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Supplementary Figure S6.

A, Feature plots of selected markers colored by asinh transformed staining intensity from 7,546 CD44+ CD8 T
cells from ICI-treated B16F10 MSI-H, LLC MSI-H, EMT6 (day 13), and EO771 MSI-H (day 10) from n=5-6
mice per condition. B, Differential abundance (DA) analysis of CD44+ CD8 T cells from EO771 MSI-H and
LLC MSI-H tumors. C, Density plots for cells in (B). D, Clustering of DA cells from (B) into unsupervised cell
subsets. E, Heatmap of median marker intensities for cells in each DA cluster. nDA, non-DA cells. Colored dots
indicate clusters more abundant in EO771 (blue) or LLC (red). F-I, DA analysis as in (B-E) for EO771 MSI-H
vs. EMT6 CD44+ CD8 T cells. J-M, DA analysis as in (B-E) for BI6F10 MSI-H vs. EMT6 CD44+ CD8 T cells.

N-Z, Feature plots and DA analysis as performed in (A-M) for 9,366 CD44+ CD4 Tconv cells.



