Figure S2: Amino acid sequence coverage after combined endopeptidase digest and tandem mass spectrometry analysis

   1 MPFVNKQFNY KDTVNGIDIA YIKIPNAGQM QPVKAFKIHN KIWVIPERDT
  51 FTNPKEGDLN PPPEAKQVPV SYYDSTYLST DNEKDNYLKG VTKLFERIYS
 101 TDLGRMLLTS IVRGIPFWGG STIDTELKVI DTNCINVIQP DGSYRSEELN
 151 LVIIGPSADI IQFECKSFGH DVLNLTRNGY GSTQYIRFSP DFTFGFEESL
 201 EVDTNPLLGA GKFATDPAVT LAHELIHAEH RLYGIAINPN RVFKVNTNAY
 251 YEMSGLEVSF EELRTFGGHN AKFIDSLQEN EFRLYYYNKF KDIASTLNKA
 301 KSIVGTTASL QYMKNVFKEK YLLSEDTSGK FSVDKLKFDK LYKMLTEIYT
 351 EDNFVKFFKV LNRKTYLNFD KAVFKINIVP DENYTIKDGF NLKNTNLAAN
 401 FNGQNTEINS RNFTKLKNFT GLFEFYKLLC VRGIIPFKTK SLDEGYNKAL
 451 NDLCIKVNNW DLFFSPSEDN FTNDLDKVEE ITSDTNIEAA EENISLDLIQ
 501 QYYLTFDFDN EPENISIENL SSDIIGQLEP MPNIERFPNG KKYELDKYTM
 551 FHYLRAQEFE HSKSRIALTN SVNEALLNPS RVYTFFSSDY VKKVNKATEA
 601 AMFLGWVEQL VYDFTDETSE VSTTDKIADI TIIIPYIGPA LNIGNMLYKD
 651 DFVGALIFSG AVILLEFIPE IAIPVLGTFA LVSYIANKVL TVQTIDNALS
 701 KRNEKWDEVY KYIVTNWLAK VNTQIDLVRK KMKEALENQA EATKAIINYQ
 751 YNQYTEEEKN NINFNIDDLS SKLNESINSA MTNINKFLDQ CSVSYLMNSM
 801 IPYAVKRLKD FDASVREVLL KYIYDNRGTL ILQVDRLKDK VNNTLSADIP
 851 FQLSKYVDNK KLLSTFTEYI KNITNTSILS IVVDKDGRLI DLSRYGAEIY
 901 NGDKVSYNSI DKNQIKLINL ESSAIEVILK NAIVYNSMYE NFSTSFWIKI
 951 PKYFSKINLN NEYTIINCIE NNSGWKVSLN YGEIIWTLQD NQQNIQRVVF
1001 KYSQMVNISD YINRWIFVTI TNNRLDKSKI YINGRLIDQK PISNLGNIHA
1051 SNNIMFKLDG CRDPRRYIVI KYFNLFDKEL NEKEIKDLYD NQSNSGILKD
1101 FWGDYLQYDK PYYMLNLYDP NKYVDVNNIG IRGYMYLKGP RGSVVTTNIY
1151 LNSTLYMGTK FIIKKYASGN KDNIVRNNDR VYINVVVKNK EYRLATNALQ
1201 AGVEKILSAL EIPDVGNLSQ VVVMKSKNDQ GIRNKCKMNL QDNNGNDIGL
1251 IGFHQFNNIA KLVASNWYNR QVGKASRTFG CSWEFIPVDD GWGESSQ
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