Supplemental Table 1. Symptoms defining post COVID conditionsa.
	Symptoms
	 
	 
	 
	 
	 

	Shortness of breath
	 
	 
	

	Palpitations
	 
	 
	 
	 

	Chest pain/tightness
	 
	 
	 

	Runny nose/congestion
	 
	 
	 

	Loss of appetite
	 
	 
	 
	 

	Nausea
	 
	 
	 
	 
	 

	Vomiting
	 
	 
	 
	 

	Abdominal/stomach pain
	 
	 
	 

	Constipation
	 
	 
	 
	 

	Diarrhea
	 
	 
	 
	 

	Worsening of symptoms following minor mental or physical activity

	Fatigue
	 
	 
	 
	 
	 

	Joint pain
	 
	 
	 
	 

	Joint swelling
	 
	 
	 
	 

	Muscle pain
	 
	 
	 
	 

	Dizziness/lightheadedness/fainting
	 
	 

	Numbness/tingling
	 
	 
	 
	 

	Fogginess in thinking
	 
	 
	 

	Change in sleeping
	 
	 
	 
	 

	Headache
	 
	 
	 
	 

	Difficulty speaking/communicating
	 
	 

	Difficulty swallowing/chewing
	 
	 
	 

	Problems with balance/movement
	 
	 

	Weight loss
	 
	 
	 
	 

	Hair loss
	 
	 
	 
	 

	Change in color of toes/fingers
	 
	 

	Rash
	 
	 
	 
	 
	 

	Bruising/bleeding easily
	 
	 
	 

	Change in menstrual cycle
	 
	 
	 

	Change in sexual drive
	 
	 
	 

	Erectile dysfunction
	 
	 
	 


a. Post COVID conditions defined as report of one or more symptoms lasting four or more weeks after acute infection.
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Supplemental Table 2. Characteristics of study participants among those who responded to survey assessing post COVID conditions and those who did not.
	 
	Total 
	Did not complete surveya
	Completed surveya
	 

	 
	N
	(Col%)
	N 
	(Col %)
	N 
	(Col %)
	SMD

	No. participants 
	2840
	 
	837
	(29.5)
	2003
	(70.5)
	-

	 
	 
	 
	 
	 
	 
	 
	 

	Socio-demographic characteristics
	 
	 
	 
	 
	 
	 
	 

	Age (years) Mean (Std)
	43.3
	(10.8)
	41.4
	(10.5)
	44.1
	(10.9)
	 

	Gender
	 
	 
	 
	 
	 
	 
	0.020

	Female
	1647
	(58.2)
	481
	(57.5)
	1166
	(58.2)
	 

	Male
	1185
	(41.7)
	354
	(42.3)
	831
	(41.5)
	 

	Did not discloseb
	8
	 
	2
	 
	6
	 
	 

	Race 
	 
	 
	 
	 
	 
	 
	0.173

	American Indian/Alaskan Native
	17
	(0.6)
	2
	(0.2)
	15
	(0.7)
	 

	Asianb
	72
	(2.5)
	21
	(2.5)
	51
	(2.5)
	 

	Black or African American
	59
	(2.1)
	26
	(3.1)
	33
	(1.6)
	 

	White
	2537
	(89.3)
	757
	(90.4)
	1780
	(88.9)
	 

	Multiracial
	15
	(0.5)
	5
	(0.6)
	10
	(0.5)
	 

	Did not disclose
	140
	 
	26
	 
	114
	 
	 

	Ethnicity
	 
	 
	 
	 
	 
	 
	0.087

	Hispanic
	560
	(19.7)
	145
	(17.3)
	415
	(20.7)
	 

	Non-Hispanic
	2226
	(78.4)
	675
	(80.6)
	1551
	(77.4)
	 

	Did not disclose
	54
	 
	17
	 
	37
	 
	 

	Cohort location
	 
	 
	 
	 
	 
	 
	0.968

	Phoenix, AZ
	353
	(12.4)
	51
	(6.1)
	302
	(15.1)
	 

	Tucson, AZ
	878
	(30.9)
	118
	(14.1)
	760
	(37.9)
	 

	Other, AZ
	225
	(7.9)
	22
	(2.6)
	203
	(10.1)
	 

	Miami, FL
	336
	(11.8)
	168
	(20.1)
	168
	(8.4)
	 

	Duluth, MN
	386
	(13.6)
	201
	(24.0)
	185
	(9.2)
	 

	Temple, TX
	212
	(7.5)
	134
	(16.0)
	78
	(3.9)
	 

	Salt Lake City, UT
	450
	(15.8)
	143
	(17.1)
	307
	(15.3)
	 

	Occupationd 
	 
	 
	 
	 
	 
	 
	0.300

	Primary HCP
	417
	(14.7)
	134
	(16.0)
	283
	(14.1)
	 

	Secondary HCP
	871
	(30.7)
	292
	(34.9)
	579
	(28.9)
	 

	First Responder
	758
	(26.7)
	253
	(30.2)
	505
	(25.2)
	 

	Frontline Worker
	794
	(28.0)
	158
	(18.9)
	636
	(31.8)
	 

	SARS-CoV-2 Infection Characteristics
	 
	 
	 
	 
	 
	 
	 

	Infection type
	 
	 
	 
	 
	 
	 
	0.361

	Symptomatic
	2479
	(87.39)
	655
	(78.3)
	1824
	(91.1)
	 

	Asymptomatic
	361
	(12.7)
	182
	(21.7)
	179
	(8.9)
	 

	Number of symptoms reported during infection 
	 
	 
	 
	 
	 
	 
	0.214

	0 - 3
	914
	(32.2)
	329
	(39.3)
	585
	(29.2)
	 

	4 +
	1926
	(67.8)
	508
	(60.7)
	1418
	(70.8)
	 

	SARS-CoV-2 lineagee
	 
	 
	 
	 
	 
	 
	0.488

	Origin/wild-type variant
	483
	(17)
	240
	(28.7)
	243
	(12.1)
	 

	Delta variant
	318
	(11.2)
	42
	(5.0)
	276
	(13.8)
	 

	Omicron variant
	2039
	(71.8)
	555
	(66.3)
	1484
	(74.1)
	 

	Medical history prior to SARS-CoV-2 infection
	 
	 
	 
	 
	 
	 
	 

	Number of chronic conditions
	 
	 
	 
	 
	 
	 
	0.137

	None
	2027
	(71.4)
	596
	(71.2)
	1431
	(71.4)
	 

	1 +
	765
	(26.9)
	236
	(28.2)
	529
	(26.4)
	 

	Did not disclose
	48
	 
	5
	 
	43
	 
	 

	Daily medication use
	 
	 
	 
	 
	 
	 
	0.100

	None
	1366
	(48.1)
	398
	(47.6)
	968
	(48.3)
	 

	1 +
	1410
	(49.6)
	428
	(51.1)
	982
	(49.0)
	 

	Did not disclose
	64
	 
	11
	 
	53
	 
	 

	Smoking history
	 
	 
	 
	 
	 
	 
	0.088

	Not current smoker
	2200
	(77.5)
	657
	(78.5)
	1543
	(77.0)
	 

	Smoke tobacco products
	579
	(20.4)
	169
	(20.2)
	410
	(20.5)
	 

	Did not disclose
	61
	 
	11
	 
	50
	 
	 

	Self-rated health
	 
	 
	 
	 
	 
	 
	0.009

	Excellent/very good
	1953
	(68.8)
	578
	(69.1)
	1375
	(68.6)
	 

	Good/fair/poor
	887
	(31.2)
	259
	(30.9)
	628
	(31.4)
	 


Abbreviation: Col = column; SMD = standard mean differences ; Std = standard deviation; HCP = healthcare personnel.
a. Completed survey is defined as indicating whether participant experienced one or more symptoms lasting a month or longer and indicating what symptom(s) experienced.
b. Includes 4 participants that reported "Prefer not to answer", 2 participants that did not respond, and 2 reported "none of these".
c. Includes individuals who responded as native Hawaiian or other Pacific Islander.
d. Occupation categories: Primary HCP (physicians, physician assistants, nurse practitioners, dentists), Other allied HCP (nurses, therapists, technicians, medical assistants, orderlies and all others providing clinical support in inpatient or outpatient settings), first responders (FR; firefighters, law enforcement, corrections, emergency medical technicians), essential and frontline workers (EFW; workers in hospitality, delivery, and retail; teachers; all other occupations that require contact within 3 feet of the public, customers, or co-workers as a routine part of their job).
e. SARS-CoV-2 lineage was determined through whole genome sequencing on eligible samples. For ineligible specimens (cycle threshold value ≥30) virus sequence was presumptively assigned as the Delta variant when Delta accounted for ≥ 50% of viruses sequenced from other specimens at each site location; specimens were presumed to be the Omicron variant when ≥ 50% of viruses sequenced were Omicron for each site.
Supplemental Table 3. SARS‐CoV‐2 RT‐PCR specimen collection and testing practices for weekly and symptomatic respiratory swabs and whole genome sequencing methods. 

	 
	HEROES-RECOVER

	Collection Media
	Collection using a flocked nasal swab and placed in a viral transport medium

	Collection Protocol
	Self‐collection and shipped to Marshfield Clinic Research Institute

	Extraction Protocol
	MagMAX Viral/Pathogen Nucleic Acid Isolation Kit on the KingFisher Flex system

	RT‐PCR Assay
	Applied Biosystems TaqMan™ SARS‐ CoV‐2, Flu A/B, RSV RT‐PCR Assay Kit

	Determination of Positive Result
	At least two SARS‐CoV‐2 targets (ORF1ab, N gene, S gene) with Ct value ≤37

	Whole genome sequencing
	In collaboration with the Wisconsin State Laboratory of Hygiene, used a modified ARTIC protocol for viral genome identification (1) (v4.1 primers [IDT, 10011442]). All samples were paired‐end sequenced on an Illumina MiSeq. Fastq files were analyzed using the StapH‐B Cecret bioinformatics workflow, including
lineage and clade identification (2).
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