[bookmark: _GoBack]Table S1. Genes Differentially Expressed in both the High-Risk vs. Low-Risk and the High-risk vs. Healthy Controls Comparisons
	Probe ID
	Symbol

	ILMN_2150258
	ZFP36L2

	ILMN_1714820
	ITGB1

	ILMN_1772692
	DICER1

	ILMN_1761334
	ARID4B

	ILMN_1768534
	BHLHB2

	ILMN_1759411
	C16orf79

	ILMN_2364828
	OGT

	ILMN_1764398
	TUBE1

	ILMN_1695509
	PTPN12

	ILMN_1669523
	FOS

	ILMN_2375484
	CPEB2

	ILMN_1792092
	ZCCHC8

	ILMN_1810229
	ARID4A

	ILMN_1774930
	CDC14A

	ILMN_1762033
	NAPEPLD

	ILMN_1760556
	C1orf63

	ILMN_1708627
	LOC653226

	ILMN_1661636
	ZMYM2

	ILMN_1651433
	DCK

	ILMN_2216838
	DKFZP586I1420

	ILMN_1750075
	DMTF1

	ILMN_2377240
	AKTIP

	ILMN_1779214
	ATM

	ILMN_1702683
	SLC33A1

	ILMN_1769319
	CNBP

	ILMN_1793632
	TMEM222

	ILMN_1660579
	CRLF3

	ILMN_1658911
	LOC647349

	ILMN_2351298
	WIPF1

	ILMN_1779486
	FAM126B

	ILMN_1750029
	GABPA

	ILMN_1800638
	CUGBP2

	ILMN_1760676
	MORF4L1

	ILMN_1757646
	UFM1

	ILMN_2353327
	RNF38

	ILMN_1763265
	CHMP1B

	ILMN_1756999
	RBL2

	ILMN_2183331
	RBM7

	ILMN_1686668
	GFM2

	ILMN_1743538
	MLLT10

	ILMN_3284119
	LOC399804

	ILMN_3289346
	LOC442075

	ILMN_2325574
	CASC4

	ILMN_1665859
	RAB27A

	ILMN_1695640
	PTPN22

	ILMN_1694888
	TAF2

	ILMN_1761764
	ALKBH7

	ILMN_2336982
	NPTN

	ILMN_1658182
	MEX3C

	ILMN_1688698
	ZEB2

	ILMN_1795715
	DPYD

	ILMN_1781097
	UBXN4

	ILMN_1752741
	TRIM23

	ILMN_2111918
	C14orf135

	ILMN_1748291
	C1orf55

	ILMN_2207363
	RABAC1

	ILMN_1732985
	PHF20L1

	ILMN_1764970
	JMJD1C

	ILMN_1801584
	CXCR4

	ILMN_3242120
	RAP1BL

	ILMN_1738632
	PRKAR1A

	ILMN_2185563
	ANKRA2

	ILMN_1792997
	NPTN

	ILMN_2397750
	IVNS1ABP

	ILMN_1736021
	PRPF4B

	ILMN_1742187
	MAN1A1

	ILMN_1790985
	dJ341D10.1

	ILMN_2380946
	EIF4G2

	ILMN_1696407
	SFRS2

	ILMN_1903914
	 

	ILMN_2307744
	CD46

	ILMN_1684887
	SAMSN1

	ILMN_1654268
	HMGB2

	ILMN_1745076
	CLINT1

	ILMN_1734544
	WTAP

	ILMN_1795228
	ZFAND5

	ILMN_2334303
	SEC24B

	ILMN_3224340
	LOC728408

	ILMN_1716563
	PRKCB1

	ILMN_1778764
	BUB3

	ILMN_1687519
	SNAP23

	ILMN_1722811
	CDKN1B

	ILMN_2307740
	CD46

	ILMN_2363586
	SDCBP

	ILMN_1679727
	CLK1

	ILMN_1756631
	ZNF526

	ILMN_1773616
	LOC645052

	ILMN_2381397
	HSPD1

	ILMN_3270641
	HNRNPH3

	ILMN_1730611
	RTN4

	ILMN_1693410
	BRI3BP

	ILMN_1814526
	ADD3

	ILMN_1651769
	ZFYVE16

	ILMN_2122103
	ETS1

	ILMN_1805271
	ZNF721

	ILMN_3242011
	MOBKL1B

	ILMN_1664010
	ELF1

	ILMN_1744347
	LOC127295

	ILMN_1769550
	SLFN5

	ILMN_1677511
	PTGS2

	ILMN_1675117
	HSD17B11

	ILMN_3235853
	S1PR1

	ILMN_3247533
	LOC100133840

	ILMN_3188190
	LOC100130492

	ILMN_1761519
	EIF4G2

	ILMN_1685722
	EIF4A2

	ILMN_3299520
	PRKCB

	ILMN_3177285
	HNRNPR

	ILMN_1737988
	PRNP

	ILMN_1681845
	PAPD4

	ILMN_2370825
	ATM

	ILMN_1770515
	UBE2V2

	ILMN_2170949
	SNX10

	ILMN_1691567
	GNPDA2

	ILMN_2410742
	JMJD1C

	ILMN_1795930
	PTGER4

	ILMN_1807042
	MARCKS

	ILMN_1766798
	CENTB2

	ILMN_1763452
	EVI2B

	ILMN_3224926
	RBM47

	ILMN_2218780
	PPM2C

	ILMN_1679268
	PELI1

	ILMN_1653134
	TMEM188

	ILMN_2126706
	LMNB1

	ILMN_2096191
	AASDHPPT

	ILMN_3290800
	LOC647081

	ILMN_1661593
	FAM18B

	ILMN_1751143
	C7orf23

	ILMN_3307651
	APOBEC3D

	ILMN_1659490
	LOC653158

	ILMN_1763404
	LOC653226

	ILMN_1653504
	EDG1

	ILMN_2181540
	YY1

	ILMN_1784753
	PAIP2

	ILMN_1796537
	FYB

	ILMN_1685679
	RNF146

	ILMN_1753500
	ARHGAP12

	ILMN_3292224
	LOC100131609

	ILMN_1696494
	CMTM6

	ILMN_1859863
	 

	ILMN_1730907
	ZFAND1

	ILMN_1776649
	LRRK2

	ILMN_2365711
	Septin 2

	ILMN_1712748
	C14orf129

	ILMN_2099594
	SRP9

	ILMN_1756942
	SP3

	ILMN_1737426
	PCMTD1

	ILMN_1688702
	PJA2

	ILMN_1794399
	SNRK

	ILMN_1676523
	CCDC91

	ILMN_2141941
	TOR1AIP1

	ILMN_1655622
	PRKRIR

	ILMN_1800602
	GCA

	ILMN_2115218
	ANKRD10

	ILMN_1680223
	PNPLA8

	ILMN_1691760
	FAM45A

	ILMN_1779530
	COG6

	ILMN_2124155
	ATP11B

	ILMN_3236270
	ACAP2

	ILMN_3191030
	LOC100129960

	ILMN_1809400
	FAM49B

	ILMN_2169839
	CNBP

	ILMN_1708164
	EIF3A

	ILMN_3243011
	LOC641844

	ILMN_2382505
	SLC22A18

	ILMN_2119486
	DMTF1

	ILMN_1745841
	KIAA0492

	ILMN_1668417
	WASPIP

	ILMN_1810225
	KIAA1530

	ILMN_1770803
	BNIP2

	ILMN_1688158
	CYB5R4

	ILMN_1790909
	NFE2L2

	ILMN_1705907
	NUP153

	ILMN_1672405
	TMED7

	ILMN_1654692
	RALGPS2

	ILMN_1666384
	LOC151579

	ILMN_2387799
	PDPK1



Table S2. Top Ontologies of Genes Differentially Expressed in the High-risk versus Low-risk and High-risk versus Healthy Controls Comparisons
	Term
	Count
	FDR

	High-risk versus low risk comparison
	
	

	GO:0019898~extrinsic to membrane
	28
	1.99E-05

	GO:0012505~endomembrane system
	37
	1.99E-05

	GO:0005794~Golgi apparatus
	39
	3.7E-05

	GO:0031090~organelle membrane
	44
	0.0001

	GO:0015031~protein transport
	34
	0.0003

	GO:0045184~establishment of protein localization
	34
	0.0004

	GO:0007049~cell cycle
	34
	0.0004

	GO:0016023~cytoplasmic membrane-bounded vesicle
	26
	0.0011

	GO:0005829~cytosol
	47
	0.0013

	GO:0031988~membrane-bounded vesicle
	26
	0.0018

	GO:0005783~endoplasmic reticulum
	36
	0.0036

	GO:0008104~protein localization
	34
	0.0049

	GO:0005635~nuclear envelope
	13
	0.0099

	GO:0031410~cytoplasmic vesicle
	26
	0.0115

	GO:0004719~protein-L-isoaspartate (D-aspartate) O-methyltransferase activity
	3
	0.0161

	GO:0031982~vesicle
	26
	0.0205

	GO:0046677~response to antibiotic
	5
	0.0262

	GO:0000166~nucleotide binding
	64
	0.0243

	GO:0044431~Golgi apparatus part
	15
	0.0271

	GO:0005789~endoplasmic reticulum membrane
	14
	0.0341

	GO:0031967~organelle envelope
	24
	0.0342

	GO:0031975~envelope
	24
	0.0356

	GO:0046907~intracellular transport
	25
	0.0453

	GO:0042175~nuclear envelope-endoplasmic reticulum network
	14
	0.0536

	High-risk versus healthy controls comparison
	
	

	GO:0070013~intracellular organelle lumen
	279
	8.75E-07

	GO:0031974~membrane-enclosed lumen
	289
	9.24E-07

	GO:0043233~organelle lumen
	283
	1.52E-06

	GO:0031981~nuclear lumen
	226
	3.56E-05

	GO:0005739~mitochondrion
	176
	6.14E-05

	GO:0003723~RNA binding
	122
	0.002

	GO:0030529~ribonucleoprotein complex
	88
	0.004

	GO:0003735~structural constituent of ribosome
	38
	0.004

	GO:0005654~nucleoplasm
	137
	0.006

	GO:0044429~mitochondrial part
	98
	0.006

	GO:0005730~nucleolus
	112
	0.006

	GO:0005783~endoplasmic reticulum
	147
	0.006

	GO:0031090~organelle membrane
	164
	0.009

	GO:0005789~endoplasmic reticulum membrane
	50
	0.016

	GO:0005840~ribosome
	42
	0.016

	GO:0003899~DNA-directed RNA polymerase activity
	14
	0.023

	GO:0034062~RNA polymerase activity
	14
	0.023

	GO:0015934~large ribosomal subunit
	18
	0.022

	GO:0033279~ribosomal subunit
	28
	0.024

	GO:0006351~transcription, DNA-dependent
	54
	0.031

	GO:0030880~RNA polymerase complex
	10
	0.029

	GO:0044432~endoplasmic reticulum part
	60
	0.029

	GO:0042175~nuclear envelope-endoplasmic reticulum network
	51
	0.030

	GO:0016779~nucleotidyltransferase activity
	28
	0.035

	GO:0032774~RNA biosynthetic process
	54
	0.042

	GO:0006412~translation
	59
	0.045

	GO:0005762~mitochondrial large ribosomal subunit
	8
	0.043

	GO:0000315~organellar large ribosomal subunit
	8
	0.043





Table S3. Differentially Expressed Immune Response Related Genesa
	Gene Symbol
	HR vs. Lowb,c
	Expressed higher in 
	HR vs. Conb,c
	Expressed Higher in

	Differentially expressed in both comparisons

	CD46
	Yes
	Low-risk
	Yes
	Controls

	CXCR4
	Yes
	Low-risk
	Yes
	Controls

	F2RL1
	Yes
	Low-risk
	Yes
	Controls

	FOS
	Yes
	Low-risk
	Yes
	Controls

	HSPD1
	Yes
	Low-risk
	Yes
	Controls

	ITGB1
	Yes
	Low-risk
	Yes
	Controls

	PTPN22
	Yes
	Low-risk
	Yes
	Controls

	RAB27A
	Yes
	Low-risk
	Yes
	Controls

	RAC1
	Yes
	Low-risk
	Yes
	Controls

	S1PR1
	Yes
	Low-risk
	Yes
	Controls

	SNRK
	Yes
	Low-risk
	Yes
	Controls

	SP3
	Yes
	Low-risk
	Yes
	Controls

	TMED7
	Yes
	Low-risk
	Yes
	Controls

	TRAT1
	Yes
	Low-risk
	Yes
	Controls

	Differentially expressed in HR vs. LR only

	ADAM10
	Yes
	Low-risk
	No
	 --------

	BMI1
	Yes
	Low-risk
	No
	 -------

	STXBP3
	Yes
	Low-risk
	No
	 -------

	TMX1
	Yes
	Low-risk
	No
	 -------

	VAMP7
	Yes
	Low-risk
	No
	 -------

	ID2
	Yes
	Low-risk
	No 
	 -------

	Differentially expressed in HR vs. Con only

	ADAM9
	No
	 -------
	Yes
	High-risk

	AFAP1L2
	No
	 -------
	Yes
	High-risk

	AHSP
	No
	 -------
	Yes
	High-risk

	APCS
	No
	 -------
	Yes
	High-risk

	APOBEC3F
	No
	 -------
	Yes
	High-risk

	ALOX5
	No
	 -------
	Yes
	Controls

	BAD
	No
	 -------
	Yes
	High-risk

	BAK1
	No
	 -------
	Yes
	High-risk

	BCL11B
	No
	 -------
	Yes
	High-risk

	BCL6
	No
	 -------
	Yes
	Controls

	BDKRB1
	No
	 -------
	Yes
	High-risk

	BST2
	No
	 -------
	Yes
	High-risk

	BTLA
	No
	 -------
	Yes
	High-risk

	C1QB
	No
	 -------
	Yes
	High-risk

	C5
	No
	 -------
	Yes
	High-risk

	CALCOCO2
	No
	 -------
	Yes
	High-risk

	CALR
	No
	 -------
	Yes
	High-risk

	CD3D
	No
	 -------
	Yes
	High-risk

	CD3G
	No
	 -------
	Yes
	High-risk

	CD5
	No
	 -------
	Yes
	High-risk

	CFH
	No
	 -------
	Yes
	High-risk

	CFHR1
	No
	 -------
	Yes
	High-risk

	CLEC7A
	No
	 -------
	Yes
	High-risk

	CR1
	No
	 -------
	Yes
	Controls

	CR2
	No
	 -------
	Yes
	Controls

	CXCR5
	No
	 -------
	Yes
	High-risk

	CXCL10
	No
	 -------
	Yes
	High-risk

	DARC
	No
	 -------
	Yes
	High-risk

	EBP
	No
	 -------
	Yes
	High-risk

	EDN1
	No
	 -------
	Yes
	High-risk

	EPHA3
	No
	 -------
	Yes
	Controls

	ERCC1
	No
	 -------
	Yes
	High-risk

	FCER1A
	No
	 -------
	Yes
	Controls

	FCGR1A
	No
	 -------
	Yes
	High-risk

	FKBP1A
	No
	 -------
	Yes
	High-risk

	FKBP1B
	No
	 -------
	Yes
	High-risk

	FLT3LG
	No
	 -------
	Yes
	High-risk

	FPR2
	No
	 -------
	Yes
	Controls

	FOXP1
	No
	 -------
	Yes
	High-risk

	FYN
	No
	 -------
	Yes
	High-risk

	GP1BA
	No
	 -------
	Yes
	High-risk

	IGFBP4
	No
	 -------
	Yes
	High-risk

	 IL18BP
	No
	 -------
	Yes
	High-risk

	ILRAPL1
	No
	 -------
	Yes
	Controls

	IL21R
	No
	 -------
	Yes
	High-risk

	IL31RA
	No
	 -------
	Yes
	High-risk

	IL4
	No
	 -------
	Yes
	Controls

	IL4R
	No
	 -------
	Yes
	High-risk

	IRF1
	No
	 -------
	Yes
	Controls

	ITIH4
	No
	 -------
	Yes
	High-risk

	KIR3DL1
	No
	 -------
	Yes
	Controls

	KIT
	No
	 -------
	Yes
	Controls

	KLF1
	No
	 -------
	Yes
	High-risk

	KLKB
	No
	 -------
	Yes
	High-risk

	LCK
	No
	 -------
	Yes
	High-risk

	LIG3
	No
	 -------
	Yes
	High-risk

	LRRC8A
	No
	 -------
	Yes
	High-risk

	LY9
	No
	 -------
	Yes
	High-risk

	LY96
	No
	 -------
	Yes
	High-risk

	LYST
	No
	 -------
	Yes
	Controls

	MAEA
	No
	 
	Yes
	Controls

	MAPK1
	No
	 -------
	Yes
	High-risk

	MGLL
	No
	 -------
	Yes
	High-risk

	MIF
	No
	 -------
	Yes
	High-risk

	MINK1
	No
	 -------
	Yes
	High-risk

	MLL
	No
	 -------
	Yes
	High-risk

	MMP25
	No
	 -------
	Yes
	Controls

	MS4A1
	No
	 -------
	Yes
	Controls

	MYH9
	No
	 -------
	Yes
	Controls

	NCR3
	No
	 -------
	Yes
	High-risk

	NFATC3
	No
	 -------
	Yes
	High-risk

	NFKBIZ
	No
	 -------
	Yes
	High-risk

	NFX1
	No
	 -------
	Yes
	High-risk

	NOTCH4
	No
	 -------
	Yes
	High-risk

	NOX1
	No
	 -------
	Yes
	Controls

	P2RX4
	No
	 -------
	Yes
	High-risk

	PAWR
	No
	 -------
	Yes
	Controls

	PBX1
	No
	 -------
	Yes
	High-risk

	PI4K2A
	No
	 -------
	Yes
	High-risk

	PIK3R1
	No
	 -------
	Yes
	High-risk

	PKNOX1
	No
	 -------
	Yes
	High-risk

	PLA2G4C
	No
	 -------
	Yes
	High-risk

	POLL
	No
	 -------
	Yes
	High-risk

	POLR3B
	No
	 -------
	Yes
	High-risk

	POU2F2
	No
	 -------
	Yes
	High-risk

	PPARG
	No
	 -------
	Yes
	High-risk

	PRDX2
	No
	 -------
	Yes
	Controls

	PRKCD
	No
	 -------
	Yes
	Controls

	PRKDC
	No
	 -------
	Yes
	High-risk

	RELB
	No
	 -------
	Yes
	High-risk

	ROGDI
	No
	 -------
	Yes
	High-risk

	RORA
	No
	 -------
	Yes
	High-risk

	S100A12
	No
	 -------
	Yes
	High-risk

	SCAND1
	No
	 -------
	Yes
	High-risk

	SELP
	No
	 -------
	Yes
	High-risk

	SERPINA1
	No
	 -------
	Yes
	High-risk

	SERPING1
	No
	 -------
	Yes
	High-risk

	SH2B3
	No
	 -------
	Yes
	Controls

	SIRPG
	No
	 -------
	Yes
	High-risk

	SOD2
	No
	 -------
	Yes
	High-risk

	SLC25A38
	No
	 -------
	Yes
	High-risk

	SP100
	No
	 -------
	Yes
	High-risk

	SPG21
	No
	 -------
	Yes
	Controls

	SPP1
	No
	 -------
	Yes
	Controls

	ST6GAL1
	No
	 -------
	Yes
	Controls

	TAL1
	No
	 -------
	Yes
	High-risk

	TBKBP1
	No
	 -------
	Yes
	High-risk

	TBX1
	No
	 -------
	Yes
	Controls

	TCF3
	No
	 -------
	Yes
	High-risk

	TF
	No
	 -------
	Yes
	Controls

	TICAM2
	No
	 -------
	Yes
	High-risk

	TLR2
	No
	 -------
	Yes
	High-risk

	TLR6
	No
	 -------
	Yes
	Controls

	TLR10
	No
	 -------
	Yes
	High-risk

	TNFSF13B
	No
	 -------
	Yes
	High-risk

	TRAF2
	No
	 -------
	Yes
	High-risk

	TRPV1
	No
	 -------
	Yes
	High-risk

	TRIM10
	No
	 -------
	Yes
	High-risk

	VCAM1
	No
	 -------
	Yes
	Controls

	VNN1
	No
	 -------
	Yes
	High-risk

	ZFP91
	No
	 -------
	Yes
	High-risk

	ZNF3
	No
	 -------
	Yes
	High-risk


a	The following terms were used to identify genes related to immune response: GO:0046649~lymphocyte activation, GO:0045321~leukocyte activation, GO:0042113~B cell activation, GO:0002520~immune system development, GO:0002521~leukocyte differentiation, GO:0030098~lymphocyte differentiation, GO:0042110~T cell activation, GO:0030217~T cell differentiation, GO:0006956~complement activation, GO:0002541~activation of plasma proteins involved in acute inflammatory response,  GO:0006959~humoral immune response, GO:0001848~complement binding, GO:0002250~adaptive immune response, GO:0002460~adaptive immune response based on somatic recombination of immune receptors built from immunoglobulin superfamily domains, GO:0045087~innate immune response, GO:0002526~acute inflammatory response, GO:0002526~acute inflammatory response, GO:0002253~activation of immune response, GO:0002684~positive regulation of immune system process, GO:0016064~immunoglobulin  mediated immune response, GO:0002449~lymphocyte mediated immunity, GO:0019724~B cell mediated immunity, GO:0002252~immune effector process, GO:0050778~positive regulation of immune response, GO:0002455~humoral immune response mediated by circulating immunoglobulin, GO:0002443~leukocyte mediated immunity, GO:0006954~inflammatory response, GO:0002764~immune response-regulating signal transduction, GO:0002218~activation of innate immune response ,GO:0002758~innate immune response-activating signal transduction, GO:0002757~immune response-activating signal transduction, GO:0002224~toll-like receptor signaling pathway, GO:0045088~regulation of innate immune response,  GO:0045089~positive regulation of innate immune response, GO:0031349~positive regulation of defense response, GO:0030888~regulation of B cell proliferation, GO:0050864~regulation of B cell activation, GO:0030890~positive regulation of B cell proliferation, GO:0050870~positive regulation of T cell activation, GO:0051251~positive regulation of lymphocyte activation, GO:0002696~positive regulation of leukocyte activation. 
b “Yes” indicates that the gene is differentially expressed; “No” indicates that it is not differentially expressed.
c Abbreviations used in this table: HR, high-risk and LR, low-risk; and Con; healthy controls.


.







Table S4.  Differentially Expressed Vascular Biology Related Genesa
	Gene Symbol
	HR vs. Lowb,c
	Expressed higher in 
	HR vs. Conb,c
	Expressed Higher in

	Genes differentially expressed in both comparisons

	CXCR4
	Yes
	Low-risk
	Yes
	Controls

	DICER
	Yes
	Low-risk
	Yes
	Controls

	PTGS2
	Yes
	Low-risk
	Yes
	Controls

	RTN4
	Yes
	Low-risk
	Yes
	Controls

	S1PR1
	Yes
	Low-risk
	Yes
	Controls

	ZFAND5
	Yes
	Low-risk
	Yes
	Controls

	Genes differentially expressed in LR vs. HR only

	RECK
	Yes
	Low-risk
	No
	 ------------

	HIF1A
	Yes
	Low-risk
	No
	 ------------

	Gene differentially expressed in HR vs. Con only

	ZMIZ1
	No
	 ------------
	Yes
	Controls

	ADRA1B
	No
	 ------------
	Yes
	High-risk

	AGGF1
	No
	 ------------
	Yes
	Controls

	AGTR2
	No
	 ------------
	Yes
	High-risk

	ANGPTL4
	No
	 ------------
	Yes
	High-risk

	ANXA2
	No
	 ------------
	Yes
	Controls

	ARHGAP24
	No
	 ------------
	Yes
	Controls

	AVP 
	No
	 ------------
	Yes
	Controls

	BAK1
	No
	 ------------
	Yes
	High-risk

	BDKRB1
	No
	 ------------
	Yes
	High-risk

	CAMK2D
	No
	 ------------
	Yes
	High-risk

	CCBE1
	No
	 ------------
	Yes
	Controls

	CHGA
	No
	 ------------
	Yes
	Controls

	CHM
	No
	 ------------
	Yes
	Controls

	CXCL10
	No
	 ------------
	Yes
	High-risk

	DHCR7
	No
	 ------------
	Yes
	High-risk

	DRD3
	No
	 ------------
	Yes
	High-risk

	EDN1
	No
	 ------------
	Yes
	High-risk

	EPB41
	No
	 ------------
	Yes
	High-risk

	KCNMA1
	No
	 ------------
	Yes
	High-risk

	LOC729148
	No
	 ------------
	Yes
	Controls

	MTHFR
	No
	 ------------
	Yes
	High-risk

	MYH9
	No
	 ------------
	Yes
	Controls

	MYL4
	No
	 ------------
	Yes
	High-risk

	NOTCH4
	No
	 ------------
	Yes
	High-risk

	NOX1
	No
	 ------------
	Yes
	Controls

	NUS1
	No
	 ------------
	Yes
	High-risk

	P2RX4
	No
	 ------------
	Yes
	High-risk

	PCSK5
	No
	 ------------
	Yes
	High-risk

	PDE5A
	No
	 ------------
	Yes
	High-risk

	PKD1
	No
	 ------------
	Yes
	High-risk

	PKNOX1
	No
	 ------------
	Yes
	High-risk

	POMC
	No
	 ------------
	Yes
	High-risk

	PPARG
	No
	 ------------
	Yes
	High-risk

	PRRX1
	No
	 ------------
	Yes
	High-risk

	QKI
	No
	 ------------
	Yes
	Controls

	SELP
	No
	 ------------
	Yes
	High-risk

	SERPING1
	No
	 ------------
	Yes
	High-risk

	SOD2
	No
	 ------------
	Yes
	High-risk

	TBX1
	No
	 ------------
	Yes
	Controls

	TCF21
	No
	 ------------
	Yes
	Controls

	TNFAIP2
	No
	 ------------
	Yes
	Controls

	VHL
	No
	 ------------
	Yes
	High-risk

	WT1
	No
	 ------------
	Yes
	High-risk



a The following terms were used to identify genes related to vascular biology in the two comparisons:  GO:0042311~vasodilation, GO:0008217~regulation of blood pressure, GO:0050880~regulation of blood vessel size, GO:0003018~vascular process in circulatory system, GO:0042310~vasoconstriction, GO:0008015~blood circulation, GO:0003013~circulatory system process, GO:0001944~vasculature development, GO:0048514~blood vessel morphogenesis, GO:0001525~angiogenesis GO:0001568~blood vessel development.
b “Yes” indicates that the gene is differentially expressed; “No” indicates that it is not differentially expressed.
c Abbreviations used in this table: HR, high-risk and LR, low-risk; and Con; healthy controls.



Table S5 Biomarker Levels in Plasma or Serum of Study Participants
	
	High-risk
	Moderate-risk
	Low-risk
	Healthy Controls

	Factor XI 
mean (pg/ml)
95% confidence
interval

	
2707
2333-
3081

	
2753
2269-
3237
	
3075
2464-
3687
	
3761
2908-
4614

	Annexin V 
mean (ng/ml)
95% confidence
interval

sP-selectin
mean (ng/ml)
95% confidence
interval

Endothelin-1
mean (pg/ml)
95% confidence
interval

CD46
mean (pg/ml)
95% confidence
interval

	
0.346
0.218-
0.481


24.12
21.02-
27.03


2.00
1.73-
2.67


1467
1259-
1675
	
0.307
0.233-
0.381


22.31
19.26-
25.36


2.18
1.65-
2.71


1183
993-
1373
	
0.313
0.250-
0.377


27.74
21.49-
27.99


1.77
1.50-
2.04


1310
1102-
1519
	
0.322
0.255-
0.389


21.85
18.80-
24.89


1.86
1.44-
2.27


1384
1188-
1580
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