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Appendix A 

As of June 26, 2025, there were 8,624 human Salmonella Infantis isolates that had whole genome sequencing (WGS) data in PulseNet and were screened for resistance determinants by the US CDC’s National Antimicrobial Resistance Monitoring System during 2003–2023. Among these 8,624 isolates, 3,244 (37.6%) were reoccurring, emerging, or persisting (REP) strain REPJFX01 and 3,240 of these (99.9%) were nonsusceptible to ciprofloxacin and resistant to nalidixic acid. 
Predicted nonsusceptibility to ciprofloxacin was 99.9% (3,240/3,244) sensitive and 97.8% (5,261/5,380) specific for REPJFX01 isolates compared with non-REP Infantis isolates (Table A.1). The positive predictive value was 96.5% (3,240/3,359) and the negative predictive value was 99.9% (5,261/5,265) for REPJFX01. 
Predicted resistance to nalidixic acid was 99.9% (3,240/3,244) sensitive and 98.7% (5,310/5,380) specific for REPJFX01 compared with non-REP Infantis (Table A.2). The positive predictive value was 97.9% (3,240/3,310) and the negative predictive value was 99.9% (5,310/5,314). 
Table A.1: Salmonella Infantis isolates by REPJFX01 and nonsusceptibility to ciprofloxacin and resistance to nalidixic acid, PulseNet, 2003–2023
	Antibiotic
	Susceptibility
	REPJFX01
	Not REPJFX01
	Total

	Ciprofloxacin
	Predicted nonsusceptibility
	3,240
	119
	3,359

	
	No predicted resistance
	4
	5,261
	5,265

	
	Total
	3,244
	5,380
	8,624

	Nalidixic acid
	Predicted resistance
	3,240
	70
	3,310

	
	No predicted resistance
	4
	5,310
	5,314

	
	Total
	3,244
	5,380
	8,624



Due to the higher specificity and positive predictive value of nalidixic acid compared with ciprofloxacin, we used resistance to nalidixic acid as an indicator of REPJFX01 among non-sequenced isolates. If results from antimicrobial susceptibility testing were available, they were used. Otherwise, predicted resistance results from whole genome sequencing were used. 

In addition to nalidixic acid resistance, to be considered REPJFX01, we also required non-sequenced isolates to have a PFGE pattern that REPJFX01 isolates meeting the core genome MLST (cgMLST) definition (Table A.2).

Table A.2: PFGE patterns among sequenced REPJFX01 isolates that met cgMLST criteria, PulseNet, 2003–2023 
	JFXX01.0014
	JFXX01.0163
	JFXX01.0204
	JFXX01.0278
	JFXX01.0279

	JFXX01.0293
	JFXX01.0531
	JFXX01.0568
	JFXX01.0574
	JFXX01.0594

	JFXX01.0758
	JFXX01.0787
	JFXX01.0871
	JFXX01.0891
	JFXX01.1050

	JFXX01.1071
	JFXX01.1080
	JFXX01.1091
	JFXX01.1100
	JFXX01.1127

	JFXX01.1157
	JFXX01.1163
	JFXX01.1167
	JFXX01.1175
	JFXX01.1195

	JFXX01.1197
	JFXX01.1199
	JFXX01.1207
	JFXX01.1212
	JFXX01.1213

	JFXX01.1218
	JFXX01.1221
	JFXX01.1223
	JFXX01.1226
	JFXX01.1249

	JFXX01.1250
	JFXX01.1254
	JFXX01.1269
	JFXX01.1285
	JFXX01.1286

	JFXX01.1288
	JFXX01.1298
	JFXX01.1299
	JFXX01.1302
	JFXX01.1304

	JFXX01.1305
	JFXX01.1306
	JFXX01.1308
	JFXX01.1313
	JFXX01.1316

	JFXX01.1321
	JFXX01.1336
	JFXX01.1341
	JFXX01.1344
	JFXX01.1347

	JFXX01.1352
	JFXX01.1354
	JFXX01.1355
	JFXX01.1361
	JFXX01.1362

	JFXX01.1364
	JFXX01.1388
	JFXX01.1390
	JFXX01.1391
	JFXX01.1393

	JFXX01.1423
	JFXX01.1425
	JFXX01.1426
	JFXX01.1433
	



During 2003–2023, 3,297 isolates underwent WGS and met the cgMLST definition for REPFJX01. An additional 10 isolates that did not have sequence data in PulseNet were resistant to nalidixic acid and had a PFGE pattern in Table A.2. Therefore, 3,307 clinical isolates met the REPFJX01 definition for this study and were included in analysis (Table A.3).
Table A.3: Number of clinical REPJFX01 isolates by definition and year of isolation, PulseNet, 2003–2023 
	Year
	Sequenced and met cgMLST definition
	No sequence but met resistance & PFGE definition
	Total REPJFX01

	2003
	0
	0
	0

	2004
	0
	0
	0

	2005
	0
	0
	0

	2006
	0
	0
	0

	2007
	0
	0
	0

	2008
	0
	0
	0

	2009
	0
	0
	0

	2010
	0
	0
	0

	2011
	0
	0
	0

	2012
	3
	0
	3

	2013
	7
	1
	8

	2014
	10
	0
	10

	2015
	11
	0
	11

	2016
	31
	1
	32

	2017
	180
	2
	182

	2018
	451
	3
	454

	2019
	621
	3
	624

	2020
	456
	0
	456

	2021
	482
	0
	482

	2022
	497
	0
	497

	2023
	548
	0
	548



