (11131377)

Fugu 7

Ciona 7 (genewise.34.12.1)
Homo ADAMTS17 (21265064)
Homo ADAMTS19 (19525737)
Drosophila dCG4096 (22831757)
Homo ADAMTS14 (29337086)
Fugu 14

Homo ADAMTS3 (2224673)
Fugu 3

Ciona 3 (0100146117
Homo ADAMTS2 (7656867)
Mus 2 (28204840)

Fugu 2

Homo ADAMTS13 (16306598)
Fugu 13

Homo ADAMTS1 (6525075)
Mus 1 (1813340)

Homo ADAMTS4 (12643637)
Mus 4 (26350615)

Fugu 4

Homo ADAMTS8 (21536392)
Mus 8 (6708110)

Fugu 8

Homo ADAMTSS (7768707)
Mus 5 (5923784)

Fugu 5

Ciona 15 (0100137065)
Homo ADAMTS1S5 (19171175)

Fugu 15

Homo ADAMTSY9 (27463365) AYGNWGECTKLCGGGIRTRLVVCQRSNGERFPDLSCEIL-DKPPDREQCNTHACPHDAAW
Fugu 9 RTGPWGACTKPCGGGIKTRLVVCQRPNGERFNDLSCEIH-DKPPDREQCNTQPCPSNPHW
Homo ADAMTS20 (28460690) NYGNWGECSQTCGGGIKSRLVICQFPNGQILEDHNCEIV-NKPPSVIQCHMHACPADVSW
Mus 20 (29500513) WNYGDWGECTQTCGGGVKSREVICQFPNGOMTQEHSCELPKPPSMMQCHLHACPEDVSWY
Fugu 20 e e
Ciona 9 (0100132719) PSIQLCNADACPRWKRGRWGKCSKTCNGGRRLRNVYCVMSDGRSTYKHRCNVILKPVEIE
Apis 9 S
Drosophila CG6107 (20151419) SGRTHFRKLRLNITDLRIMDNDFKFADSRGLAQKLGSAG-DCYNRIGQCPQGDFSINMKD
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