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Appendix S1 

Fig. S1. Overlap between mean dichotomized predictions of Oryzomys palustris suitability at a 

threshold for presence of 50% for models produced with the three datasets used in the study (i.e., 

full, Eastern, and Western). 



 

Fig. S2. Overlap between mean dichotomized predictions of Oryzomys palustris suitability at a 

threshold for presence of 70% for models produced with the three datasets used in the study (i.e., 

full, Eastern, and Western). 

 



 

Fig. S3. Overlap between mean dichotomized (threshold of 50%) Full dataset model and 

predicted distribution Amblyomma maculatum from Flenniken et al. 2022. 

 



 

Fig. S4. Overlap between mean dichotomized (threshold of 70%) Full dataset model and 

predicted distribution Amblyomma maculatum from Flenniken et al. 2022. 
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