Supplementary Table S1. Chromosomal location and minor allele frequency in African American and European American women without breast cancer
	Gene/miRNA
	SNP
	Chr.
	Coordinate
	Alleles
	Minor allele in AAs
	MAF in AAs
	Minor allele in EAs
	MAF in EAs

	AGO4
	rs12083902
	1
	36047699
	A/G
	A
	0.38
	A
	0.12

	AGO4
	rs16822342
	1
	36047775
	G/A
	G
	0.25
	G
	0.05

	AGO4
	rs12044203
	1
	36048986
	A/G
	A
	0.21
	A
	0.04

	AGO4
	rs727005
	1
	36053923
	G/A
	G
	0.32
	G
	0.12

	AGO4
	rs636671
	1
	36065797
	G/A
	G
	0.33
	A
	0.18

	AGO4
	rs2791967
	1
	36071617
	G/A
	G
	0.05
	G
	0.00

	AGO4
	rs2791966
	1
	36087448
	G/A
	G
	0.30
	A
	0.17

	AGO4
	rs7354931
	1
	36088518
	A/C
	A
	0.06
	A
	0.00

	AGO4
	rs4652895
	1
	36089158
	C/A
	C
	0.24
	A
	0.18

	AGO4
	rs3820276
	1
	36089628
	C/G
	C
	0.27
	C
	0.04

	AGO1
	rs12047998
	1
	36126956
	A/G
	A
	0.25
	A
	0.00

	AGO1
	rs11263833
	1
	36129199
	A/C
	A
	0.11
	A
	0.02

	AGO1
	rs2296470
	1
	36132256
	G/A
	G
	0.36
	G
	0.02

	AGO1
	rs636832
	1
	36136062
	A/G
	A
	0.46
	A
	0.11

	AGO1
	rs595961
	1
	36140367
	A/G
	A
	0.22
	G
	0.17

	AGO1
	rs2791961
	1
	36144006
	G/C
	G
	0.46
	G
	0.11

	AGO1
	rs645383
	1
	36146410
	G/C
	G
	0.13
	G
	0.10

	AGO1
	rs595055
	1
	36152720
	A/G
	A
	0.33
	G
	0.17

	hsa-miR-30c-1
	rs16827546
	1
	40995476
	A/G
	A
	0.17
	A
	0.04

	hsa-miR-488
	rs12041859
	1
	175264930
	G/A
	G
	0.06
	G
	0.20

	hsa-miR-488
	rs10753142
	1
	175264991
	T/A
	T
	0.27
	T
	0.46

	hsa-miR-194-1
	rs3820455
	1
	218358110
	G/A
	G
	0.07
	G
	0.06

	hsa-miR-128a
	rs11888095
	2
	136139254
	A/G
	A
	0.28
	A
	0.10

	PACT
	rs2059691
	2
	179010130
	A/G
	A
	0.23
	A
	0.32

	PACT
	rs10930831
	2
	179012222
	C/G
	C
	0.47
	C
	0.23

	PACT
	rs2288320
	2
	179016748
	C/A
	C
	0.19
	C
	0.18

	PACT
	rs3752689
	2
	179020859
	G/A
	G
	0.49
	G
	0.23

	PACT
	rs1967327
	2
	179022605
	C/G
	C
	0.21
	C
	0.19

	hsa-miR-551b
	rs6771018
	3
	169752450
	G/A
	G
	0.10
	G
	0.27

	hsa-miR-569
	rs16855840
	3
	172307439
	C/A
	C
	0.11
	C
	0.00

	hsa-miR-218-1
	rs16869717
	4
	20139257
	A/T
	A
	0.04
	0
	0.00

	hsa-miR-573
	rs7696197
	4
	24131019
	G/A
	G
	0.10
	G
	0.01

	hsa-miR-576
	rs6856291
	4
	110629427
	A/G
	A
	0.27
	A
	0.16

	hsa-miR-302d
	rs13136737
	4
	113788584
	A/C
	A
	0.13
	A
	0.49

	hsa-miR-578
	rs11100610
	4
	166526712
	A/G
	A
	0.22
	G
	0.50

	hsa-miR-578
	rs17624836
	4
	166527025
	G/A
	G
	0.14
	G
	0.13

	hsa-miR-584
	rs36048
	5
	148421906
	G/C
	G
	0.36
	G
	0.22

	hsa-miR-378
	rs1076063
	5
	149092388
	A/T
	A
	0.11
	A
	0.11

	hsa-miR-218-2
	rs11134527
	5
	168127934
	A/G
	A
	0.12
	A
	0.26

	hsa-miR-548a-1
	rs9396886
	6
	18680212
	C/A
	C
	0.16
	C
	0.31

	hsa-miR-219
	rs107822
	6
	33283553
	A/G
	A
	0.35
	A
	0.22

	hsa-miR-219
	rs213210
	6
	33283802
	G/A
	G
	0.09
	G
	0.07

	XPO5
	rs7755135
	6
	43598787
	G/A
	G
	0.47
	A
	0.10

	XPO5
	rs11077
	6
	43598925
	A/C
	A
	0.37
	C
	0.38

	XPO5
	rs7759854
	6
	43599419
	A/G
	A
	0.12
	A
	0.00

	XPO5
	rs2257082
	6
	43600556
	A/G
	A
	0.18
	A
	0.28

	XPO5
	rs1106841
	6
	43604640
	A/C
	A
	0.37
	C
	0.36

	XPO5
	rs7767973
	6
	43609811
	A/G
	A
	0.48
	G
	0.07

	XPO5
	rs9472070
	6
	43611214
	A/G
	A
	0.05
	A
	0.00

	XPO5
	rs6936089
	6
	43620012
	G/A
	G
	0.11
	G
	0.00

	XPO5
	rs7748977
	6
	43621785
	A/G
	A
	0.48
	G
	0.07

	XPO5
	rs34324334
	6
	43642996
	A/G
	A
	0.01
	A
	0.07

	XPO5
	rs6458342
	6
	43647118
	A/G
	A
	0.29
	A
	0.05

	XPO5
	rs699937
	6
	43648904
	A/G
	A
	0.10
	A
	0.28

	hsa-miR-206
	rs16882131
	6
	52116892
	A/G
	A
	0.31
	A
	0.28

	hsa-miR-30a
	rs1358379
	6
	72170163
	G/A
	G
	0.11
	G
	0.04

	hsa-miR-548a-2
	rs878175
	6
	135601850
	A/G
	A
	0.49
	G
	0.16

	hsa-miR-106b
	rs1527423
	7
	99529676
	A/G
	A
	0.28
	G
	0.45

	hsa-mir-595
	rs12670231
	7
	158018099
	A/G
	A
	0.41
	A
	0.46

	hsa-mir-595
	rs4909238
	7
	158018333
	G/A
	G
	0.40
	G
	0.46

	hsa-miR-124-1
	rs531564
	8
	9798109
	G/C
	G
	0.15
	G
	0.10

	hsa-miR-598
	rs4840516
	8
	10704745
	C/G
	C
	0.18
	C
	0.38

	hsa-miR-598
	rs2898254
	8
	10929940
	A/G
	A
	0.31
	A
	0.27

	hsa-miR-548a-3
	rs11997039
	8
	105565943
	G/A
	G
	0.07
	G
	0.00

	hsa-mir-101
	rs462480
	9
	4840436
	C/A
	C
	0.45
	C
	0.35

	hsa-miR-204
	rs7861254
	9
	72614604
	A/G
	A
	0.48
	A
	0.26

	hsa-miR-27b
	rs1011784
	9
	96887835
	G/C
	G
	0.40
	G
	0.29

	hsa-miR-455
	rs2060133
	9
	116011443
	C/G
	C
	0.43
	G
	0.17

	hsa-mir-604
	rs2368392
	10
	29874009
	A/G
	A
	0.35
	A
	0.22

	hsa-miR-606
	rs12266981
	10
	76982106
	A/G
	A
	0.10
	A
	0.00

	hsa-miR-606
	rs1367290
	10
	76982190
	A/G
	A
	0.28
	G
	0.30

	hsa-miR-608
	rs4919510
	10
	102724768
	G/C
	G
	0.40
	G
	0.18

	hsa-miR-202
	rs2185743
	10
	134910855
	A/G
	A
	0.31
	A
	0.10

	hsa-miR-202
	rs3008372
	10
	134910917
	A/G
	A
	0.22
	A
	0.00

	hsa-miR-610
	rs7944852
	11
	28034830
	A/T
	A
	0.29
	T
	0.46

	hsa-miR-139
	rs572421
	11
	72003858
	A/G
	A
	0.27
	A
	0.26

	hsa-miR-139
	rs754042
	11
	72003923
	A/G
	A
	0.08
	A
	0.15

	hsa-miR-100
	rs543412
	11
	121528137
	A/G
	A
	0.36
	A
	0.32

	hsa-miR-100
	rs11821130
	11
	121528310
	G/A
	G
	0.04
	0
	0.00

	hsa-miR-100
	rs1834306
	11
	121528397
	G/A
	G
	0.32
	A
	0.47

	TARBP2
	rs2280448
	12
	52183251
	A/G
	A
	0.09
	A
	0.14

	TARBP2
	rs7138281
	12
	52184341
	A/G
	A
	0.03
	0
	0.00

	hsa-miR-196a-2
	rs11614913
	12
	52671866
	A/G
	A
	0.18
	A
	0.38

	hsa-mir-618
	rs2682818
	12
	79853667
	A/C
	A
	0.30
	A
	0.13

	hsa-mir-618
	rs11613504
	12
	79853803
	G/A
	G
	0.01
	G
	0.10

	hsa-mir-492
	rs2289030
	12
	93752417
	G/C
	G
	0.02
	G
	0.08

	hsa-miR-331
	rs11107973
	12
	94226516
	A/G
	A
	0.42
	G
	0.42

	hsa-miR-621
	rs17061602
	13
	40282732
	G/C
	G
	0.07
	G
	0.08

	hsa-miR-624
	rs179724
	14
	30553512
	C/A
	C
	0.28
	C
	0.19

	hsa-miR-624
	rs11156654
	14
	30553706
	A/T
	A
	0.33
	A
	0.25

	hsa-miR-337
	rs1077412
	14
	100410387
	G/A
	G
	0.04
	G
	0.24

	hsa-miR-299
	rs7149786
	14
	100559832
	A/G
	A
	0.03
	A
	0.00

	hsa-miR-758
	rs7141987
	14
	100561977
	A/G
	A
	0.17
	G
	0.47

	hsa-miR-758
	rs12586258
	14
	100562301
	A/G
	A
	0.08
	A
	0.28

	hsa-miR-494
	rs9324030
	14
	100565898
	A/G
	A
	0.17
	G
	0.43

	hsa-miR-495
	rs2281611
	14
	100569702
	A/C
	A
	0.25
	A
	0.31

	hsa-miR-544
	rs10144193
	14
	100584703
	T/A
	T
	0.38
	T
	0.19

	has-mir-487
	rs1951032
	14
	100588513
	A/G
	A
	0.05
	A
	0.18

	has-mir-487
	rs4906032
	14
	100588663
	A/G
	A
	0.18
	G
	0.37

	hsa-miR-410
	rs10144688
	14
	100601989
	A/G
	A
	0.09
	A
	0.01

	hsa-miR-211
	rs919001
	15
	29144430
	A/G
	A
	0.46
	A
	0.43

	hsa-miR-628
	rs8041885
	15
	53452381
	G/A
	G
	0.45
	G
	0.10

	hsa-miR-628
	rs8041044
	15
	53452605
	A/C
	A
	0.44
	A
	0.10

	hsa-miR-629
	rs2937279
	15
	68158694
	A/C
	A
	0.17
	A
	0.00

	hsa-miR-631
	rs5745926
	15
	73433168
	A/G
	A
	0.03
	A
	0.00

	hsa-miR-184
	rs12903401
	15
	77289151
	C/G
	C
	0.20
	C
	0.49

	hsa-miR-196a-1
	rs718079
	17
	44064834
	G/A
	G
	0.27
	A
	0.33

	hsa-miR-122a
	rs17669
	18
	54269473
	G/A
	G
	0.42
	G
	0.24

	hsa-miR-641
	rs11880261
	19
	45480481
	A/G
	A
	0.09
	A
	0.29

	hsa-miR-330
	rs7252448
	19
	50833893
	A/G
	A
	0.12
	A
	0.26

	hsa-miR-512-2
	rs1968439
	19
	58864129
	A/G
	A
	0.28
	A
	0.25

	hsa-miR-515-2
	rs2060230
	19
	58880031
	G/A
	G
	0.02
	G
	0.15

	hsa-miR-526b
	rs10415265
	19
	58889573
	G/A
	G
	0.47
	G
	0.23

	hsa-miR-520d
	rs2217653
	19
	58914976
	G/A
	G
	0.07
	G
	0.24

	hsa-mir-518a
	rs4470257
	19
	58926165
	G/A
	G
	0.27
	G
	0.10

	hsa-miR-373
	rs12983273
	19
	58983644
	A/G
	A
	0.15
	A
	0.14

	hsa-miR-499
	rs3746444
	20
	33041912
	G/A
	G
	0.19
	G
	0.24

	hsa-miR-646
	rs6027486
	20
	58317070
	A/G
	A
	0.43
	A
	0.23

	hsa-miR-648
	rs8140977
	22
	16843608
	A/G
	A
	0.38
	A
	0.24

	hsa-miR-648
	rs5992941
	22
	16843747
	G/A
	G
	0.46
	G
	0.25

	DGCR8
	rs2269724
	22
	18448556
	A/C
	A
	0.05
	A
	0.02

	DGCR8
	rs1558495
	22
	18451652
	C/A
	C
	0.03
	C
	0.21

	DGCR8
	rs1558496
	22
	18451737
	G/A
	G
	0.04
	G
	0.27

	DGCR8
	rs35987994
	22
	18454006
	G/A
	G
	0.01
	G
	0.06

	DGCR8
	rs7291552
	22
	18454699
	A/G
	A
	0.05
	A
	0.00

	DGCR8
	rs9606241
	22
	18455858
	G/A
	G
	0.28
	G
	0.29

	DGCR8
	rs11089328
	22
	18459603
	G/A
	G
	0.33
	G
	0.41

	DGCR8
	rs1640297
	22
	18461852
	G/A
	G
	0.39
	A
	0.46

	DGCR8
	rs9606252
	22
	18472996
	A/G
	A
	0.03
	A
	0.21

	DGCR8
	rs443678
	22
	18473126
	A/G
	A
	0.11
	A
	0.29

	DGCR8
	rs1640299
	22
	18478359
	C/A
	C
	0.36
	A
	0.47

	DGCR8
	rs417309
	22
	18478544
	A/G
	A
	0.02
	A
	0.07

	DGCR8
	rs3757
	22
	18479331
	A/G
	A
	0.13
	A
	0.25

	hsa-miR-659
	rs5750504
	22
	36573621
	A/T
	A
	0.47
	A
	0.43

	hsa-let-7a-3
	rs731085
	22
	44887429
	G/C
	G
	0.23
	C
	0.29

	hsa-miR-651
	rs1037521
	23
	8055173
	A/T
	A
	0.38
	T
	0.48

	hsa-miR-500
	rs17174054
	23
	49659688
	G/A
	G
	0.25
	G
	0.00

	hsa-miR-374B
	rs174208
	23
	73355366
	A/C
	A
	0.13
	A
	0.08

	hsa-miR-766
	rs5909648
	23
	118664575
	A/C
	A
	0.16
	A
	0.07

	hsa-miR-766
	rs6646439
	23
	118664996
	T/A
	T
	0.06
	T
	0.06

	hsa-miR-424
	rs757309
	23
	133508213
	A/G
	A
	0.18
	G
	0.34

	hsa-miR-513a-1
	rs7060854
	23
	146102550
	G/A
	G
	0.37
	G
	0.02

	hsa-miR-513a-2
	rs2018562
	23
	146114853
	G/A
	G
	0.45
	G
	0.24

	hsa-miR-507
	rs5905010
	23
	146120498
	C/G
	C
	0.40
	C
	0.25

	hsa-miR-105-1
	rs5970292
	23
	151311524
	A/G
	A
	0.30
	G
	0.39


Abbreviations: Chr., chromosome; AA: African American; EA: European American; MAF: minor allele frequency
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