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Blizzard and Hosmer (2006) extend the use of diagnostics from logistic models to log binomial mod-
els, which is a very useful addition to the literature. Our comments are somewhat peripheral to this
main topic.

First, we agree that one should be concerned when estimated probabilities exceed unity (i.e. an
inadmissible estimate). In theory, this can be avoided by using maximum likelihood estimation, which
has other useful properties as well and is generally considered the method of choice. In practice,
however, software fails to converge when the maximum likelihood estimated probability is exactly
one, which often happens when an independent variable is continuous. Deddens, Petersen, and Lei
(2003) successfully solved this problem in theory and, at least for SAS, in practice. The method,
called the COPY method due to the nature in which the data set is manipulated, simply approximates
the maximum likelihood estimation by making the estimated probabilities slightly less than one at the
offending points. Blizzard and Hosmer did not use the method because they still had convergence
problems in Stata even though no estimated probabilities were exactly one. Barros and Hirakata
(2003) first proposed the use of the Poisson model with a robust variance estimator, and they also had
convergence problems with the COPY method in Stata. In a review of this paper prior to publication,
Deddens (2003) suggested that the problem may have been due to the chosen start values. Barros and
Hirakata (2003) subsequently reported that the use of the “search” option solved their convergence
problems in Stata. We do not use Stata, but perhaps Blizzard and Hosmer would be interested in
checking to see if this option will solve their Stata convergence problems.

Second, as the COPY method was proposed by Deddens et al. (2003), the data were only manipu-
lated when the log binomial model failed to converge. Thus Blizzard and Hosmer have performed the
COPY method for the 1000 simulations that they used. They simply discarded the simulations for
which data manipulation was required. In our experience, it is on these simulations that the inferiority
of the Poisson approach generally becomes more apparent, and inadmissible estimates become more
common. If Blizzard and Hosmer can get the COPY method to converge in Stata, their diagnostics
can be used for maximum likelihood based estimation on any data set without having to switch from
Stata to SAS.
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