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	Nonsmokers
	Smokers
	GXE interaction

	Chr
	Gene
	SNP
	Pathway
	Allele*
	RR (95% CI)
	RR (95% CI)
	p-value
	BFDP†

	4
	RFC1
	rs13123782
	DNA Synthesis/repair
	A/C
	0.94 (0.79, 1.11)
	1.60 (1.18, 2.18)
	1.92×10-03
	0.64

	4
	RFC1
	rs6531712
	DNA Synthesis/repair
	T/A
	0.91 (0.77, 1.08)
	1.49 (1.08, 2.05)
	5.47×10-03
	0.76

	6
	GSTA4
	rs2397135
	Glutathione
	A/C
	0.92 (0.76, 1.11)
	1.74 (1.21, 2.49)
	1.68×10-03
	0.68

	6
	GSTA4
	rs182623
	Glutathione
	A/T
	0.95 (0.79, 1.14)
	1.70 (1.19, 2.43)
	3.63×10-03
	0.76

	6
	GSTA1
	rs9474321
	Glutathione
	G/A
	0.91 (0.76, 1.08)
	1.51 (1.10, 2.08)
	5.06×10-03
	0.76

	6
	GSTA2
	rs4715318
	Glutathione
	A/G
	0.88 (0.73, 1.06)
	1.50 (1.07, 2.08)
	4.65×10-03
	0.76

	
	
	
	
	
	
	
	
	

	Fetal effects
	
	
	
	
	
	

	
	
	
	
	
	Nonsmokers
	Smokers
	GXE interaction

	Chr
	Gene
	SNP
	Pathway
	Allele
	RR (95% CI)
	RR (95% CI)
	p-value
	BFDP‡

	6
	GCLC
	rs7742367
	Glutathione
	G/A
	1.14 (0.93, 1.40)
	2.12 (1.48, 3.04)
	2.15×10-03
	0.71

	6
	GCLC
	rs10948751
	Glutathione
	C/A
	1.15 (0.94, 1.41)
	2.03 (1.42, 2.91)
	4.69×10-03
	0.78

	6
	GCLC
	rs2284650
	Glutathione
	G/A
	0.83 (0.61, 1.12)
	2.58 (1.47, 4.53)
	4.30×10-04
	0.79

	4
	RFC1
	rs11727502
	DNA Synthesis/repair
	C/A
	0.90 (0.76, 1.08)
	1.50 (1.08, 2.08)
	5.27×10-03
	0.76

	7
	NOS3
	rs10277237
	Glutathione
	A/G
	0.91 (0.74, 1.11)
	1.59 (1.11, 2.29)
	5.70×10-03
	0.79


Chr: chromosome; RR: relative risk; CI: confidence interval
* Allele is presented as minor/major allele in our study sample; major allele is the reference allele.
† Interactive BFDP was based on the test for the hypothesis whether there was a significant interaction between maternal SNP and tobacco use on the risk of disease. 
‡ Interactive BFDP was based on the test for the hypothesis there was a significant interaction between fetal SNP and maternal tobacco use on the risk of disease. 



