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	Primer
	Sequence*

	oLH013
	CTTCTGCAGCAGTACAGTGAAGTCATCAGCAC

	oLH014
	CGGGTCGACACGTTATTTGTCATCTTTTTTCTC

	oLH017
	GTACGGCCGCTGATTTGAAGTTTGAGAAGCTTG

	oLH018
	GTAGTCGACGATTACACCGCCAAATG

	oLH019
	GTAGGATCCTCATCCCCTTCCTTTTATTATG

	oLH020
	GCTGAATTCACTTATTTTTAGAACGTCATTATTATAAAAAC

	oLH021
	CTAGCATGCACTTATTTTTAGAACGTCATTATTATAAAAAC

	oLH022
	GCTGAATTCTCTATGTAAGGGTGATCCTAAATGTATATTG

	oLH023
	GCATCTAGATTCAGCCTCGACAGATTGTG

	oLH024
	GTTGAATTCATTATGAAAGGATCTGGTTGAATG

	oLH025
	CGTTCTAGAAATCATCATAGGATTCAGCATC

	oLH026
	CTTGAATTCACATGAAGCGCAGGTCATC

	oLH027
	GGTTCTAGACGTCACCCTCATTTGCG

	oLH028
	GATGCATGCTGCTGAAAGGGAGAGTGCTAG

	oLH029
	CGGTCTAGACATGACATTCTGGAATTCAGATTC

	oLH030
	CATGAATTCTCTCATCCCCTTCCTTTTATTATG

	oLH031
	CTAGGATCCAGCCTAAATATGGGCTAATTCAC

	oLH033
	GTACGGCCGCGCAACCTCTGACATTGG

	oLH034
	CTCGTCGACTTTCTTAATCAAACAAAGAATTTTCC

	oLH035
	GCATCTAGAGGCTAATTCACTTATTTTTAGAACGTC

	oLH044
	CGCAAGCTTACATAAGGAGGAACTACTATGTATATTGATATTACAATAG

	oLH045
	GCGGCTAGCTCACAAGTCCTCTTCAGAAATGAGCTTTTGCTCTAATATTTCAAGCCG

	oLH052
	CTTGAATTCGCAGCATGGAAAAGG

	oLH053
	GCATCTAGACGCCTTCTTGTTTTCCTGC

	oLH067
	AGATAACATATGGCAGGATTAATTCGTGTCAC

	oLH068
	ATTGGATCCATACTGTTATCCGCGGATTTG

	oLH097
	GTACGGCGGGATTATTCGGAGAATGAAGAG

	oLH098
	CTTGTCGACGATCACCCTTACATAGAAAGAGC

	oLH099
	GTTCGGCGGTAATTCGTGTCACACCCG

	oLH100
	CATGTCGACAGATCCTTTCATAATATTTCAAGC

	oLH157
	CGCAAGCTTACATAAGGAGGAACTACTATGGCAGGATTAATTCGT

	oLH158
	GCGGCTAGCTTATCCGCGGATTTGATTTG

	oLH159
	GCCGGCGTCGACACATAAGGAGGAACTACTATGTTGAGTCTATTATGGGTT

	oLH160
	TATCGCGCTAGCTCACAAGTCCTCTTCAGAAATGAGCTTTTGCTCTCTAGCACTCTCCCTTTC

	oLH161
	GCCGGCGTCGACACATAAGGAGGAACTACTATGTCAGGTGAACAAAAATCA

	oLH162
	CGCGCTAGCTCACAAGTCCTCTTCAGAAATGAGCTTTTGCTCTTTGTCATCTTTTTTCTC

	oLH163
	GTACGGCCGCTGTTTGACTCGATTGACCG

	oLH164
	CGGGTCGACTAGCACTCTCCCTTTCAGCAG

	oLH165
	GATGAATTCGAAAAGGGGATCATGATTTGTATG

	oLH166
	CGCTCTAGACCGTTATTATTGTACGGCACC

	oLH167
	GTACGGCCGTGATCAGCAGTCTGTTAATCGG

	oLH168
	CGGGTCGACAAATCATGATCCCCTTTTCC

	oLH169
	GATGAATTCTAACGGAAAAGGAGGTTTCC

	oLH170
	CGCTCTAGACGTAAACATGTCGAGCCC

	oLH172
	GTACGGCCGCATACCCTCTGCAGCGG

	oLH173
	CGGGTCGACTGGAAACCTCCTTTTCCG

	oLH174
	GATGGATCCAGCAGATATTTTCTGCTCTTTTTTTTATAC

	oLH175
	CGCTCTAGAGCAAAATGGCTAGTGCAATC

	oLH176
	GCCGGCGTCGACACATAAGGAGGAACTACTATGCTCTCCTTTTCCCTTTTCATACC

	oLH177
	TATCGCGCATGCTCACAAGTCCTCTTCAGAAATGAGCTTTTGCTCCGCCTTCTTGTTTTCCTGCGC

	oLH178
	GCCGGCGTCGACACATAAGGAGGAACTACTATGGAACTTTATATCATCACCGGAGCG

	oLH179
	TATCGCGCATGCTCACAAGTCCTCTTCAGAAATGAGCTTTTGCTCCAAAAACTCTTTAATATCATAAATGCGGCCG

	oLH186
	CGGCGTCGACACATAAGGAGGAACTACTATGACAGAACAACGAAAAAGC

	oLH187
	CGCGCATGCTCAAGCGTAGTCTGGGACGTCGTATGGGTACGCTTCATACGTTTCATC

	oLH188
	GATGAAACGTATGAAGCGTAGCCATACGACGTCCCAGAC

	oLH189
	GTCTGGGACGTCGTATGGCTACGCTTCATACGTTTCATC



* Restriction sites underlined, myc or HA sequence italicized






