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Supplemental Table 1: Description of Selected SNPs from TGF-B Signaling Pathway

	Gene
	SNP
	Chromosome
	Alleles
	MAF1
	HWE2
	Proportion Missing

	
	
	Region
	Location
	Position
	Major 
	Minor 
	NHW
	H/NA
	NHW
	H/NA
	

	RUNX1
	rs7279383
	INTRON
	21q22.3
	36224963
	C 
	G 
	
	
	
	
	0.0002

	RUNX1
	rs2268288
	INTRON
	21q22.3
	36232671
	T 
	C 
	0.20
	0.12
	1.00
	0.84
	0.0000

	RUNX1
	rs2252585
	INTRON
	21q22.3
	36241929
	T 
	C 
	0.27
	0.43
	0.96
	0.42
	0.0000

	RUNX1
	rs11701453
	INTERGENIC
	21q22.3
	36338916
	G 
	C 
	0.20
	0.15
	0.96
	0.81
	0.0000

	RUNX1
	rs8127225
	INTERGENIC
	21q22.3
	36364765
	T 
	C 
	0.13
	0.27
	0.96
	0.75
	0.0014

	RUNX1
	rs1474479
	INTERGENIC
	21q22.3
	36405666
	G 
	A 
	0.38
	0.17
	0.78
	0.40
	0.0000

	RUNX1
	rs1883066
	INTERGENIC
	21q22.3
	36412156
	G 
	C 
	0.12
	0.07
	0.96
	0.91
	0.0002

	RUNX1
	rs7279123
	INTERGENIC
	21q22.3
	36415087
	C 
	T 
	0.26
	0.18
	0.96
	0.69
	0.0033

	RUNX2
	rs1321075
	INTRON
	6p21
	45391943
	C 
	A 
	0.16
	0.35
	0.96
	0.85
	0.0000

	RUNX2
	rs17209895
	INTRON
	6p21
	45402445
	T 
	C 
	0.27
	0.14
	0.96
	0.08
	0.0000

	RUNX2
	rs2677108
	INTRON
	6p21
	45403774
	T 
	C 
	0.41
	0.54
	0.97
	0.72
	0.0005

	RUNX2
	rs2819854
	INTRON
	6p21
	45404528
	T 
	C 
	0.51
	0.47
	0.96
	0.43
	0.0005

	RUNX2
	rs2790093
	INTRON
	6p21
	45437484
	A 
	G 
	0.33
	0.31
	0.86
	0.68
	0.0000

	RUNX2
	rs9463090
	INTRON
	6p21
	45453345
	G 
	A 
	0.21
	0.18
	0.86
	0.82
	0.0010

	RUNX2
	rs2396441
	INTRON
	6p21
	45467765
	C 
	T 
	0.50
	0.49
	0.86
	0.11
	0.0002

	RUNX2
	rs1316330
	INTRON
	6p21
	45469626
	G 
	T 
	0.25
	0.16
	0.66
	0.72
	0.0005

	RUNX2
	rs7750470
	INTRON
	6p21
	45473256
	T 
	C 
	0.19
	0.20
	0.97
	0.84
	0.0000

	RUNX2
	rs6930053
	INTRON
	6p21
	45488758
	C 
	T 
	0.41
	0.30
	0.89
	0.99
	0.0000

	RUNX2
	rs12208240
	INTRON
	6p21
	45501937
	G 
	A 
	0.08
	0.12
	0.96
	0.95
	0.0000

	RUNX2
	rs12209785
	INTRON
	6p21
	45506122
	A 
	G 
	0.25
	0.28
	0.59
	0.52
	0.0005

	RUNX2
	rs10948238
	INTRON
	6p21
	45511541
	C 
	T 
	0.39
	0.39
	0.68
	0.32
	0.0007

	RUNX2
	rs13201287
	INTRON
	6p21
	45511945
	G 
	A 
	0.25
	0.30
	0.62
	0.64
	0.0000

	RUNX2
	rs12333172
	INTRON
	6p21
	45512215
	C 
	T 
	0.20
	0.16
	1.00
	0.52
	0.0000

	RUNX2
	rs1200428
	UTR
	6p21
	45518202
	C 
	A 
	0.22
	0.28
	0.62
	0.95
	0.0000

	RUNX2
	rs598953
	INTERGENIC
	6p21
	45520030
	T 
	A 
	0.37
	0.43
	0.93
	0.71
	0.0000

	RUNX3
	rs2236850
	INTRON
	1p36
	25240341
	T 
	C 
	0.44
	0.40
	0.96
	0.59
	0.0017

	RUNX3
	rs9438876
	INTRON
	1p36
	25241116
	A 
	G 
	0.54
	0.42
	0.62
	0.80
	0.0000

	RUNX3
	rs7517302
	INTRON
	1p36
	25254317
	T 
	C 
	0.43
	0.37
	0.96
	0.88
	0.0007

	RUNX3
	rs906296
	INTRON
	1p36
	25264658
	C 
	G 
	0.23
	0.18
	0.96
	0.39
	0.0007

	RUNX3
	rs7551188
	INTRON
	1p36
	25273200
	C 
	T 
	0.54
	0.47
	0.98
	0.21
	0.0012

	RUNX3
	rs6688058
	INTRON
	1p36
	25274998
	G 
	A 
	0.13
	0.14
	0.96
	0.61
	0.0000

	RUNX3
	rs11249206
	INTRON
	1p36
	25277982
	T 
	C 
	0.51
	0.35
	0.96
	0.81
	0.0159

	RUNX3
	rs4478762
	INTRON
	1p36
	25281015
	G 
	A 
	0.11
	0.12
	0.62
	0.82
	0.0005

	TGF-β1
	rs1800469
	INTERGENIC
	19q13.1
	41860296
	C 
	T 
	0.32
	0.46
	0.62
	0.82
	0.0124

	TGF-β1
	rs4803455
	INTRON
	19q13.1
	41851509
	C 
	A 
	0.49
	0.35
	0.96
	0.63
	0.0589

	TGF-β2 
	rs6604609 
	INTRON 
	1q41 
	218568482
	T 
	A 
	0.06
	0.12
	0.29
	0.91
	0.0002

	TGF-βR1
	rs6478974
	INTRON
	9q22
	101874403
	T 
	A 
	0.47
	0.35
	0.89
	0.94
	0.0002

	TGF-βR1
	rs1571590
	INTRON
	9q22
	101883808
	A 
	G 
	0.20
	0.10
	0.97
	0.47
	0.0002

	TGF-βR1
	rs1013186
	INTRON
	9q22
	101884337
	G 
	A 
	0.20
	0.11
	0.97
	0.60
	0.0000

	TGF-βR1
	rs11568785
	INTRON
	9q22
	101905834
	A 
	G 
	0.08
	0.04
	0.96
	0.67
	0.0000

	TGF-βR1
	rs10733710
	INTRON
	9q22
	101907424
	G 
	A 
	0.23
	0.35
	0.97
	0.12
	0.0002

	TGF-βR2
	rs3773644 
	INTRON 
	3p22 
	30712344
	C 
	T 
	0.40
	0.27
	0.29
	0.09
	0.0002

	TGF-βR3 
	rs4650272 
	INTRON 
	1p33-p32 
	92168649
	T 
	A 
	0.18
	0.24
	0.15
	0.19
	0.0007

	TGF-βR3
	rs284185 
	INTRON 
	1p33-p32 
	92233820
	A 
	T 
	0.41
	0.49
	0.52
	0.35
	0.0002

	TGF-βR3
	rs284200 
	INTRON 
	1p33-p32 
	92239336
	C 
	T 
	0.38
	0.42
	0.69
	0.31
	0.0002

	TGF-βR3
	rs6678564 
	INTRON 
	1p33-p32 
	92257650
	G 
	C 
	0.09
	0.08
	0.04
	0.45
	0.0002

	TGF-βR3
	rs10493856 
	INTRON 
	1p33-p32 
	92334749
	A 
	G 
	0.39
	0.47
	0.63
	0.55
	0.0005

	1Minor Allele Frequency (MAF) is based on control population

2Hardy-Weinberg Equilibrium (HWE)  is based on the control population and is adjusted for False Discovery Rate (FDR)


