Supplemental Table 1. Candidate hsa-miR-381-3p binding circRNA divergent primer sequences.
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Candidate
circRNA

Forward

Reverse

Host
Gene

Host Gene
Accession #

hsa circ 0021593

GGATTGCACATGTTGTCTGG

AGAGGAAACGGCGAAACAC

HIPK3

NM 005734.5

hsa circ 0038467

GCACCCTAACTTCGTCAACC

AGAAATCGACTCTGGCGTCC

UQCRC2

NM 003366

hsa circ 0084003

GCCTTGACCTCCAACCAGCCG

GTGGCATAACGGACCTTGTAG

FGFRI

NM 023110.3
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hsa circ 0099188

TGACTAGAATGAGAAGCTGGGT

CCCTTCCCAGGAGGTCTGTA

TRADE

NM 013381.3
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