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Supplementary Figure S8.

A, Dot plot of G-CSF ELISA quantification values from supernatants of indicated cell lines incubated with
indicated cytokines for 24h. n=3 biological replicates from a representative experiment, of two independent
experiments. P values by two-tailed adjusted Welch’s t tests. B, Analysis as in (A) for CXCL1. C and D, Analysis
as in (A) and (B) for EMT6. E, G-CSF ELISA quantification from supernatants of LLC MSI-H cells treated with
indicated concentrations of IL-1b and TNFa. Values represent mean +/- SD from three biological replicates. F,
Synergy scores using four synergy models. Mean value of synergy score across the matrix is shown, with p value
evaluating the null hypothesis of no interaction between IL-1b and TNFa. G and H, Analyses as in (E) and (F)
for EMT6. I, Representative histogram of IikBa fluorescence staining intensity in indicated cell lines and treatment

conditions.



