Appendix

Supplemental Methods. Additional methodological details for PCR arrays, ferret pathogenicity and transmissibility assessments, and sequencing.

Supplemental Table 1: Statistical analyses of in vitro replication kinetics shown in Figure 1. Area Under the Curve calculations shown for data presented in panels a, b, and c.

Supplemental Table 2a: Average Ct and standard deviation for PCR array data shown in Figure 2a. Ct threshold = 35. NA, not applicable as all Ct values were 35.

Supplemental Table 2b: Average Delta(Ct) and standard deviation for PCR array data shown in Figure 2a.

Supplemental Table 2c: 2^(-Avg.(Delta(Ct)) for PCR array data shown in Figure 2a.

Supplemental Table 2d: Fold change compared to mock for PCR array data shown in Figure 2a. Fold change (2^(- Delta Delta CT)) is the normalized gene expression (2^(- Delta CT)) in the Test Sample (virus) divided the normalized gene expression (2^(- Delta CT)) in the Control Sample (mock). Fold-change values less than one indicate a negative or down-regulation, represented in the fold-regulation analysis as the negative inverse of the fold-change (-1/fold change). Fold-change values greater than 2 or less than 0.5 are indicated in bold.

Supplemental Table 2e. Fold regulation compared to mock for PCR array data shown in Figure 2a. Fold regulation represents fold change results in a biologically meaningful way. Fold change values greater than one indicate a positive- or an up-regulation, and the fold-regulation is equal to the fold-change. 

Supplemental Table 2f. P-values for fold change and fold regulation shown in Supplemental Tables 2d-e. The p values are calculated based on a Student's t-test of the replicate 2^(- Delta CT) values for each gene in the control group and treatment groups.

Supplemental Table 2g. Fold change of MI/90 compared to Texas/37 for PCR array data shown in Figure 2b. Inclusion criteria: >2-fold increase, p<0.05.

Supplementary methods.

PCR array. To assess regulation of antiviral response-related genes, the RT2 Profiler PCR array analysis for human antiviral response (Qiagen, PAHS-122Z) was used. Total RNA was extracted from all EpiCorneal constructs 24 hours post-infection using a RNeasy Mini Kit (Qiagen, Venlo, Netherlands) with on-column DNase digestion. cDNA synthesis from purified RNA was performed using a RT2 First Strand kit (Qiagen) with 500ng RNA for each reaction. cDNA was added to RT2 SYBR Green Mastermix and was aliquoted (25µl/well) into each RT2 Profiler PCR Array (96-well plate containing primer assays for 84 pathway-focused genes, 5 housekeeping genes, and controls). Cycling conditions were 1 cycle (10 min/95°C), then 40 cycles (15 s/95°C, 1 min/60°C). Threshold values above baseline were manually set to be identical across all PCR array runs in the analysis. Cycle threshold (Ct) values were exported and all array results were conducted per manufacturer’s instructions (GeneGlobe Data Analysis Center software-based tool, Qiagen), with normalization specified in Supplemental Table 1.

Ferret pathogenicity and transmissibility assessments. Male Fitch ferrets (Triple F Farms, Sayre, PA) were 7-8 months (naive) or 12 months (preimmune) of age. Naive ferrets were serologically negative for currently circulating influenza A and B viruses as confirmed by standard hemagglutination inhibition assay prior to inoculation/contact. All animals were housed in Duo-Flo Bioclean mobile units (Lab Products Incorporated, Seaford, DE) during experimentation. Ferrets were randomly assigned by eartag number to each group. All ferrets were observed daily for 14 days post-inoculation (p.i.)/post-contact (p.c.) for clinical signs of infection (including weight loss, temperature, lethargy assessments) as described1. Animals that exhibited sustained diarrhea, lethargy, and labored breathing in addition to other signs of severe disease were humanely euthanized by intracardiac administration of 390 mg/mL pentobarbital sodium, 50 mg/mL phenytoin sodium (1mL per kg). Ferrets were anesthetized for all virus inoculations/exposures and sample collections with a ketamine (10 to 30 mg/kg):xylazine (2 mg/kg) cocktail. 
Inoculated animals that were humanely euthanized were subjected to postmortem necropsy for collection of blood, kidney, spleen, liver, intestine (pooled from duodenum, jejunoileum, and descending colon), olfactory bulb (BnOB), brain, lung (pooled from all lobes proximal to bronchi), trachea, soft palate (soft pal), ethmoid turbinates (eth tur), nasal turbinates (nasal tur), eyes (pooled), and conjunctiva (pooled). Specimens were frozen at -80°C until homogenization in 1ml PBS (solid tissues only) and titration by standard plaque assay in MDCK cells, reported as log10 PFU/ml or g of tissue as specified in the figure legends.
Serum was collected from all ferrets prior to the start of each experiment, and from all ferrets that survived the experimental period (day 20 p.c.). Standard hemagglutination inhibition assays were performed against homologous virus using 0.5% turkey red blood cells (Lampire Biological Laboratories, Pipersville, PA).

Sequencing. Virus stocks were sequenced prior to inoculation to confirm integrity, and virus-infected ferret specimens were sequenced to assess emergence of mutations during the course of infection in ferret nasal wash and different tissues. Viral RNA from ferret specimens was extracted using the QIAamp Viral RNA Mini Kit (Qiagen) and processed for influenza genome amplification and next generation sequencing as described1. 
	To extract viral RNA from ferret nasal wash or tissues, 140 µl of ferret nasal wash or tissue homogenate was inactivated with 560 µl AVL buffer following manufacturers protocol using the QIAamp Viral RNA Mini Kit (Qiagen, Venlo, Netherlands) on the QIAcube HT automated high-throughput nucleic acid purification platform (Qiagen, Venlo, Netherlands). Samples were eluted in 100µL of AVE. 5 µL of extracted RNA was then reverse transcribed and genome amplified for all influenza gene segments using universal primers described previously2 and Superscript III One-Step RT-PCR Platinum Taq High Fidelity Kit (Invitrogen, Waltham, Massachusetts, USA) in a 12.5 uL reaction following manufacturers protocol. PCR product was verified on a 2% agarose E-Gel with SYBR Safe (Invitrogen, Waltham, Massachusetts, USA) and purified with Sera-mag SpeedBeads (Fisher Scientific, Pittsburgh, Pennsylvania, USA) followed by NGS library preparation with the Illumina Nextera DNA Flex library preparation kit (Illumina, San Diego, California, USA) at half-volume reaction size. Libraries were quality checked and quantified on a TapeStation 4150 (Agilent Technologies, Santa Clara, California, USA) and pooled in equal molar ratio prior to sequencing on Illumina iSeq100 (Illumina, San Diego, California, USA) with i1 Reagent Cartridge v2 using paired-end 150bp reads. Data were processed in Geneious Prime v2023.0.4, trimming reads with BBduk v1 to remove primers, adapters, and quality below Q30, and keeping reads with a minimum length of 40bp. Trimmed reads were then mapped to the reference/inoculum genome with 50bp N spacers between gene segments using Bowtie2 v2.4.53 with end to end alignment on the highest sensitivity. Variants were called at 5% frequency using a minimum coverage of 100x and excluding paired reads mapped more than 30% from the expected distance of 500bp. 
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Supplemental Table 1. Statistical analyses of in vitro replication kinetics shown in Figure 1.

	Figure 1A Area Under the Curve
	
	
	
	

	
	
	
	
	
	

	Tukey's multiple comparisons test
	Mean diff
	95.00% CI of diff.
	adjusted p value
	
	

	Texas/37 vs. NL219
	110.6
	-40.79 to 261.9
	0.14
	
	

	Texas/37 vs. Neb14
	-37.63
	-189 to 113.7
	0.74
	
	

	NL219 vs. Neb14
	-148.2
	-299.5 to 3.152
	0.054
	
	

	
	
	
	
	
	

	Figure 1B Area Under the Curve
	
	
	
	

	
	
	
	
	
	

	Tukey's multiple comparisons test
	Mean diff
	95.00% CI of diff.
	adjusted p value
	
	

	Texas/37 vs. NL219
	-31.67
	-99.2 to 35.86
	0.38
	
	

	Texas/37 vs. Neb14
	-65.77
	-133.3 to 1.763
	0.055
	
	

	NL219 vs. Neb14
	-34.1
	-101.6 to 33.43
	0.34
	
	

	
	
	
	
	
	

	Figure 1C Area Under the Curve
	
	
	
	

	
	
	
	
	
	

	Tukey's multiple comparisons test
	Mean diff
	95.00% CI of diff.
	adjusted p value
	
	

	Texas/37 vs. MI/90
	47.86
	-29.43 to 125.1
	0.36
	
	

	Texas/37 vs. Chile/25945
	0.4
	-76.89 to 77.69
	>0.99
	
	

	Texas/37 vs. NL/219
	-43.23
	-120.5 to 34.05
	0.46
	
	

	Texas/37 vs. NL/230
	-33.7
	-111 to 43.59
	0.69
	
	

	Texas/37 vs. Neb/14
	-73.57
	-150.9 to 3.719
	0.066
	
	

	MI/90 vs. Chile/25945
	-47.46
	-124.7 to 29.83
	0.37
	
	

	MI/90 vs. NL/219
	-91.09
	-168.4 to -13.81
	0.018
	
	

	MI/90 vs. NL/230
	-81.56
	-158.8 to -4.275
	0.037
	
	

	MI/90 vs. Neb/14
	-121.4
	-198.7 to -44.14
	0.0021
	
	

	Chile/25945 vs. NL/219
	-43.63
	-120.9 to 33.65
	0.45
	
	

	Chile/25945 vs. NL/230
	-34.1
	-111.4 to 43.19
	0.68
	
	

	Chile/25945 vs. Neb/14
	-73.97
	-151.3 to 3.319
	0.064
	
	

	NL/219 vs. NL/230
	9.533
	-67.75 to 86.82
	0.99
	
	

	NL/219 vs. Neb/14
	-30.33
	-107.6 to 46.95
	0.77
	
	

	NL/230 vs. Neb/14
	-39.87
	-117.2 to 37.42
	0.54
	
	

	
	
	
	
	
	

	Area Under the Curve was calculated in Prism (2-72 hours p.i.)
	
	

	One-way ANOVA with multiple comparisons performed with virus as the variable
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Supplemental Table 2a: Average Ct and standard deviation for PCR array data shown in Figure 2a.
	Symbol
	AVG Ct 
	Standard Deviation

	
	mock
	Texas
	MI
	Chile
	NL/219
	NL/230
	Neb
	mock
	Texas
	MI
	Chile
	NL/219
	NL/230
	Neb

	AIM2
	30.53
	31.76
	29.65
	30.39
	28.87
	29.73
	34.63
	1.23
	0.70
	0.22
	0.21
	0.72
	0.97
	0.48

	APOBEC3G
	31.98
	33.07
	31.15
	32.17
	31.22
	31.72
	34.20
	1.43
	0.66
	0.41
	0.50
	0.47
	0.64
	0.75

	ATG5
	25.34
	25.08
	25.05
	25.31
	25.43
	25.46
	25.41
	0.25
	0.43
	0.10
	0.08
	0.16
	0.45
	0.21

	AZI2
	25.36
	25.33
	25.07
	25.21
	25.10
	25.40
	25.48
	0.36
	0.50
	0.13
	0.23
	0.10
	0.48
	0.27

	CARD9
	31.36
	30.23
	30.58
	29.87
	30.84
	31.42
	30.80
	0.48
	1.14
	0.20
	0.17
	0.34
	0.69
	0.20

	CASP1
	26.64
	26.75
	26.50
	26.87
	26.44
	26.83
	26.93
	0.49
	0.55
	0.09
	0.35
	0.17
	0.87
	0.37

	CASP10
	24.88
	24.85
	24.33
	24.68
	24.57
	24.98
	25.61
	0.46
	0.56
	0.10
	0.24
	0.45
	0.52
	0.32

	CASP8
	27.08
	26.99
	26.81
	26.86
	26.92
	27.18
	27.46
	0.40
	0.59
	0.12
	0.04
	0.45
	0.56
	0.30

	CCL3
	35.00
	35.00
	35.00
	34.91
	35.00
	35.00
	35.00
	NA
	NA
	NA
	0.12
	NA
	NA
	NA

	CCL5
	29.47
	30.27
	28.96
	29.60
	29.53
	28.06
	30.91
	1.12
	0.69
	0.32
	0.14
	0.11
	0.55
	0.57

	CD40
	30.63
	30.73
	30.50
	30.89
	30.92
	31.30
	31.05
	0.47
	0.37
	0.56
	0.16
	0.21
	0.57
	0.36

	CD80
	34.11
	34.94
	34.36
	34.92
	34.14
	34.79
	35.00
	0.77
	0.10
	0.69
	0.14
	0.46
	0.37
	0.00

	CD86
	34.56
	34.35
	34.12
	34.32
	34.69
	34.48
	34.15
	0.46
	0.58
	1.19
	0.42
	0.54
	0.89
	0.65

	CHUK
	26.78
	26.44
	26.55
	26.48
	27.07
	27.14
	26.97
	0.35
	0.57
	0.14
	0.13
	0.33
	0.60
	0.25

	CTSB
	23.30
	22.99
	22.63
	22.98
	23.07
	23.82
	23.42
	0.45
	0.46
	0.085
	0.24
	0.43
	0.71
	0.35

	CTSL
	24.35
	24.16
	24.41
	24.48
	24.83
	24.73
	24.42
	0.51
	0.23
	0.089
	0.40
	0.03
	0.60
	0.25

	CTSS
	24.52
	24.57
	23.80
	24.65
	24.06
	24.48
	25.36
	0.90
	0.08
	0.015
	0.04
	0.54
	0.78
	0.30

	CXCL10
	27.42
	28.86
	26.72
	27.80
	27.22
	26.72
	32.91
	1.34
	0.52
	0.030
	0.45
	0.59
	1.08
	0.81

	CXCL11
	28.15
	29.58
	27.67
	28.64
	27.36
	27.75
	34.53
	1.34
	0.44
	0.11
	0.44
	0.83
	1.31
	0.81

	CXCL9
	31.76
	32.61
	30.59
	31.40
	30.76
	30.94
	32.38
	1.40
	0.99
	0.52
	0.43
	1.09
	1.78
	3.78

	CYLD
	25.54
	25.38
	25.10
	25.16
	25.40
	25.78
	25.80
	0.32
	0.59
	0.10
	0.11
	0.48
	0.59
	0.30

	TKFC
	27.71
	27.26
	27.78
	27.78
	27.94
	28.23
	27.71
	0.49
	0.57
	0.22
	0.40
	0.06
	0.60
	0.45

	DDX3X
	22.82
	22.60
	22.61
	22.70
	22.89
	23.07
	22.91
	0.24
	0.50
	0.14
	0.16
	0.26
	0.61
	0.31

	DDX58
	24.31
	25.22
	23.69
	24.12
	23.71
	24.26
	26.27
	0.74
	0.76
	0.05
	0.31
	0.60
	1.10
	0.23

	DHX58
	27.67
	28.05
	26.83
	27.02
	26.67
	27.54
	29.20
	1.11
	0.67
	0.23
	0.26
	0.68
	0.96
	0.27

	FADD
	26.94
	26.57
	26.80
	27.09
	26.91
	27.24
	26.82
	0.39
	0.20
	0.20
	0.20
	0.18
	0.68
	0.53

	FOS
	29.06
	29.41
	28.29
	28.53
	28.87
	28.77
	29.76
	0.44
	0.49
	0.60
	0.30
	0.89
	0.83
	0.92

	HSP90AA1
	21.61
	21.40
	21.41
	21.19
	21.71
	21.77
	21.61
	0.26
	0.53
	0.03
	0.35
	0.22
	0.46
	0.26

	IFIH1
	24.41
	25.29
	23.81
	24.09
	23.49
	24.29
	26.55
	0.85
	0.49
	0.044
	0.20
	0.62
	1.00
	0.24

	IFNA1
	32.58
	32.66
	33.09
	32.58
	33.53
	33.11
	32.68
	0.71
	0.65
	0.74
	0.67
	1.26
	0.88
	0.82

	IFNA2
	34.42
	35.00
	34.06
	34.79
	35.00
	34.70
	35.00
	1.01
	NA
	0.85
	0.36
	NA
	0.53
	NA

	IFNAR1
	24.75
	24.40
	24.20
	24.59
	24.82
	24.80
	24.83
	0.53
	0.25
	0.04
	0.07
	0.35
	0.48
	0.37

	IFNB1
	31.59
	33.07
	30.79
	31.97
	31.46
	28.73
	34.49
	1.16
	0.36
	0.31
	0.21
	0.52
	0.54
	0.88

	IKBKB
	26.31
	25.97
	25.99
	25.87
	26.24
	26.49
	26.33
	0.067
	0.70
	0.13
	0.19
	0.46
	0.63
	0.37

	IL12A
	31.35
	32.61
	30.80
	31.58
	31.92
	30.37
	34.40
	1.31
	0.35
	0.30
	0.85
	0.94
	0.73
	0.57

	IL12B
	34.34
	34.05
	33.68
	33.40
	33.79
	34.99
	34.87
	1.14
	0.60
	1.21
	1.57
	0.31
	0.023
	0.12

	IL15
	29.69
	29.74
	29.13
	30.08
	29.18
	29.61
	30.40
	1.12
	0.23
	0.27
	0.21
	0.35
	0.99
	0.29

	IL18
	23.98
	23.67
	23.85
	23.37
	24.04
	24.17
	23.97
	0.25
	0.89
	0.13
	0.12
	0.15
	0.27
	0.15

	IL1B
	30.08
	29.78
	30.37
	29.88
	30.08
	29.36
	29.41
	0.45
	0.067
	0.87
	0.77
	0.13
	1.26
	1.02

	IL6
	33.02
	33.85
	32.51
	33.19
	33.86
	31.02
	32.59
	1.58
	1.02
	0.81
	0.79
	0.44
	0.89
	1.33

	CXCL8
	26.91
	27.16
	26.28
	26.54
	26.50
	25.73
	27.51
	0.62
	0.17
	0.18
	0.37
	0.40
	0.69
	0.59

	IRAK1
	25.06
	24.76
	25.09
	24.88
	25.27
	25.55
	25.31
	0.26
	0.47
	0.21
	0.22
	0.21
	0.47
	0.12

	IRF3
	25.64
	25.29
	25.60
	25.40
	25.76
	25.76
	25.21
	0.18
	0.61
	0.11
	0.15
	0.13
	0.70
	0.38

	IRF5
	28.54
	28.15
	28.08
	28.55
	28.74
	28.98
	29.01
	0.68
	0.45
	0.15
	0.12
	0.49
	0.81
	0.36

	IRF7
	26.33
	26.92
	25.91
	25.68
	25.67
	26.84
	28.34
	0.73
	0.65
	0.23
	0.18
	0.76
	0.83
	0.16

	ISG15
	21.48
	22.42
	20.74
	20.59
	19.87
	21.35
	24.39
	0.95
	0.68
	0.09
	0.26
	0.60
	0.87
	0.37

	JUN
	27.19
	27.14
	27.40
	26.64
	27.55
	27.63
	27.54
	0.075
	0.49
	0.47
	0.58
	0.34
	0.33
	0.35

	MAP2K1
	25.12
	25.02
	24.87
	25.11
	25.20
	25.38
	25.47
	0.35
	0.24
	0.07
	0.26
	0.19
	0.41
	0.39

	MAP2K3
	24.17
	23.94
	24.13
	23.32
	24.18
	24.68
	24.40
	0.34
	0.78
	0.23
	0.38
	0.53
	0.26
	0.27

	MAP3K1
	26.92
	26.38
	26.71
	26.84
	26.91
	27.21
	26.71
	0.29
	0.62
	0.15
	0.27
	0.30
	0.67
	0.42

	MAP3K7
	26.58
	26.36
	26.31
	26.49
	26.45
	26.37
	26.03
	0.37
	0.43
	0.10
	0.12
	0.21
	0.61
	0.41

	MAPK1
	23.05
	22.82
	22.83
	22.88
	23.09
	23.38
	23.32
	0.31
	0.42
	0.14
	0.15
	0.24
	0.48
	0.29

	MAPK14
	24.78
	24.54
	24.71
	24.62
	24.90
	25.14
	24.79
	0.21
	0.47
	0.084
	0.15
	0.18
	0.49
	0.26

	MAPK3
	23.12
	22.91
	22.77
	22.87
	23.24
	23.38
	23.44
	0.38
	0.42
	0.056
	0.20
	0.31
	0.35
	0.25

	MAPK8
	26.09
	25.89
	26.10
	25.58
	26.26
	26.45
	26.38
	0.33
	0.68
	0.16
	0.18
	0.34
	0.21
	0.19

	MAVS
	25.42
	25.11
	25.17
	25.19
	25.58
	26.04
	25.83
	0.47
	0.48
	0.26
	0.46
	0.54
	0.66
	0.28

	MEFV
	32.95
	33.51
	33.39
	33.43
	32.99
	33.71
	33.85
	0.67
	0.53
	0.99
	1.43
	1.47
	0.85
	1.13

	MX1
	22.01
	23.09
	21.03
	21.41
	20.72
	21.79
	25.16
	1.16
	0.48
	0.15
	0.44
	0.80
	1.17
	0.50

	MYD88
	23.47
	23.40
	23.11
	23.14
	23.30
	23.71
	24.15
	0.52
	0.52
	0.10
	0.26
	0.38
	0.60
	0.12

	NFKB1
	26.83
	26.42
	26.79
	26.70
	26.91
	27.04
	26.59
	0.36
	0.56
	0.30
	0.015
	0.20
	0.68
	0.45

	NFKBIA
	22.95
	22.93
	22.72
	22.56
	22.61
	23.08
	23.41
	0.31
	0.49
	0.17
	0.23
	0.47
	0.44
	0.25

	NLRP3
	35.00
	35.00
	34.98
	35.00
	34.54
	35.00
	34.91
	NA
	NA
	0.035
	NA
	0.41
	NA
	0.15

	NOD2
	27.97
	27.69
	28.07
	27.71
	28.42
	28.70
	27.89
	0.45
	0.86
	0.54
	0.32
	0.40
	0.87
	0.19

	OAS2
	23.81
	24.41
	22.96
	23.23
	22.74
	23.93
	26.06
	0.98
	0.51
	0.13
	0.29
	0.75
	0.93
	0.51

	PIN1
	26.32
	26.11
	26.22
	26.27
	26.57
	26.79
	26.35
	0.26
	0.44
	0.15
	0.17
	0.13
	0.49
	0.22

	PSTPIP1
	30.75
	30.00
	31.45
	30.26
	31.05
	31.49
	30.01
	0.93
	0.92
	0.80
	0.40
	0.13
	1.21
	0.51

	PYCARD
	24.01
	23.41
	24.06
	23.62
	24.00
	24.28
	23.26
	0.75
	0.74
	0.28
	0.26
	0.19
	0.68
	0.30

	PYDC1
	26.28
	25.86
	25.84
	25.33
	25.96
	26.42
	25.69
	0.48
	1.31
	0.16
	0.58
	0.29
	0.20
	0.22

	RELA
	24.92
	24.63
	24.68
	24.64
	24.98
	25.20
	25.00
	0.16
	0.56
	0.13
	0.080
	0.21
	0.49
	0.22

	RIPK1
	27.27
	27.13
	26.98
	27.21
	27.15
	27.45
	27.60
	0.36
	0.56
	0.19
	0.10
	0.29
	0.57
	0.54

	SPP1
	34.85
	35.00
	34.45
	34.12
	34.83
	34.67
	35.00
	0.25
	NA
	0.84
	0.44
	0.19
	0.58
	NA

	STAT1
	23.90
	24.25
	23.34
	23.39
	23.09
	24.06
	25.00
	0.57
	0.78
	0.17
	0.06
	0.59
	0.90
	0.30

	SUGT1
	25.73
	25.38
	25.60
	25.73
	25.75
	25.69
	25.24
	0.44
	0.47
	0.08
	0.19
	0.18
	0.63
	0.23

	TBK1
	27.34
	27.16
	26.98
	27.09
	27.31
	27.51
	27.39
	0.43
	0.61
	0.09
	0.072
	0.26
	0.83
	0.28

	TICAM1
	25.61
	25.53
	25.03
	25.22
	24.97
	25.39
	25.87
	0.45
	0.27
	0.15
	0.21
	0.32
	0.47
	0.42

	TLR3
	27.94
	28.21
	27.36
	28.62
	27.79
	28.00
	28.60
	0.78
	0.34
	0.23
	0.10
	0.24
	0.94
	0.63

	TLR7
	35.00
	35.00
	34.92
	35.00
	35.00
	34.91
	35.00
	NA
	NA
	0.14
	NA
	NA
	0.16
	NA

	TLR8
	35.00
	34.62
	35.00
	35.00
	35.00
	34.80
	35.00
	NA
	0.57
	NA
	NA
	NA
	0.35
	NA

	TLR9
	33.90
	32.84
	33.75
	32.61
	33.73
	34.14
	34.34
	0.89
	1.39
	1.17
	0.90
	1.10
	0.76
	0.59

	TNF
	30.40
	30.98
	30.32
	29.92
	29.39
	29.63
	32.75
	0.37
	0.64
	0.42
	0.16
	0.61
	1.03
	0.57

	TRADD
	27.13
	27.00
	26.98
	26.93
	27.32
	27.90
	27.58
	0.072
	0.68
	0.30
	0.19
	0.36
	0.56
	0.38

	TRAF3
	26.94
	26.47
	26.98
	26.69
	27.01
	27.24
	26.89
	0.35
	0.49
	0.047
	0.47
	0.087
	0.49
	0.28

	TRAF6
	27.14
	26.86
	26.70
	26.97
	27.12
	27.39
	27.22
	0.25
	0.47
	0.19
	0.05
	0.31
	0.61
	0.46

	TRIM25
	23.65
	23.76
	23.05
	23.39
	23.28
	23.71
	24.26
	0.34
	0.57
	0.10
	0.28
	0.35
	0.54
	0.20

	ACTB
	18.76
	18.50
	18.72
	18.63
	18.81
	18.97
	19.03
	0.60
	0.19
	0.12
	0.22
	0.14
	0.47
	0.34

	B2M
	20.62
	20.56
	20.36
	20.58
	20.47
	21.12
	21.50
	0.81
	0.23
	0.047
	0.14
	0.70
	0.59
	0.18

	GAPDH
	21.97
	21.71
	22.33
	22.13
	22.00
	22.20
	21.48
	0.46
	0.25
	0.25
	0.75
	0.31
	0.71
	0.70

	HPRT1
	28.98
	28.82
	29.56
	29.29
	29.09
	29.16
	28.79
	0.52
	0.30
	0.29
	0.75
	0.53
	0.59
	0.54

	RPLP0
	19.42
	19.01
	19.38
	19.35
	19.34
	19.45
	19.02
	0.42
	0.44
	0.21
	0.16
	0.21
	0.53
	0.45


Supplemental Table 2b: Average Delta(Ct) and standard deviation for PCR array data shown in Figure 2a.
	Symbol
	AVG Delta(Ct)  (Ct(GOI) - Ave Ct(HKG))
	Standard Deviation

	
	mock
	Texas
	MI
	Chile
	NL/219
	NL/230
	Neb
	mock
	Texas
	MI
	Chile
	NL/219
	NL/230
	Neb

	AIM2
	8.86
	10.32
	7.89
	8.69
	7.22
	7.82
	12.93
	1.16
	0.42
	0.34
	0.45
	0.79
	0.41
	0.69

	APOBEC3G
	10.31
	11.64
	9.39
	10.48
	9.57
	9.82
	12.50
	1.29
	0.42
	0.43
	0.82
	0.49
	0.11
	0.52

	ATG5
	3.66
	3.65
	3.30
	3.61
	3.78
	3.55
	3.71
	0.16
	0.17
	0.17
	0.24
	0.22
	0.19
	0.21

	AZI2
	3.68
	3.89
	3.31
	3.51
	3.45
	3.50
	3.78
	0.18
	0.23
	0.18
	0.08
	0.20
	0.13
	0.21

	CARD9
	9.68
	8.79
	8.82
	8.18
	9.18
	9.52
	9.10
	0.84
	0.86
	0.08
	0.48
	0.32
	0.23
	0.60

	CASP1
	4.97
	5.31
	4.74
	5.17
	4.79
	4.93
	5.23
	0.24
	0.28
	0.11
	0.04
	0.23
	0.31
	0.11

	CASP10
	3.21
	3.42
	2.57
	2.98
	2.91
	3.07
	3.91
	0.33
	0.33
	0.07
	0.55
	0.50
	0.12
	0.24

	CASP8
	5.41
	5.56
	5.06
	5.17
	5.26
	5.28
	5.76
	0.39
	0.31
	0.04
	0.29
	0.49
	0.18
	0.11

	CCL3
	13.33
	13.57
	13.24
	13.21
	13.35
	13.10
	13.30
	0.40
	0.28
	0.15
	0.40
	0.13
	0.57
	0.40

	CCL5
	7.80
	8.84
	7.20
	7.91
	7.88
	6.16
	9.21
	0.95
	0.41
	0.40
	0.37
	0.21
	0.06
	0.91

	CD40
	8.96
	9.30
	8.74
	9.19
	9.27
	9.40
	9.35
	0.21
	0.17
	0.62
	0.37
	0.31
	0.04
	0.05

	CD80
	12.44
	13.51
	12.61
	13.22
	12.49
	12.88
	13.30
	0.83
	0.26
	0.59
	0.18
	0.40
	0.58
	0.40

	CD86
	12.89
	12.91
	12.37
	12.62
	13.03
	12.58
	12.45
	0.76
	0.30
	1.34
	0.50
	0.67
	1.45
	0.71

	CHUK
	5.11
	5.00
	4.79
	4.79
	5.42
	5.23
	5.27
	0.055
	0.29
	0.07
	0.42
	0.37
	0.08
	0.17

	CTSB
	1.62
	1.56
	0.88
	1.28
	1.42
	1.92
	1.72
	0.30
	0.21
	0.08
	0.56
	0.49
	0.84
	0.25

	CTSL
	2.68
	2.73
	2.65
	2.78
	3.17
	2.82
	2.72
	0.12
	0.084
	0.10
	0.09
	0.10
	0.08
	0.23

	CTSS
	2.85
	3.14
	2.04
	2.95
	2.40
	2.58
	3.66
	0.67
	0.21
	0.15
	0.35
	0.58
	0.22
	0.42

	CXCL10
	5.75
	7.43
	4.96
	6.11
	5.57
	4.82
	11.21
	1.13
	0.24
	0.15
	0.15
	0.62
	0.53
	0.81

	CXCL11
	6.48
	8.14
	5.91
	6.94
	5.70
	5.84
	12.83
	1.13
	0.19
	0.25
	0.75
	0.88
	0.74
	1.05

	CXCL9
	10.08
	11.17
	8.84
	9.70
	9.11
	9.03
	10.68
	1.44
	0.71
	0.41
	0.71
	1.14
	1.22
	3.93

	CYLD
	3.86
	3.95
	3.35
	3.46
	3.74
	3.88
	4.10
	0.14
	0.31
	0.09
	0.40
	0.51
	0.12
	0.11

	TKFC
	6.03
	5.82
	6.03
	6.09
	6.29
	6.33
	6.01
	0.62
	0.30
	0.10
	0.13
	0.17
	0.056
	0.12

	DDX3X
	1.14
	1.16
	0.85
	1.00
	1.24
	1.17
	1.21
	0.17
	0.21
	0.04
	0.47
	0.27
	0.061
	0.10

	DDX58
	2.64
	3.78
	1.94
	2.43
	2.05
	2.36
	4.57
	0.57
	0.48
	0.10
	0.62
	0.65
	0.54
	0.40

	DHX58
	5.99
	6.61
	5.08
	5.33
	5.02
	5.64
	7.50
	0.97
	0.39
	0.14
	0.56
	0.72
	0.39
	0.14

	FADD
	5.27
	5.14
	5.04
	5.39
	5.25
	5.34
	5.12
	0.066
	0.09
	0.07
	0.19
	0.07
	0.11
	0.16

	FOS
	7.38
	7.97
	6.53
	6.83
	7.22
	6.86
	8.06
	0.57
	0.29
	0.44
	0.16
	0.93
	0.42
	0.59

	HSP90AA1
	-0.06
	-0.04
	-0.35
	-0.51
	0.050
	-0.14
	-0.09
	0.15
	0.25
	0.12
	0.06
	0.25
	0.19
	0.17

	IFIH1
	2.74
	3.86
	2.05
	2.39
	1.84
	2.39
	4.85
	0.71
	0.21
	0.11
	0.51
	0.66
	0.44
	0.27

	IFNA1
	10.91
	11.23
	11.33
	10.89
	11.87
	11.21
	10.98
	1.11
	0.44
	0.59
	0.48
	1.34
	0.38
	0.46

	IFNA2
	12.74
	13.57
	12.30
	13.09
	13.35
	12.79
	13.30
	0.66
	0.28
	0.73
	0.59
	0.13
	0.65
	0.40

	IFNAR1
	3.08
	2.97
	2.44
	2.89
	3.17
	2.90
	3.13
	0.21
	0.07
	0.13
	0.38
	0.38
	0.14
	0.25

	IFNB1
	9.92
	11.64
	9.03
	10.28
	9.81
	6.82
	12.79
	1.07
	0.59
	0.38
	0.28
	0.58
	0.08
	1.15

	IKBKB
	4.64
	4.53
	4.23
	4.18
	4.59
	4.59
	4.63
	0.35
	0.42
	0.038
	0.50
	0.51
	0.18
	0.036

	IL12A
	9.68
	11.17
	9.04
	9.88
	10.27
	8.47
	12.70
	1.17
	0.27
	0.15
	1.16
	1.05
	0.17
	0.30

	IL12B
	12.67
	12.61
	11.93
	11.70
	12.14
	13.08
	13.17
	1.47
	0.82
	1.08
	1.31
	0.25
	0.56
	0.51

	IL15
	8.01
	8.31
	7.37
	8.38
	7.53
	7.71
	8.70
	1.01
	0.20
	0.38
	0.52
	0.43
	0.44
	0.39

	IL18
	2.31
	2.24
	2.09
	1.68
	2.39
	2.26
	2.27
	0.33
	0.61
	0.04
	0.43
	0.18
	0.48
	0.25

	IL1B
	8.41
	8.35
	8.61
	8.18
	8.43
	7.46
	7.71
	0.42
	0.22
	0.72
	0.51
	0.26
	0.70
	0.69

	IL6
	11.34
	12.42
	10.76
	11.49
	12.21
	9.11
	10.89
	1.65
	0.80
	0.95
	0.53
	0.34
	0.32
	1.32

	CXCL8
	5.23
	5.73
	4.52
	4.84
	4.84
	3.82
	5.81
	0.62
	0.18
	0.25
	0.083
	0.47
	0.18
	0.30

	IRAK1
	3.39
	3.33
	3.34
	3.18
	3.61
	3.65
	3.61
	0.15
	0.21
	0.054
	0.095
	0.12
	0.15
	0.32

	IRF3
	3.97
	3.86
	3.84
	3.70
	4.10
	3.86
	3.51
	0.22
	0.32
	0.06
	0.25
	0.23
	0.21
	0.03

	IRF5
	6.87
	6.72
	6.33
	6.85
	7.08
	7.08
	7.31
	0.62
	0.20
	0.14
	0.44
	0.49
	0.25
	0.26

	IRF7
	4.66
	5.49
	4.15
	3.98
	4.01
	4.94
	6.64
	0.70
	0.37
	0.08
	0.49
	0.78
	0.26
	0.37

	ISG15
	-0.19
	0.98
	-1.01
	-1.10
	-1.79
	-0.56
	2.69
	0.85
	0.40
	0.08
	0.57
	0.64
	0.30
	0.065

	JUN
	5.52
	5.71
	5.64
	4.94
	5.90
	5.73
	5.84
	0.35
	0.22
	0.32
	0.27
	0.29
	0.24
	0.051

	MAP2K1
	3.44
	3.59
	3.11
	3.41
	3.55
	3.48
	3.77
	0.26
	0.090
	0.090
	0.056
	0.21
	0.29
	0.18

	MAP2K3
	2.49
	2.51
	2.38
	1.62
	2.52
	2.78
	2.70
	0.49
	0.50
	0.089
	0.69
	0.57
	0.34
	0.20

	MAP3K1
	5.24
	4.95
	4.95
	5.15
	5.26
	5.30
	5.01
	0.12
	0.34
	0.008
	0.58
	0.32
	0.11
	0.13

	MAP3K7
	4.90
	4.93
	4.55
	4.79
	4.80
	4.46
	4.33
	0.20
	0.15
	0.25
	0.25
	0.30
	0.056
	0.11

	MAPK1
	1.38
	1.39
	1.07
	1.19
	1.44
	1.48
	1.62
	0.13
	0.13
	0.02
	0.47
	0.23
	0.13
	0.11

	MAPK14
	3.11
	3.11
	2.96
	2.93
	3.24
	3.24
	3.09
	0.23
	0.20
	0.07
	0.45
	0.21
	0.09
	0.14

	MAPK3
	1.45
	1.48
	1.01
	1.17
	1.58
	1.47
	1.74
	0.34
	0.14
	0.11
	0.52
	0.33
	0.25
	0.15

	MAPK8
	4.42
	4.46
	4.35
	3.88
	4.61
	4.54
	4.68
	0.63
	0.40
	0.012
	0.49
	0.39
	0.48
	0.24

	MAVS
	3.75
	3.67
	3.42
	3.50
	3.93
	4.14
	4.13
	0.49
	0.20
	0.10
	0.78
	0.50
	0.10
	0.12

	MEFV
	11.27
	12.08
	11.63
	11.73
	11.33
	11.81
	12.15
	0.29
	0.75
	0.84
	1.40
	1.50
	0.75
	1.50

	MX1
	0.33
	1.65
	-0.72
	-0.28
	-0.93
	-0.11
	3.46
	0.99
	0.20
	0.052
	0.75
	0.84
	0.61
	0.37

	MYD88
	1.79
	1.96
	1.36
	1.45
	1.65
	1.81
	2.45
	0.41
	0.24
	0.064
	0.57
	0.39
	0.06
	0.34

	NFKB1
	5.16
	4.99
	5.04
	5.01
	5.26
	5.14
	4.89
	0.33
	0.27
	0.15
	0.31
	0.13
	0.15
	0.12

	NFKBIA
	1.27
	1.50
	0.96
	0.86
	0.96
	1.17
	1.71
	0.36
	0.21
	0.047
	0.55
	0.51
	0.21
	0.20

	NLRP3
	13.33
	13.57
	13.22
	13.30
	12.89
	13.10
	13.21
	0.40
	0.28
	0.19
	0.32
	0.45
	0.57
	0.48

	NOD2
	6.30
	6.25
	6.31
	6.01
	6.76
	6.80
	6.19
	0.44
	0.59
	0.38
	0.22
	0.35
	0.30
	0.30

	OAS2
	2.14
	2.98
	1.20
	1.53
	1.09
	2.03
	4.36
	0.74
	0.24
	0.024
	0.60
	0.78
	0.37
	0.31

	PIN1
	4.65
	4.68
	4.46
	4.58
	4.91
	4.88
	4.65
	0.24
	0.17
	0.079
	0.24
	0.0046
	0.12
	0.18

	PSTPIP1
	9.07
	8.56
	9.69
	8.56
	9.39
	9.59
	8.31
	1.18
	0.64
	0.65
	0.090
	0.10
	0.68
	0.35

	PYCARD
	2.34
	1.98
	2.30
	1.92
	2.34
	2.38
	1.56
	0.74
	0.46
	0.13
	0.12
	0.12
	0.21
	0.20

	PYDC1
	4.61
	4.43
	4.08
	3.63
	4.31
	4.51
	3.99
	0.70
	1.03
	0.072
	0.89
	0.37
	0.69
	0.56

	RELA
	3.25
	3.20
	2.92
	2.95
	3.33
	3.30
	3.30
	0.25
	0.29
	0.043
	0.38
	0.27
	0.19
	0.23

	RIPK1
	5.60
	5.70
	5.22
	5.52
	5.50
	5.55
	5.90
	0.11
	0.28
	0.10
	0.40
	0.32
	0.07
	0.24

	SPP1
	13.18
	13.57
	12.69
	12.43
	13.18
	12.76
	13.30
	0.19
	0.28
	0.78
	0.63
	0.20
	0.68
	0.40

	STAT1
	2.23
	2.82
	1.58
	1.69
	1.44
	2.16
	3.30
	0.22
	0.51
	0.16
	0.37
	0.64
	0.34
	0.10

	SUGT1
	4.05
	3.94
	3.85
	4.04
	4.09
	3.78
	3.54
	0.28
	0.20
	0.20
	0.19
	0.11
	0.11
	0.18

	TBK1
	5.67
	5.73
	5.22
	5.39
	5.66
	5.60
	5.69
	0.03
	0.33
	0.070
	0.39
	0.33
	0.31
	0.15

	TICAM1
	3.94
	4.10
	3.28
	3.52
	3.31
	3.49
	4.17
	0.28
	0.21
	0.23
	0.13
	0.40
	0.38
	0.30

	TLR3
	6.27
	6.78
	5.60
	6.93
	6.14
	6.09
	6.90
	0.46
	0.11
	0.35
	0.37
	0.28
	0.37
	0.29

	TLR7
	13.33
	13.57
	13.16
	13.30
	13.35
	13.01
	13.30
	0.40
	0.28
	0.13
	0.32
	0.13
	0.54
	0.40

	TLR8
	13.33
	13.19
	13.24
	13.30
	13.35
	12.89
	13.30
	0.40
	0.55
	0.15
	0.32
	0.13
	0.57
	0.40

	TLR9
	12.23
	11.41
	12.00
	10.92
	12.08
	12.23
	12.64
	0.67
	1.43
	1.04
	0.72
	1.15
	1.17
	0.64

	TNF
	8.72
	9.55
	8.56
	8.22
	7.74
	7.72
	11.05
	0.60
	0.58
	0.28
	0.34
	0.68
	0.50
	0.73

	TRADD
	5.46
	5.57
	5.23
	5.23
	5.66
	6.00
	5.88
	0.46
	0.43
	0.20
	0.37
	0.35
	0.15
	0.17

	TRAF3
	5.27
	5.03
	5.22
	4.99
	5.36
	5.34
	5.19
	0.40
	0.22
	0.11
	0.16
	0.12
	0.17
	0.15

	TRAF6
	5.47
	5.43
	4.95
	5.28
	5.47
	5.49
	5.52
	0.28
	0.19
	0.12
	0.34
	0.34
	0.28
	0.20

	TRIM25
	1.97
	2.33
	1.29
	1.70
	1.63
	1.81
	2.56
	0.19
	0.31
	0.087
	0.60
	0.41
	0.08
	0.31

	ACTB
	-2.91
	-2.94
	-3.03
	-3.06
	-2.84
	-2.94
	-2.67
	0.39
	0.10
	0.14
	0.10
	0.011
	0.15
	0.09

	B2M
	-1.05
	-0.88
	-1.39
	-1.11
	-1.19
	-0.78
	-0.20
	0.58
	0.054
	0.12
	0.46
	0.72
	0.21
	0.41

	GAPDH
	0.30
	0.27
	0.58
	0.44
	0.34
	0.30
	-0.22
	0.36
	0.052
	0.10
	0.44
	0.25
	0.15
	0.30

	HPRT1
	7.31
	7.39
	7.80
	7.59
	7.44
	7.25
	7.09
	0.44
	0.04
	0.17
	0.44
	0.47
	0.077
	0.16

	RPLP0
	-2.25
	-2.42
	-2.38
	-2.35
	-2.32
	-2.45
	-2.68
	0.35
	0.16
	0.068
	0.16
	0.14
	0.036
	0.17



Supplemental Table 2c: 2^(-Avg.(Delta(Ct)) for PCR array data shown in Figure 2a.
	Symbol
	2^(-Avg.(Delta(Ct))

	
	mock
	Texas/37
	MI/90
	Chile/25945
	NL/219
	NL/230
	Neb/14

	AIM2
	0.0022
	0.00078
	0.0042
	0.0024
	0.0067
	0.0044
	0.00013

	APOBEC3G
	0.00079
	0.00031
	0.0015
	0.00070
	0.0013
	0.0011
	0.00017

	ATG5
	0.078
	0.079
	0.10
	0.081
	0.073
	0.085
	0.076

	AZI2
	0.077
	0.067
	0.10
	0.087
	0.091
	0.088
	0.072

	CARD9
	0.0012
	0.0023
	0.0022
	0.0035
	0.0017
	0.0014
	0.0018

	CASP1
	0.032
	0.025
	0.037
	0.027
	0.036
	0.032
	0.026

	CASP10
	0.10
	0.093
	0.16
	0.12
	0.13
	0.11
	0.066

	CASP8
	0.023
	0.021
	0.030
	0.027
	0.026
	0.025
	0.018

	CCL3
	0.00010
	0.000080
	0.00010
	0.0001
	0.00010
	0.00011
	0.00010

	CCL5
	0.0045
	0.0022
	0.0068
	0.0042
	0.0042
	0.014
	0.0017

	CD40
	0.0020
	0.0016
	0.0023
	0.0017
	0.0016
	0.0015
	0.0015

	CD80
	0.00018
	0.000090
	0.00016
	0.00011
	0.00017
	0.00013
	0.00010

	CD86
	0.00013
	0.00013
	0.00019
	0.00016
	0.00012
	0.00016
	0.00018

	CHUK
	0.029
	0.031
	0.036
	0.036
	0.023
	0.026
	0.026

	CTSB
	0.32
	0.33
	0.54
	0.41
	0.37
	0.26
	0.30

	CTSL
	0.15
	0.15
	0.15
	0.14
	0.11
	0.14
	0.15

	CTSS
	0.13
	0.11
	0.24
	0.12
	0.18
	0.16
	0.079

	CXCL10
	0.018
	0.0058
	0.032
	0.014
	0.021
	0.035
	0.00042

	CXCL11
	0.012
	0.0035
	0.016
	0.0082
	0.019
	0.017
	0.0001

	CXCL9
	0.00092
	0.00043
	0.0022
	0.0012
	0.0018
	0.0019
	0.00061

	CYLD
	0.068
	0.064
	0.098
	0.091
	0.074
	0.068
	0.058

	TKFC
	0.015
	0.017
	0.015
	0.014
	0.012
	0.012
	0.015

	DDX3X
	0.45
	0.44
	0.55
	0.49
	0.42
	0.44
	0.43

	DDX58
	0.16
	0.072
	0.26
	0.18
	0.24
	0.19
	0.042

	DHX58
	0.015
	0.012
	0.029
	0.024
	0.030
	0.020
	0.0055

	FADD
	0.025
	0.028
	0.030
	0.023
	0.0262
	0.024
	0.028

	FOS
	0.0060
	0.0040
	0.010
	0.0088
	0.0067
	0.0086
	0.0037

	HSP90AA1
	1.042
	1.02
	1.27
	1.42
	0.96
	1.100
	1.063

	IFIH1
	0.15
	0.069
	0.24
	0.19
	0.27
	0.19
	0.03

	IFNA1
	0.00052
	0.00042
	0.00039
	0.00053
	0.00027
	0.00042
	0.00050

	IFNA2
	0.00015
	0.00008
	0.00020
	0.00012
	0.00010
	0.00014
	0.00010

	IFNAR1
	0.11
	0.12
	0.18
	0.13
	0.11
	0.13
	0.11

	IFNB1
	0.0010
	0.00031
	0.0019
	0.00081
	0.0011
	0.0088
	0.00014

	IKBKB
	0.04
	0.043
	0.053
	0.055
	0.041
	0.041
	0.040

	IL12A
	0.0012
	0.00043
	0.0019
	0.0011
	0.00081
	0.0028
	0.00015

	IL12B
	0.00015
	0.00016
	0.00026
	0.00030
	0.00022
	0.00012
	0.00011

	IL15
	0.0039
	0.0032
	0.0060
	0.0030
	0.0054
	0.0048
	0.0024

	IL18
	0.20
	0.21
	0.23
	0.31
	0.19
	0.20
	0.20

	IL1B
	0.0029
	0.0031
	0.0026
	0.0035
	0.0029
	0.0057
	0.0048

	IL6
	0.00040
	0.0002
	0.00060
	0.0003
	0.00020
	0.0018
	0.00050

	CXCL8
	0.026
	0.018
	0.043
	0.034
	0.034
	0.070
	0.017

	IRAK1
	0.095
	0.099
	0.099
	0.11
	0.081
	0.079
	0.081

	IRF3
	0.063
	0.069
	0.069
	0.077
	0.058
	0.069
	0.087

	IRF5
	0.0085
	0.0095
	0.012
	0.0087
	0.0074
	0.0074
	0.0063

	IRF7
	0.039
	0.022
	0.056
	0.063
	0.062
	0.032
	0.01

	ISG15
	1.14
	0.50
	2.02
	2.15
	3.45
	1.47
	0.15

	JUN
	0.021
	0.019
	0.020
	0.032
	0.016
	0.018
	0.017

	MAP2K1
	0.091
	0.083
	0.11
	0.09
	0.085
	0.089
	0.073

	MAP2K3
	0.17
	0.17
	0.19
	0.32
	0.17
	0.14
	0.15

	MAP3K1
	0.026
	0.032
	0.032
	0.028
	0.026
	0.025
	0.031

	MAP3K7
	0.033
	0.032
	0.042
	0.03
	0.036
	0.045
	0.049

	MAPK1
	0.38
	0.38
	0.47
	0.43
	0.36
	0.35
	0.32

	MAPK14
	0.11
	0.11
	0.12
	0.13
	0.10
	0.10
	0.11

	MAPK3
	0.36
	0.35
	0.49
	0.44
	0.33
	0.36
	0.29

	MAPK8
	0.046
	0.045
	0.049
	0.068
	0.041
	0.042
	0.039

	MAVS
	0.074
	0.078
	0.093
	0.088
	0.065
	0.056
	0.056

	MEFV
	0.00040
	0.00023
	0.00032
	0.00029
	0.00039
	0.00028
	0.00022

	MX1
	0.79
	0.31
	1.65
	1.21
	1.90
	1.08
	0.091

	MYD88
	0.28
	0.25
	0.39
	0.36
	0.31
	0.28
	0.18

	NFKB1
	0.028
	0.031
	0.030
	0.031
	0.026
	0.028
	0.033

	NFKBIA
	0.41
	0.35
	0.51
	0.55
	0.51
	0.44
	0.30

	NLRP3
	0.00010
	0.00008
	0.00011
	0.00010
	0.00013
	0.00011
	0.00011

	NOD2
	0.0127
	0.013
	0.012
	0.015
	0.0092
	0.0090
	0.013

	OAS2
	0.22
	0.12
	0.43
	0.34
	0.47
	0.24
	0.048

	PIN1
	0.039
	0.039
	0.045
	0.041
	0.033
	0.033
	0.039

	PSTPIP1
	0.0019
	0.0026
	0.0012
	0.0026
	0.0015
	0.0013
	0.0031

	PYCARD
	0.19
	0.25
	0.20
	0.26
	0.19
	0.19
	0.33

	PYDC1
	0.04
	0.046
	0.059
	0.080
	0.050
	0.043
	0.063

	RELA
	0.10
	0.10
	0.13
	0.12
	0.099
	0.10
	0.10

	RIPK1
	0.020
	0.019
	0.026
	0.021
	0.022
	0.021
	0.016

	SPP1
	0.00011
	0.00008
	0.00015
	0.00018
	0.00011
	0.00014
	0.00010

	STAT1
	0.21
	0.14
	0.33
	0.30
	0.36
	0.22
	0.10

	SUGT1
	0.060
	0.065
	0.069
	0.061
	0.058
	0.072
	0.085

	TBK1
	0.019
	0.018
	0.026
	0.023
	0.019
	0.020
	0.019

	TICAM1
	0.065
	0.058
	0.10
	0.087
	0.10
	0.089
	0.055

	TLR3
	0.013
	0.0091
	0.020
	0.0082
	0.014
	0.014
	0.0083

	TLR7
	0.00010
	0.00008
	0.00011
	0.00010
	0.00010
	0.00012
	0.00010

	TLR8
	0.00010
	0.00011
	0.00010
	0.00010
	0.00010
	0.00013
	0.00010

	TLR9
	0.00021
	0.00037
	0.00025
	0.00052
	0.00023
	0.00021
	0.00016

	TNF
	0.0024
	0.0013
	0.0026
	0.0034
	0.0047
	0.0047
	0.0005

	TRADD
	0.022
	0.021
	0.026
	0.026
	0.019
	0.015
	0.017

	TRAF3
	0.025
	0.03
	0.026
	0.031
	0.024
	0.024
	0.027

	TRAF6
	0.022
	0.023
	0.032
	0.025
	0.022
	0.022
	0.021

	TRIM25
	0.25
	0.19
	0.40
	0.30
	0.32
	0.28
	0.16

	ACTB
	7.53
	7.65
	8.19
	8.36
	7.16
	7.66
	6.34

	B2M
	2.071
	1.83
	2.62
	2.16
	2.27
	1.72
	1.15

	GAPDH
	0.81
	0.82
	0.67
	0.73
	0.78
	0.81
	1.16

	HPRT1
	0.0063
	0.0060
	0.0045
	0.0052
	0.0058
	0.0066
	0.0073

	RPLP0
	4.75
	5.35
	5.21
	5.09
	4.98
	5.48
	6.40


Supplemental Table 2d: Fold change compared to mock for PCR array data shown in Figure 2a.
	Symbol
	Fold Change (comparing to control group)

	
	Texas/37
	MI/90
	Chile/25945
	NL/219
	NL/230
	Neb/14

	
	Fold Change
	Fold Change
	Fold Change
	Fold Change
	Fold Change
	Fold Change

	AIM2
	0.36
	1.95
	1.12
	3.12
	2.05
	0.06

	APOBEC3G
	0.4
	1.89
	0.89
	1.68
	1.41
	0.22

	ATG5
	1.01
	1.29
	1.04
	0.93
	1.08
	0.97

	AZI2
	0.86
	1.29
	1.13
	1.18
	1.14
	0.93

	CARD9
	1.85
	1.82
	2.84
	1.42
	1.12
	1.50

	CASP1
	0.79
	1.17
	0.87
	1.13
	1.03
	0.83

	CASP10
	0.86
	1.56
	1.17
	1.23
	1.10
	0.62

	CASP8
	0.90
	1.28
	1.18
	1.11
	1.09
	0.78

	CCL3
	0.85
	1.06
	1.08
	0.99
	1.17
	1.02

	CCL5
	0.49
	1.51
	0.93
	0.94
	3.11
	0.38

	CD40
	0.79
	1.16
	0.85
	0.81
	0.74
	0.76

	CD80
	0.48
	0.89
	0.58
	0.96
	0.73
	0.55

	CD86
	0.98
	1.44
	1.20
	0.90
	1.24
	1.35

	CHUK
	1.07
	1.25
	1.25
	0.81
	0.92
	0.89

	CTSB
	1.05
	1.68
	1.27
	1.15
	0.81
	0.94

	CTSL
	0.96
	1.02
	0.93
	0.71
	0.90
	0.97

	CTSS
	0.82
	1.76
	0.93
	1.36
	1.21
	0.57

	CXCL10
	0.31
	1.73
	0.78
	1.13
	1.91
	0.020

	CXCL11
	0.32
	1.49
	0.73
	1.72
	1.56
	0.01

	CXCL9
	0.47
	2.38
	1.31
	1.97
	2.07
	0.66

	CYLD
	0.94
	1.43
	1.32
	1.09
	0.99
	0.85

	TKFC
	1.16
	1.01
	0.96
	0.84
	0.82
	1.01

	DDX3X
	0.99
	1.23
	1.10
	0.94
	0.98
	0.95

	DDX58
	0.45
	1.63
	1.16
	1.50
	1.21
	0.26

	DHX58
	0.65
	1.89
	1.59
	1.97
	1.28
	0.35

	FADD
	1.09
	1.17
	0.92
	1.01
	0.95
	1.11

	FOS
	0.66
	1.81
	1.47
	1.12
	1.44
	0.63

	HSP90AA1
	0.98
	1.22
	1.36
	0.93
	1.06
	1.02

	IFIH1
	0.46
	1.61
	1.27
	1.86
	1.28
	0.23

	IFNA1
	0.80
	0.75
	1.02
	0.51
	0.81
	0.95

	IFNA2
	0.57
	1.36
	0.79
	0.66
	0.97
	0.68

	IFNAR1
	1.08
	1.56
	1.14
	0.94
	1.13
	0.96

	IFNB1
	0.30
	1.85
	0.78
	1.08
	8.54
	0.14

	IKBKB
	1.08
	1.33
	1.38
	1.04
	1.04
	1.01

	IL12A
	0.35
	1.56
	0.87
	0.66
	2.32
	0.12

	IL12B
	1.04
	1.68
	1.96
	1.45
	0.75
	0.71

	IL15
	0.82
	1.56
	0.77
	1.40
	1.24
	0.62

	IL18
	1.05
	1.16
	1.55
	0.94
	1.03
	1.03

	IL1B
	1.04
	0.87
	1.17
	0.99
	1.93
	1.63

	IL6
	0.47
	1.50
	0.90
	0.55
	4.70
	1.37

	CXCL8
	0.71
	1.64
	1.31
	1.31
	2.66
	0.67

	IRAK1
	1.04
	1.04
	1.16
	0.86
	0.83
	0.86

	IRF3
	1.08
	1.09
	1.2
	0.91
	1.08
	1.37

	IRF5
	1.11
	1.46
	1.01
	0.86
	0.87
	0.74

	IRF7
	0.56
	1.42
	1.60
	1.56
	0.82
	0.25

	ISG15
	0.44
	1.77
	1.88
	3.02
	1.29
	0.14

	JUN
	0.87
	0.92
	1.49
	0.77
	0.87
	0.80

	MAP2K1
	0.90
	1.26
	1.02
	0.93
	0.98
	0.80

	MAP2K3
	0.99
	1.09
	1.83
	0.98
	0.82
	0.87

	MAP3K1
	1.23
	1.22
	1.07
	0.99
	0.96
	1.18

	MAP3K7
	0.98
	1.28
	1.08
	1.08
	1.36
	1.49

	MAPK1
	0.99
	1.24
	1.14
	0.96
	0.94
	0.84

	MAPK14
	1.00
	1.11
	1.14
	0.91
	0.91
	1.02

	MAPK3
	0.98
	1.35
	1.21
	0.91
	0.98
	0.81

	MAPK8
	0.97
	1.05
	1.45
	0.88
	0.92
	0.83

	MAVS
	1.05
	1.26
	1.19
	0.89
	0.77
	0.77

	MEFV
	0.57
	0.78
	0.73
	0.96
	0.69
	0.55

	MX1
	0.40
	2.08
	1.54
	2.40
	1.36
	0.11

	MYD88
	0.89
	1.36
	1.27
	1.11
	0.99
	0.64

	NFKB1
	1.12
	1.09
	1.11
	0.93
	1.01
	1.20

	NFKBIA
	0.86
	1.24
	1.33
	1.25
	1.07
	0.74

	NLRP3
	0.85
	1.08
	1.02
	1.35
	1.17
	1.08

	NOD2
	1.03
	0.99
	1.22
	0.73
	0.71
	1.08

	OAS2
	0.56
	1.92
	1.52
	2.07
	1.08
	0.21

	PIN1
	0.98
	1.14
	1.05
	0.83
	0.85
	1.00

	PSTPIP1
	1.42
	0.65
	1.43
	0.80
	0.70
	1.70

	PYCARD
	1.28
	1.03
	1.34
	1.00
	0.97
	1.71

	PYDC1
	1.13
	1.45
	1.97
	1.24
	1.07
	1.54

	RELA
	1.03
	1.25
	1.23
	0.94
	0.97
	0.97

	RIPK1
	0.93
	1.30
	1.06
	1.07
	1.04
	0.81

	SPP1
	0.76
	1.41
	1.69
	1.00
	1.34
	0.92

	STAT1
	0.66
	1.57
	1.45
	1.73
	1.05
	0.48

	SUGT1
	1.08
	1.16
	1.01
	0.97
	1.21
	1.43

	TBK1
	0.96
	1.36
	1.22
	1.01
	1.05
	0.99

	TICAM1
	0.89
	1.58
	1.33
	1.54
	1.37
	0.85

	TLR3
	0.70
	1.59
	0.64
	1.10
	1.13
	0.64

	TLR7
	0.85
	1.12
	1.02
	0.99
	1.25
	1.02

	TLR8
	1.10
	1.06
	1.02
	0.99
	1.35
	1.02

	TLR9
	1.76
	1.17
	2.48
	1.11
	1.00
	0.75

	TNF
	0.56
	1.12
	1.42
	1.98
	2.00
	0.20

	TRADD
	0.93
	1.18
	1.17
	0.87
	0.69
	0.75

	TRAF3
	1.18
	1.04
	1.22
	0.94
	0.96
	1.05

	TRAF6
	1.03
	1.44
	1.14
	1.00
	0.98
	0.96

	TRIM25
	0.78
	1.60
	1.21
	1.27
	1.12
	0.67

	ACTB
	1.02
	1.09
	1.11
	0.95
	1.02
	0.84

	B2M
	0.89
	1.27
	1.05
	1.10
	0.83
	0.56

	GAPDH
	1.02
	0.83
	0.91
	0.97
	1.00
	1.44

	HPRT1
	0.94
	0.71
	0.82
	0.91
	1.04
	1.16

	RPLP0
	1.13
	1.10
	1.07
	1.05
	1.15
	1.35


Supplemental Table 2e. Fold regulation compared to mock for PCR array data shown in Figure 2a.
	Symbol
	Up-Down Regulation (comparing to control group)

	
	Texas/37
	MI/90
	Chile/25945
	NL/219
	NL/230
	Neb/14

	
	Fold Regulation
	Fold Regulation
	Fold Regulation
	Fold Regulation
	Fold Regulation
	Fold Regulation

	AIM2
	-2.76
	1.95
	1.12
	3.12
	2.05
	-16.8

	APOBEC3G
	-2.51
	1.89
	-1.12
	1.68
	1.41
	-4.57

	ATG5
	1.01
	1.29
	1.04
	-1.08
	1.08
	-1.03

	AZI2
	-1.16
	1.29
	1.13
	1.18
	1.14
	-1.07

	CARD9
	1.85
	1.82
	2.84
	1.42
	1.12
	1.50

	CASP1
	-1.27
	1.17
	-1.15
	1.13
	1.03
	-1.20

	CASP10
	-1.16
	1.56
	1.17
	1.23
	1.10
	-1.63

	CASP8
	-1.11
	1.28
	1.18
	1.11
	1.09
	-1.28

	CCL3
	-1.18
	1.06
	1.08
	-1.01
	1.17
	1.02

	CCL5
	-2.06
	1.51
	-1.08
	-1.06
	3.11
	-2.66

	CD40
	-1.27
	1.16
	-1.18
	-1.24
	-1.36
	-1.32

	CD80
	-2.10
	-1.12
	-1.72
	-1.04
	-1.36
	-1.82

	CD86
	-1.02
	1.44
	1.20
	-1.11
	1.24
	1.35

	CHUK
	1.07
	1.25
	1.25
	-1.24
	-1.09
	-1.12

	CTSB
	1.05
	1.68
	1.27
	1.15
	-1.23
	-1.07

	CTSL
	-1.04
	1.02
	-1.07
	-1.41
	-1.11
	-1.03

	CTSS
	-1.22
	1.76
	-1.07
	1.36
	1.21
	-1.75

	CXCL10
	-3.20
	1.73
	-1.28
	1.13
	1.91
	-44.04

	CXCL11
	-3.17
	1.49
	-1.37
	1.72
	1.56
	-81.61

	CXCL9
	-2.13
	2.38
	1.31
	1.97
	2.07
	-1.51

	CYLD
	-1.06
	1.43
	1.32
	1.09
	-1.01
	-1.18

	TKFC
	1.16
	1.01
	-1.04
	-1.19
	-1.22
	1.01

	DDX3X
	-1.01
	1.23
	1.10
	-1.07
	-1.02
	-1.05

	DDX58
	-2.21
	1.63
	1.16
	1.50
	1.21
	-3.83

	DHX58
	-1.54
	1.89
	1.59
	1.97
	1.28
	-2.84

	FADD
	1.09
	1.17
	-1.09
	1.01
	-1.05
	1.11

	FOS
	-1.51
	1.81
	1.47
	1.12
	1.44
	-1.60

	HSP90AA1
	-1.02
	1.22
	1.36
	-1.08
	1.06
	1.02

	IFIH1
	-2.17
	1.61
	1.27
	1.86
	1.28
	-4.32

	IFNA1
	-1.25
	-1.34
	1.02
	-1.95
	-1.23
	-1.05

	IFNA2
	-1.77
	1.36
	-1.27
	-1.52
	-1.03
	-1.47

	IFNAR1
	1.08
	1.56
	1.14
	-1.06
	1.13
	-1.04

	IFNB1
	-3.29
	1.85
	-1.28
	1.08
	8.54
	-7.35

	IKBKB
	1.08
	1.33
	1.38
	1.04
	1.04
	1.01

	IL12A
	-2.82
	1.56
	-1.15
	-1.51
	2.32
	-8.15

	IL12B
	1.04
	1.68
	1.96
	1.45
	-1.33
	-1.41

	IL15
	-1.23
	1.56
	-1.29
	1.40
	1.24
	-1.61

	IL18
	1.05
	1.16
	1.55
	-1.06
	1.03
	1.03

	IL1B
	1.04
	-1.15
	1.17
	-1.01
	1.93
	1.63

	IL6
	-2.11
	1.50
	-1.11
	-1.82
	4.70
	1.37

	CXCL8
	-1.41
	1.64
	1.31
	1.31
	2.66
	-1.49

	IRAK1
	1.04
	1.04
	1.16
	-1.17
	-1.20
	-1.17

	IRF3
	1.08
	1.09
	1.20
	-1.10
	1.08
	1.37

	IRF5
	1.11
	1.46
	1.01
	-1.16
	-1.16
	-1.35

	IRF7
	-1.78
	1.42
	1.60
	1.56
	-1.21
	-3.96

	ISG15
	-2.26
	1.77
	1.88
	3.02
	1.29
	-7.40

	JUN
	-1.14
	-1.09
	1.49
	-1.3
	-1.16
	-1.25

	MAP2K1
	-1.11
	1.26
	1.02
	-1.08
	-1.02
	-1.25

	MAP2K3
	-1.01
	1.09
	1.83
	-1.02
	-1.22
	-1.15

	MAP3K1
	1.23
	1.22
	1.07
	-1.01
	-1.04
	1.18

	MAP3K7
	-1.02
	1.28
	1.08
	1.08
	1.36
	1.49

	MAPK1
	-1.01
	1.24
	1.14
	-1.04
	-1.07
	-1.18

	MAPK14
	1.00
	1.11
	1.14
	-1.10
	-1.09
	1.02

	MAPK3
	-1.02
	1.35
	1.21
	-1.10
	-1.02
	-1.23

	MAPK8
	-1.03
	1.05
	1.45
	-1.14
	-1.09
	-1.20

	MAVS
	1.05
	1.26
	1.19
	-1.13
	-1.31
	-1.30

	MEFV
	-1.75
	-1.28
	-1.37
	-1.04
	-1.45
	-1.83

	MX1
	-2.50
	2.08
	1.54
	2.40
	1.36
	-8.72

	MYD88
	-1.13
	1.36
	1.27
	1.11
	-1.01
	-1.57

	NFKB1
	1.12
	1.09
	1.11
	-1.07
	1.01
	1.20

	NFKBIA
	-1.17
	1.24
	1.33
	1.25
	1.07
	-1.35

	NLRP3
	-1.18
	1.08
	1.02
	1.35
	1.17
	1.08

	NOD2
	1.03
	-1.01
	1.22
	-1.38
	-1.41
	1.08

	OAS2
	-1.79
	1.92
	1.52
	2.07
	1.08
	-4.66

	PIN1
	-1.02
	1.14
	1.05
	-1.20
	-1.18
	-1.00

	PSTPIP1
	1.42
	-1.54
	1.43
	-1.25
	-1.43
	1.70

	PYCARD
	1.28
	1.03
	1.34
	-1.00
	-1.03
	1.71

	PYDC1
	1.13
	1.45
	1.97
	1.24
	1.07
	1.54

	RELA
	1.03
	1.25
	1.23
	-1.06
	-1.03
	-1.04

	RIPK1
	-1.07
	1.30
	1.06
	1.07
	1.04
	-1.24

	SPP1
	-1.31
	1.41
	1.69
	1.00
	1.34
	-1.09

	STAT1
	-1.51
	1.57
	1.45
	1.73
	1.05
	-2.11

	SUGT1
	1.08
	1.16
	1.01
	-1.03
	1.21
	1.43

	TBK1
	-1.04
	1.36
	1.22
	1.01
	1.05
	-1.01

	TICAM1
	-1.12
	1.58
	1.33
	1.54
	1.37
	-1.18

	TLR3
	-1.42
	1.59
	-1.57
	1.10
	1.13
	-1.55

	TLR7
	-1.18
	1.12
	1.02
	-1.01
	1.25
	1.02

	TLR8
	1.10
	1.06
	1.02
	-1.01
	1.35
	1.02

	TLR9
	1.76
	1.17
	2.48
	1.11
	-1.00
	-1.34

	TNF
	-1.77
	1.12
	1.42
	1.98
	2.00
	-5.03

	TRADD
	-1.08
	1.18
	1.17
	-1.15
	-1.45
	-1.34

	TRAF3
	1.18
	1.04
	1.22
	-1.06
	-1.05
	1.05

	TRAF6
	1.03
	1.44
	1.14
	1.00
	-1.02
	-1.04

	TRIM25
	-1.28
	1.6
	1.21
	1.27
	1.12
	-1.5

	ACTB
	1.02
	1.09
	1.11
	-1.05
	1.02
	-1.19

	B2M
	-1.13
	1.27
	1.05
	1.10
	-1.20
	-1.80

	GAPDH
	1.02
	-1.21
	-1.10
	-1.03
	1.00
	1.44

	HPRT1
	-1.06
	-1.41
	-1.22
	-1.09
	1.04
	1.16

	RPLP0
	1.13
	1.10
	1.07
	1.05
	1.15
	1.35



Supplemental Table 2f. P-values for fold change and fold regulation shown in Supplemental Tables 2d-e.
	Symbol
	p-value (comparing to control group)

	
	Texas/37
	MI/90
	Chile/25945
	NL/219
	NL/230
	Neb/14

	AIM2
	0.12
	0.19
	0.94
	0.091
	0.16
	0.051

	APOBEC3G
	0.14
	0.26
	0.64
	0.41
	0.72
	0.086

	ATG5
	0.93
	0.060
	0.74
	0.52
	0.47
	0.79

	AZI2
	0.28
	0.067
	0.21
	0.21
	0.23
	0.57

	CARD9
	0.21
	0.078
	0.035
	0.39
	0.93
	0.34

	CASP1
	0.18
	0.22
	0.23
	0.40
	0.84
	0.17

	CASP10
	0.48
	0.016
	0.49
	0.39
	0.58
	0.051

	CASP8
	0.60
	0.20
	0.45
	0.66
	0.70
	0.22

	CCL3
	0.42
	0.83
	0.73
	0.84
	0.56
	0.94

	CCL5
	0.14
	0.37
	0.64
	0.63
	0.0046
	0.12

	CD40
	0.10
	0.47
	0.41
	0.21
	0.031
	0.041

	CD80
	0.15
	0.71
	0.21
	0.77
	0.43
	0.21

	CD86
	0.78
	0.49
	0.68
	0.80
	0.57
	0.50

	CHUK
	0.51
	0.0038
	0.23
	0.19
	0.10
	0.18

	CTSB
	0.80
	0.007
	0.33
	0.50
	0.72
	0.68

	CTSL
	0.55
	0.80
	0.30
	0.006
	0.15
	0.84

	CTSS
	0.41
	0.065
	0.70
	0.40
	0.62
	0.15

	CXCL10
	0.11
	0.29
	0.40
	0.99
	0.26
	0.054

	CXCL11
	0.11
	0.53
	0.44
	0.35
	0.46
	0.051

	CXCL9
	0.26
	0.21
	0.92
	0.37
	0.33
	0.49

	CYLD
	0.73
	0.005
	0.16
	0.58
	0.89
	0.08

	TKFC
	0.72
	0.84
	0.74
	0.45
	0.40
	0.87

	DDX3X
	0.92
	0.038
	0.54
	0.65
	0.81
	0.57

	DDX58
	0.059
	0.056
	0.62
	0.25
	0.53
	0.021

	DHX58
	0.25
	0.10
	0.33
	0.18
	0.68
	0.082

	FADD
	0.11
	0.015
	0.39
	0.75
	0.42
	0.21

	FOS
	0.23
	0.11
	0.21
	0.67
	0.31
	0.24

	HSP90AA1
	0.93
	0.058
	0.0050
	0.56
	0.58
	0.82

	IFIH1
	0.075
	0.11
	0.51
	0.15
	0.51
	0.030

	IFNA1
	0.50
	0.47
	0.79
	0.38
	0.50
	0.70

	IFNA2
	0.18
	0.48
	0.53
	0.24
	0.90
	0.30

	IFNAR1
	0.47
	0.010
	0.45
	0.78
	0.28
	0.80

	IFNB1
	0.090
	0.19
	0.38
	0.95
	0.000085
	0.059

	IKBKB
	0.72
	0.09
	0.23
	0.82
	0.89
	0.94

	IL12A
	0.11
	0.43
	0.78
	0.48
	0.060
	0.057

	IL12B
	0.77
	0.66
	0.49
	0.98
	0.51
	0.47

	IL15
	0.41
	0.36
	0.42
	0.53
	0.77
	0.24

	IL18
	0.76
	0.32
	0.11
	0.67
	0.83
	0.92

	IL1B
	0.92
	0.77
	0.54
	0.89
	0.14
	0.19

	IL6
	0.31
	0.80
	0.56
	0.32
	0.029
	0.79

	CXCL8
	0.25
	0.12
	0.38
	0.44
	0.007
	0.22

	IRAK1
	0.70
	0.63
	0.11
	0.12
	0.09
	0.33

	IRF3
	0.60
	0.39
	0.23
	0.50
	0.56
	0.015

	IRF5
	0.82
	0.18
	0.96
	0.60
	0.50
	0.28

	IRF7
	0.15
	0.27
	0.22
	0.29
	0.44
	0.040

	ISG15
	0.10
	0.10
	0.15
	0.05
	0.59
	0.033

	JUN
	0.44
	0.66
	0.09
	0.23
	0.43
	0.20

	MAP2K1
	0.40
	0.10
	0.92
	0.60
	0.89
	0.17

	MAP2K3
	0.97
	0.84
	0.14
	0.97
	0.45
	0.50

	MAP3K1
	0.21
	0.010
	0.62
	0.98
	0.55
	0.08

	MAP3K7
	0.86
	0.14
	0.55
	0.61
	0.016
	0.010

	MAPK1
	0.93
	0.011
	0.43
	0.76
	0.42
	0.071

	MAPK14
	0.99
	0.32
	0.48
	0.48
	0.38
	0.92

	MAPK3
	0.82
	0.09
	0.42
	0.63
	0.89
	0.25

	MAPK8
	0.83
	0.95
	0.33
	0.61
	0.75
	0.49

	MAVS
	0.92
	0.34
	0.54
	0.69
	0.26
	0.26

	MEFV
	0.13
	0.62
	0.95
	0.65
	0.36
	0.51

	MX1
	0.10
	0.06
	0.39
	0.13
	0.56
	0.044

	MYD88
	0.51
	0.11
	0.37
	0.66
	0.83
	0.10

	NFKB1
	0.55
	0.64
	0.59
	0.59
	0.99
	0.27

	NFKBIA
	0.40
	0.23
	0.30
	0.38
	0.76
	0.17

	NLRP3
	0.42
	0.77
	0.97
	0.25
	0.56
	0.73

	NOD2
	0.86
	0.94
	0.42
	0.25
	0.21
	0.80

	OAS2
	0.15
	0.044
	0.30
	0.14
	0.96
	0.039

	PIN1
	0.82
	0.26
	0.73
	0.13
	0.20
	0.96

	PSTPIP1
	0.65
	0.37
	0.69
	0.44
	0.42
	0.40

	PYCARD
	0.61
	0.86
	0.53
	0.80
	0.76
	0.17

	PYDC1
	0.66
	0.25
	0.17
	0.60
	0.86
	0.28

	RELA
	0.83
	0.081
	0.29
	0.72
	0.78
	0.80

	RIPK1
	0.63
	0.011
	0.64
	0.56
	0.54
	0.095

	SPP1
	0.13
	0.36
	0.17
	0.98
	0.28
	0.71

	STAT1
	0.11
	0.013
	0.10
	0.12
	0.74
	0.0046

	SUGT1
	0.64
	0.38
	0.97
	0.78
	0.21
	0.05

	TBK1
	0.87
	0.00082
	0.24
	0.84
	0.64
	0.86

	TICAM1
	0.43
	0.031
	0.064
	0.10
	0.16
	0.38

	TLR3
	0.17
	0.13
	0.14
	0.75
	0.65
	0.14

	TLR7
	0.42
	0.58
	0.97
	0.84
	0.43
	0.94

	TLR8
	0.68
	0.83
	0.97
	0.84
	0.30
	0.94

	TLR9
	0.31
	0.62
	0.080
	0.65
	0.80
	0.47

	TNF
	0.20
	0.83
	0.32
	0.14
	0.10
	0.041

	TRADD
	0.76
	0.51
	0.55
	0.54
	0.14
	0.21

	TRAF3
	0.45
	0.94
	0.34
	0.65
	0.72
	0.86

	TRAF6
	0.90
	0.036
	0.47
	0.98
	0.93
	0.76

	TRIM25
	0.16
	0.0034
	0.38
	0.23
	0.25
	0.045

	ACTB
	0.97
	0.69
	0.59
	0.65
	0.99
	0.30

	B2M
	0.49
	0.38
	0.93
	0.73
	0.40
	0.11

	GAPDH
	0.99
	0.28
	0.74
	0.84
	0.93
	0.14

	HPRT1
	0.67
	0.19
	0.50
	0.78
	0.97
	0.55

	RPLP0
	0.54
	0.64
	0.75
	0.85
	0.42
	0.12


Supplemental Table 2g. Fold change of MI/90 compared to Texas/37 for PCR array data shown in Figure 2b.
	Gene
	Fold Regulation
	p-value

	AIM2
	5.4
	0.0049

	APOBEC3G
	4.76
	0.0075

	CCL5
	3.11
	0.012

	CTSS
	2.14
	0.0019

	CXCL10
	5.52
	0.00023

	CXCL11
	4.71
	0.0016

	CXCL9
	5.06
	0.011

	DDX58
	3.6
	0.00038

	DHX58
	2.9
	0.0010

	FOS
	2.72
	0.018

	IFIH1
	3.49
	0.00015

	IFNB1
	6.1
	0.0053

	IL12A
	4.39
	0.00026

	CXCL8
	2.31
	0.0047

	IRF7
	2.53
	0.00070

	ISG15
	4
	0.00011

	MX1
	5.2
	0.0000060

	OAS2
	3.43
	0.000017

	STAT1
	2.36
	0.0052

	TLR3
	2.26
	0.018

	TRIM25
	2.05
	0.0018


Inclusion criteria: >2-fold increase, p<0.05

