SUPPLEMENTARY TABLE 1. Amino acid deletions and substitutions in the S1 subunit (sites 14-685) of the SARS-

CoV-2 spike protein from selected BA.3.2 isolates relative to LP.8.1*
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446 S D D D D D D
450 D N N N N N N
455 S L L L L L L
456 L F F F F F F
478 K N N N N N N
481 K N N N N N N
483 - V V v v V V
486 P F F F F F F
493 E Q Q Q Q Q Q
496 G S S S S S S
505 H Y Y Y Y Y Y
S1 C-terminal 529 K N N N N N N
region (529— 554 K D D D D D D
685) 570 V A A A A A A
575 A AT S A Al S S
583 E D D D D D D
621 S P P P P P P
625 H R R R R R R
641 N K K K K K K
642 \" G G G G G G
654 E K K K K K K
679 K R R R R R R
681 R RY H RY RY H H

Abbreviations: A =alanine; C = cysteine; D = aspartic acid; E = glutamic acid; F = phenylalanine; G = glycine;

H = histidine; | = isoleucine; K = lysine; L = leucine; M = methionine; N = asparagine; NTD = N — terminal domain; P =
proline; Q = glutamine; R = arginine; RBD = receptor binding domain; S = serine; T = threonine; V = valine;

W = tryptophan; Y = tyrosine. Green shaded sites differ among BA.3.2 sublineages. BA.3.2 sublineages also contain
a four amino acid insertion (Alanine — Serine — Aspartic acid — Threonine) after site 214.

* The LP.8.1 spike protein sequence was used as the reference because of its inclusion in 2024—-2025 mRNA COVID-
19 vaccines.

" Indicates deletion of amino acid.

$ There is no consistent name for the short stretch of amino acids between the NTD and RBD

T Indicates the same amino acid as the reference sequence.



