Appendix 1: Country Model Detailed Methodology and Additional Results


Country Models

1. [bookmark: _lyx7bie2l7zs]Common Data for all Models

The HBV prevalence models are developed to estimate the number of HBV-infected immigrants from the top 10 prevalent countries to the United States after 2000.

Vaccination Coverage
For all Models, we used WHO/UNICEF estimates of birth dose and 3-dose Hep B vaccination coverage. Typically, for most countries, these estimates start around 2000-2005 and continue through 2020.

In some rare cases (China), we used some additional older estimates of vaccination coverage prior to the availability of WHO/UNICEF vaccination coverage estimates.

Model Parameters
For all models, we assumed 90% probability of transmission from an HBeAg+ mother and 10% probability of transmission from an HBeAg- mother (assumption from Goldstein et. al. and Hadler et al.).  We also assumed that the vaccines were 95% effective (assumption from Goldstein et. al. and Hadler et al.). 

For each model, we obtained the prevalence of maternal HBsAg, HBeAg, as well as Anti-HBc at 5 and 30 years old from published articles. Given that those data were collected from various studies and the years when surveys were performed might not perfectly match the starting years of models’ simulations, and the ages of the majority of the immigrants ranged from 20 to 40 years old, we first assume the baseline parameters within each model could represent the same population, then assumed our model to start from 1960 to ensure the model could simulate the prevalence for the 40-year-olds in 2000. Given that the model's starting year is 1960, in order to ensure that a model’s simulation is closer to reality, the earlier the data is considered the better. For most of the included countries, baseline HBsAg prevalence was selected from studies published yielding from 1985 to 2000. 







2. Country-Specific Data

[bookmark: _i0lc6gy0n8ae]2.1 China

Model Set-up

China introduced a national HBV vaccination program in 1985, and after 7 years in 1992, the timely birth dose of HBV vaccination was designed to be one of the routine vaccinations but it was based on self preference and the costs should be met by parents. In 2002, allied with GAVI, the Chinese government launched free three-dose HBV vaccinations for newborns. Cui et al. recorded the 3-dose HBV vaccination rates each year from 1985 to 2013. As estimated coverage rates from WHO/UNICEF are available from 2000 to 2021, data from Cui were supplemented to draw a full image of vaccination history in China from 1985 to 2021. (Figure 2.1.1S)

For this model in China, the true prevalence surveyed in 1992 was used to adjust the precision of the model. A previous study conducted by Zu et al. in 2017 summarized three national serosurveys, which were performed in 1992, 2006, and 2014, respectively. Every included study calculated the HBsAg prevalence among the general population after the implementation of the universal HBV vaccination program in 1992. In this study, the modeled results will be used to compare with the results from the three serosurveys from Zu’s study for validation. (Table 2.1.1S)

In China, the first two national serosurveys were conducted in 1979 and 1992, respectively, showing HBsAg prevalence of 9.05% and 9.75% (Liu et al., 2022). Multiple studies investigating the maternal HBsAg prevalence were performed after 2015 and the results declined from 7.30% in 2015 to 5.44% in 2021 (Liu et al., 2021). As no data showed maternal HBsAg prevalence as early as 1992 in China, given the downward trend demonstrated in the study by Liu et al. in 2021, we adapted the HBsAg prevalence among the general population measured in 1992 as our baseline prevalence. Hadler et al., in 2013, derived parameters for Anti-Hbc positive rates among people at age 5 and age 30 from serosurveys for a modeling study, and these numbers were adapted for this modeling study. (Table 2.1.2S)

Vaccination Coverage

Figure 2.1.1S  Comparison between vaccination coverage under the baseline and current scenarios
[image: ]
* WHO scenario not shown since China has exceeded WHO vaccination goals

Table 2.1.1S	Summary of actual serosurvey data in China for comparison
	Age Group
	N
	HBsAg
	Lower 95% CI
	Upper 95% CI
	Survey year
	Source

	1-4
	3288
	9.67%
	8.66%
	10.68%
	1992
	Zu et al., 2017

	5-9
	6398
	10.22%
	9.48%
	10.96%
	
	

	10-14
	6316
	11.27%
	10.49%
	12.05%
	
	

	15-19
	4639
	10.35%
	9.47%
	11.22%
	
	

	20-24
	5691
	9.49%
	8.73%
	10.25%
	
	

	25-29
	7328
	9.61%
	8.93%
	10.28%
	
	

	30-34
	6579
	10.64%
	9.89%
	11.39%
	
	

	35-39
	6898
	9.22%
	8.54%
	9.90%
	
	

	40-49
	8680
	9.31%
	8.70%
	9.92%
	
	

	50-59
	5885
	7.58%
	6.90%
	8.25%
	
	

	1-4
	16376
	1.08%
	0.92%
	1.24%
	2006
	

	5-9
	11909
	1.60%
	1.38%
	1.83%
	
	

	10-14
	11844
	3.37%
	3.04%
	3.69%
	
	

	15-19
	2942
	7.21%
	6.27%
	8.14%
	
	

	20-24
	2584
	8.17%
	7.11%
	9.22%
	
	

	25-29
	4194
	8.25%
	7.42%
	9.08%
	
	

	30-34
	6215
	7.95%
	7.28%
	8.62%
	
	

	35-39
	6949
	8.25%
	7.60%
	8.89%
	
	

	40-49
	10477
	8.40%
	7.87%
	8.93%
	
	

	50-59
	8285
	8.05%
	7.46%
	8.64%
	
	

	1-4
	12681
	0.38%
	0.27%
	0.49%
	2014
	

	5-9
	5443
	0.75%
	0.52%
	0.98%
	
	

	10-14
	4295
	1.23%
	0.90%
	1.56%
	
	

	15-19
	2618
	1.95%
	1.42%
	2.48%
	
	

	20-24
	2820
	4.57%
	3.80%
	5.35%
	
	

	25-29
	3856
	5.06%
	4.37%
	5.75%
	
	



Table 2.1.2S	Parameters for Model China
	Parameter
	Value
	Source

	Maternal HBsAg prevalence
	9.75%
	Xia et al., 1996

	Maternal HBeAg prevalence
	30.0%
	Liang et al., 2009

	Anti-HBc prevalence at age 5
	32.0%
	Hadler et al., 2013

	Anti-HBc prevalence at age 30
	55.0%
	Hadler et al., 2013



Model Validation

I. Comparisons with the actual serosurvey

Figure 2.1.2S  Comparison between modeled prevalence with the reported data from Zu et al. by age in 1992, 2006 and 2014
[image: ]

II. Comparisons with Wong et al, 2019

Figure 2.1.3S  Comparison between age-specific modeled prevalence with the overall prevalence in immigrants as estimated by Wong et al., 2019 (not stratified by age)
[image: ]



Results

Figure 2.1.4S Estimated prevalence under the baseline and current scenarios for a 5-year-old in China
[image: ]
* WHO scenario not shown since China has exceeded WHO vaccination goals

Figure 2.1.5S Estimated prevalence under the baseline and current scenarios for a 20-year-old in China
[image: ]
* WHO scenario not shown since China has exceeded WHO vaccination goals

Figure 2.1.6S Estimates of immigrants with chronic hepatitis B under the baseline and current scenarios in China
[image: ]* WHO scenario not shown since China has exceeded WHO vaccination goals
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[bookmark: _cuoq9k8vio30]2.2	Vietnam

Model Set-up

In Vietnam, the 3-dose HBV vaccination was introduced in 1998, while it was expanded to the timely birth dose in 2002. Since WHO/UNICEF estimates have included data from 2003 for HepB coverage and from 2007 for timely birth dose, administratively reported data were used to fill in the blanks from 1998 to 2002 for HepB coverage and from 2002 to 2006 for timely birth dose. (Figure 2.2.1S)  Interestingly, the 3-dose coverage was quite high in 2000, leading to a high vaccination rate under the baseline scenario.

To adjust our model, we used a cross-sectional seroprevalence study undertaken by Nguyen et al. in two rural districts in Thai Binh province studying 837 Vietnamese subjects in 2006. A self-conducted serosurvey performed by Komada et al. in 2019 demonstrated the age-specific HBsAg prevalence among people ranging from 1 to 39 years old. In this study, the modeled results will be used to compare with the results from the serosurvey from Komada’s study for validation. (Table 2.2.1S)

For the Vietnamese model, a serosurvey performed in 1985 was collected. This study covered HBsAg prevalence among Vietnamese women aged 18-19, 20-20, and 30-39 and HBeAg prevalence in all HBsAg-positive subjects. Assuming that the usual gestational age for women tends to be between 18 and 39 years old, recalculation using the given sample size and number of positive cases was applied to obtain the maternal HBsAg prevalence that is needed. A study conducted in rural Vietnam demonstrated the Anti-HBc positive rate among infants (9-18 months [mean =13.8]), children (4-6 years old [mean =5.1]), adolescents (14-16 years old [mean =15.0]), and adults (25-40 years old [mean = 32.9]). In this study, Anti-HBc positive rates among people at age 5 and age 30 were adapted from the above study using Anti-HBc prevalence among children and adults, respectively. (Table 2.2.2S)

Vaccination Coverage

Figure 2.2.1S Comparison between vaccination coverage under the current, baseline, and WHO scenarios
[image: ]

Table 2.2.1S	Summary of actual serosurvey data in Vietnam for comparison
	Age Group
	N
	HBsAg
	Lower 95% CI
	Upper 95% CI
	Survey year
	Source

	1-4
	266
	1.50%
	0.32%
	2.98%
	2019
	Komada et al, 2020

	5-9
	366
	3.01%
	1.25%
	4.76%
	
	

	10-14
	298
	1.01%
	0.00%
	2.15%
	
	

	15-19
	249
	3.61%
	1.28%
	5.95%
	
	

	20-24
	167
	10.18%
	5.55%
	14.81%
	
	

	25-29
	222
	7.21%
	3.78%
	10.64%
	
	

	30-34
	252
	11.11%
	7.10%
	15.02%
	
	

	35-39
	258
	9.30%
	5.73%
	12.87%
	
	



Table 2.2.2S	Parameters for Model Vietnam
	Parameter
	Value
	Source

	Maternal HBsAg prevalence
	12.6%
	Hoang et al., 1985

	Maternal HBeAg prevalence
	25.8%
	Hoang et al., 1985

	Anti-HBc prevalence at age 5
	36.4%
	Hipgrave et al., 2003

	Anti-HBc prevalence at age 30
	79.2%
	Hipgrave et al., 2003



Model Validation

I. Comparisons with the actual serosurvey

Figure 2.2.2S Comparison between 2019 modeled prevalence with the reported 2019 data from Komada et al. by age
[image: ]

II. Comparisons with Wong et al, 2019

Figure 2.2.3S  Comparison between age-specific modeled prevalence with the overall prevalence in immigrants as estimated by Wong et al., 2019 (not stratified by age)
[image: ]
* Model Current 1995 was plotted ranging from age 1 to 39.


Results

Figure 2.2.4S Estimated prevalence under the current, baseline, and WHO scenarios for a 5-year-old in Vietnam
[image: ]

Figure 2.2.5S Estimated prevalence under the current, baseline, and WHO scenarios for a 20-year-old in Vietnam
[image: ]

Figure 2.2.6S Estimates of immigrants with chronic hepatitis B under the current, baseline, and WHO scenarios in Vietnam 
[image: ]
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[bookmark: _5pdy31rehjb0]

2.3	Philippines

Model Set-up

In the Philippines, the 3-dose HBV vaccination was introduced in 1995, while it was expanded to the timely birth dose in 2007. WHO/UNICEF estimates could cover every year from the introduction of each policy. However, it shows that these policies are not effective enough, as in the Philippines, HepB coverage was as low as 7% in 2000 and peaked at 89% in 2012, as well as timely birth dose coverage was as low as 9% in 2007 and peaked at 60% in 2019. (Figure 2.3.1S)

The HBV prevalence model is developed to estimate the number of HBV-infected Filipino who immigrated to the United States after 2000. To adjust our model, we used a study performed by Lingao et al. studying in 2,842 Philippine rural subjects from four villages in 1979-1982. In 2013, Wong et al. obtained age-specific HBsAg prevalence among people from age groups yielding from 20-29 to over 70 years old by analyzing the 2003 National Nutrition Survey (NNS).  In this study, the modeled results will be used to compare with the results from the serosurvey from Wong’s study for validation. (Table 2.3.1S)

For the model of the Philippines, a serosurvey including 5,684 pregnant women performed by Sy et al. between June 1982 and October 1983 was collected. This study covered HBsAg prevalence among pregnant women (7.6%)  in Manila, Philippines. HBeAg prevalence among all HBsAg-positive subjects (27.8%)  was also derived from the study. The study was chosen because it was the earlier study that covered pregnant women to calculate maternal HBsAg and HBeAg prevalence. A study conducted between 1981 and 1983 by Lingao et al. using data collected from a Hospital in Manila, Philippines. Compared to the study that we adapted, it did not include HBeAg prevalence. Therefore, to make our parameters consistent, we chose study of Sy et al. prior to which of Lingao et al. No literature was found researching the age-specific Anti-HBc prevalence in the Philippines, so indexes estimated by Goldstein et al. (Anti-HBc at 5: 25%; Anti-HBc at 30: 77.5%) were applied in our model for the Philippines. (Table 2.3.2S)

Vaccination Coverage

Figure 2.3.1S  Comparison between vaccination coverage under the current, baseline, and WHO scenarios
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Table 2.3.1S	Summary of actual serosurvey data in Philippines for comparison
	Age Group
	N
	HBsAg
	Lower 95% CI
	Upper 95% CI
	Survey year
	Source

	20-29
	329
	18.10%
	13.60%
	22.60%
	2003
	Wong et al, 2013

	30-39
	314
	17.60%
	13.20%
	22.00%
	
	

	40-49
	252
	16.00%
	11.20%
	20.90%
	
	

	50-59
	162
	14.30%
	9.00%
	19.50%
	
	

	60-69
	638
	14.30%
	11.40%
	17.20%
	
	

	70+
	455
	13.60%
	10.00%
	17.30%
	
	



Table 2.3.2S	Parameters for Model Philippines
	Parameter
	Value
	Source

	Maternal HBsAg prevalence
	7.6%
	Sy et al., 1986

	Maternal HBeAg prevalence
	27.8%
	Sy et al., 1986

	Anti-HBc prevalence at age 5
	25.0%
	Goldstein et al., 2005

	Anti-HBc prevalence at age 30
	77.5%
	Goldstein et al., 2005



Model Validation

I. Comparisons with the actual serosurvey

Figure 2.2.2S  Comparison between 2003 modeled prevalence with the reported 2003 data from Wong et al. by age
[image: ]

II. Comparisons with Wong et al, 2019

Figure 2.3.3S  Comparison between age-specific modeled prevalence with the overall prevalence in immigrants as estimated by Wong et al., 2019 (not stratified by age)
[image: ]

Results

Figure 2.3.4S Estimated prevalence under the current, baseline, and WHO scenarios for a 5-year-old in Philippines
[image: ]

Figure 2.3.5S Estimated prevalence under the current, baseline, and WHO scenarios for a 20-year-old in Philippines
[image: ]

Figure 2.3.6S Estimates of immigrants with chronic hepatitis B under the current, baseline, and WHO scenarios in Philippines
[image: ]
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2.4	India

Model Set-up

In India, the 3-dose HBV vaccination was introduced in 2004, while it was expanded to the timely birth dose in 2008. WHO/UNICEF estimates could cover every year from the introduction of each policy. However, it shows that the policy for timely birth dose is not effective enough, as in India, HepB timely birth dose coverage was as low as 8% in 2008 and peaked at 56% in 2019. (Figure 2.4.1S)

A WHO collaborative study conducted in 1980 evaluated the prevalence of markers of HBV infection in various sites, including Poona, India. Data from this study was used to adjust our model starting from 1980. A cross-sectional, population based survey was conducted by Shadaker et al. from October 2013 to April 2014 in Punjab, India. 5,543 subjects were included in the study, with their age ranging from 5-18 to over 60 years old, and we compared the results from this study to our simulated outcomes for model validation. (Table 2.4.1S)

A study conducted among 8,431 pregnant women in three hospitals in Delhi between February 1986 and October 1989 showed the maternal prevalence of HBsAg was 2.6%. Within the HBsAg positive population, 12.5% of the subjects were HBeAg positive. As the earliest study with the largest study cohort, this study was chosen for the baseline parameters in our model. Anti-HBc positive rates among people at age 5 and age 30 were adapted from Shadaker et al. The study published in 2022 revealed that the prevalence of Anti-HBc among age groups 5-18 and 20-39 were, respectively, 3.8% (95%CI: 2.6%, 5.6%) and 12.8% (95%CI: 10.6%, 15.4%).  (Table 2.4.2S)

Vaccination Coverage

Figure 2.4.1S Comparison between vaccination coverage under the current, baseline, and WHO scenarios
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Table 2.4.1S	Summary of actual serosurvey data in India for comparison
	Age Group
	N
	HBsAg
	Lower 95% CI
	Upper 95% CI
	Survey year
	Source

	5-18
	1107
	0.60%
	0.20%
	1.30%
	2014
	Shadaker et al., 2022

	19-29
	1024
	1.30%
	0.80%
	2.30%
	
	

	30-39
	998
	1.10%
	0.60%
	2.20%
	
	

	40-49
	870
	0.60%
	0.20%
	1.40%
	
	

	50-59
	721
	2.80%
	1.80%
	4.40%
	
	

	60+
	823
	2.60%
	1.60%
	4.10%
	
	



Table 2.4.2S	Parameters for Model India
	Parameter
	Value
	Source

	Maternal HBsAg prevalence
	2.60%
	Panda et al., 1991

	Maternal HBeAg prevalence
	12.5%
	Panda et al., 1991

	Anti-HBc prevalence at age 5
	3.8%
	Shadaker et al., 2022

	Anti-HBc prevalence at age 30
	12.80%
	Shadaker et al., 2022



Model Validation

I. Comparisons with the actual serosurvey

Figure 2.4.2S Comparison between 2014 modeled prevalence with the reported 2014 data from Shadaker et al. by age
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II. Comparisons with Wong et al, 2019

Figure 2.4.3S Comparison between age-specific modeled prevalence with the overall prevalence in immigrants as estimated by Wong et al., 2019 (not stratified by age)
[image: ]

Results

Figure 2.4.4S Estimated prevalence under the current, baseline, and WHO scenarios for a 5-year-old in India
[image: ]

Figure 2.4.5S Estimated prevalence under the current, baseline, and WHO scenarios for a 20-year-old in India
[image: ]


Figure 2.4.6S Estimates of immigrants with chronic hepatitis B under the current, baseline, and WHO scenarios in India
[image: ]
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2.5	Dominican Republic

Model Set-up

The Dominican Republic launched its 3-dose HBV (HepB) vaccination program in 1994, and the timely birth dose (TBD) vaccination program in 1997. However, estimates from WHO/UNICEF could only cover the HepB coverage from 1998 and the TBD coverage from 2001. The official reported HepB courage rates were used from 1994 to 1997, but the TBD coverage remained blank from 1997 to 2000. Simulation, in this case, was performed based on available data provided by WHO, and we assumed the TBD coverage rate to be a linear trend from 0 in 1996 to 81% in 2001 in the Dominican Republic. (Figure 2.5.1S) 

For model validation, one study informed the actual serosurvey data in the Dominican Republic in 1995 and it was used for model validation. However, due to the high variance in that 1996 study, and given the limited availability of serosurveys for the Dominican Republic, we compared our modeling results with the results of previous models by other research groups. (Figure 2.5.2S, Figure 2.5.3S) 

Baseline maternal prevalence of HBsAg, anti-HBc at 5 years old, and anti-HBc at 30 years old used for the Dominican Republic model was obtained from a study published by Silveira et al. This study published in 1991 observed a total of 12,000 subjects from Latin America with 473 subjects from the Dominican Republic between June 1996 and November 1997.  In this study, the anti-HBc prevalence in age groups 1-5 and 31-40 were recorded as 9.9% (95%CI: 2.9%, 16.7%) and 37.9% (95%CI: 27.7%, 48.1%), respectively, and the HBsAg prevalence was detected as 1.9%. This prevalence of HBsAg might not be maternal, but this was the only real-world survey-based prevalence data that could be found aside from the study by Silveira et al. that contained age-specified information. As no literature support was found for the maternal prevalence of HBeAg, an estimated parameter of 15% was picked from the Goldstein model. (Table 2.5.2S)


Vaccination Coverage

Figure 2.5.1S  Comparison between vaccination coverage under the current, baseline, and WHO scenarios
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Table 2.5.1S	Summary of actual serosurvey data in Dominican Republic for comparison
	Age Group
	N
	HBsAg
	Lower 95% CI
	Upper 95% CI
	Survey year
	Source

	20-29
	683
	2.34%
	-5.86%
	10.54%
	1995
	Shichijo et al, 1996

	30-39
	556
	3.42%
	-4.00%
	10.84%
	
	

	40-49
	365
	4.38%
	-4.78%
	13.55%
	
	

	50-59
	216
	2.78%
	-6.69%
	12.25%
	
	

	60-69
	123
	1.63%
	-1.69%
	4.94%
	
	

	70+
	57
	7.02%
	-8.24%
	22.27%
	
	



Table 2.5.2S	Parameters for Model Dominican Republic
	Parameter
	Value
	Source

	Maternal HBsAg prevalence
	1.90%
	Silveira et al., 1999

	Maternal HBeAg prevalence
	15.0%
	Goldstein et al., 2005

	Anti-HBc prevalence at age 5
	9.90%
	Silveira et al., 1999

	Anti-HBc prevalence at age 30
	37.90%
	Silveira et al., 1999



Model Validation

I. Comparisons with the actual serosurvey

Figure 2.5.2S  Comparison between modeled prevalence with the reported data by age
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Figure 2.5.3S  Comparison between modeled prevalence with the reported data by year among children under 5 years olds
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II. Comparisons with Wong et al, 2019

Figure 2.5.4S  Comparison between age-specific modeled prevalence with the overall prevalence in immigrants as estimated by Wong et al., 2019 (not stratified by age)
[image: ]
* Model Current 1995 was plotted ranging from age 1 to 39; Model Current 2005 was plotted ranging from age 1 to 49.


Results

Figure 2.5.5S Estimated prevalence under the current, baseline, and WHO scenarios for a 5-year-old in Dominican Republic
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Figure 2.5.6S Estimated prevalence under the current, baseline, and WHO scenarios for a 20-year-old in Dominican Republic
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Figure 2.5.7S Estimates of immigrants with chronic hepatitis B under the current, baseline, and WHO scenarios in Dominican Republic
[image: ]
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[bookmark: _p87ziqja8g22]2.6 Taiwan 

Model Set-up 
Taiwan introduced hepatitis B immunoglobulin (HBIG) and hepatitis B vaccine to newborns of high-risk (HBsAg-positive) mothers in 1984 and expanded it to all newborns in 1986 (Chien et al., 2006). We adopted vaccination coverage sources different from other country models because WHO/UNICEF does not provide vaccination estimation rates from Taiwan. Su et al. (2019) documented HBIG coverage data among infants of HBeAg-seropositive mothers from 1984 to 2016. Chien et al. (2006) noted the 3-dose hepatitis B vaccination coverage rate among birth cohorts from 1984 to 2002. The Centers for Disease Control (Taiwan) reported the annual 3-dose hepatitis B vaccination data in the "Statistics Communicable Diseases and Surveillance Report" from 2004 to 2020. A linear estimation was applied to fulfill the data gap of 3-dose coverage in 2003. As Taiwan has achieved a high and stable vaccination rate, it is assumed that Taiwan maintained the same HBIG vaccination rate from 2016 to 2021 and the same 3-dose vaccination rate from 2020 to 2021.

The HBV prevalence model is developed to estimate the number of CHB-infected Taiwanese in the US after 2000. We initiated the Taiwan model in 1954, 30 years before the vaccination program. Infants only at age 0 were estimated for the HBV prevalence in the model's first year, and the estimation expanded to broader age groups each year. The model calculated HBsAg prevalence among maternal age groups (21 to 30 years old) in 1984 and provided the HBV prevalence estimation among most high-risk groups (20 to 40 years old) in 2000.

The modeled HBV prevalence rate is compared with actual serosurveys to make adjustments. Researchers performed epidemiologic HBV seromarker surveys in Taipei city in 1984, 1989, 1994, 1999, 2004, 2009, 2014, and 2019, calculating the HBsAg of the birth cohort before and after the universal infant HBV vaccination program (Hsu et al., 1986; Tsen et al., 1991; Chen et al.,1996; Ni et al., 2001; Ni et al., 2007; Ni et al., 2012; Ni et al., 2016; Chang et al., 2022). We compared model results with serosurveys every ten years after 1984. 

After comparing and optimizing model inputs, the final parameters we used for maternal Maternal HBsAg prevalence, Maternal HBeAg prevalence, and Anti-HBc prevalence at ages 5 and 30 are listed in Table 2.6.1S. We adopted maternal HBsAg data from 1984 to 2000 from Su et al. (2019), which examined 32 years of cross-sectional data on a maternal HBsAg and HBeAg screening program launched in July 1984. Chen et al. (2011) reported that the HBeAg seropositivity was in 41.26% of HBV carriers in the birth cohort of 1977. Anti-HBc prevalence rates are from Hsu et al. (1986) age group 5-6 years old and Goldstein et al. (2005) age group 30.

Vaccination Coverage
Figure 2.6.1S. Comparison between vaccination coverage under the baseline and current vaccination coverage scenarios
[image: ]
* WHO scenario not shown since Taiwan has exceeded WHO vaccination goals

	Table 2.6.1S. Parameters for Model Taiwan

	Parameter
	Value
	Source

	Maternal HBsAg prevalence
	16.30%
	Su et al., 2019

	Maternal HBeAg prevalence
	41.26%
	Chen et al., 2011

	Anti-HBc prevalence at age 5
	22.10%
	Hsu et al., 1986

	Anti-HBc prevalence at age 30
	77.50%
	Goldstein et al., 2005



	Table 2.6.2S. Summary of actual serosurvey data in Taiwan for comparison

	Age Group
	N
	HBsAg
	Lower 95% CI
	Upper 95% CI
	Survey year
	Source

	-1
	59
	5.1%
	1.1%
	14.1%
	1984
	Hsu et al., 1986

	1-2
	84
	10.7%
	5.0%
	19.4%
	
	

	3-4
	189
	10.1%
	6.2%
	15.2%
	
	

	5-6
	226
	10.6%
	6.9%
	15.4%
	
	

	7-8
	206
	9.7%
	6.0%
	14.3%
	
	

	9-10
	146
	11.0%
	6.4%
	17.2%
	
	

	11-12
	187
	9.1%
	5.4%
	14.2%
	
	

	13-14
	103
	11.7%
	6.2%
	19.5%
	
	

	-1
	20
	0.0%
	0.0%
	16.8%
	1994
	Chen et al., 1996

	1-2
	211
	0.5%
	0.0%
	2.6%
	
	

	3-4
	313
	0.3%
	0.0%
	1.8%
	
	

	5-6
	371
	0.8%
	0.2%
	2.3%
	
	

	7-8
	218
	0.9%
	1.1%
	3.3%
	
	

	9-10
	206
	1.5%
	0.3%
	4.2%
	
	

	11-12
	146
	6.8%
	3.3%
	12.2%
	
	

	-1
	110
	0.9%
	0.7%
	1.1%
	2004
	Ni et al., 2007

	1-2
	235
	0.4%
	0.4%
	0.5%
	
	

	3-4
	709
	0.4%
	0.4%
	0.4%
	
	

	5-6
	993
	0.5%
	0.5%
	0.5%
	
	

	7-8
	651
	0.6%
	0.6%
	0.6%
	
	

	9-10
	681
	0.3%
	0.3%
	0.3%
	
	

	11-12
	1088
	0.5%
	0.5%
	0.5%
	
	

	13-14
	2767
	0.6%
	0.6%
	0.6%
	
	

	15-17
	6531
	1.5%
	1.5%
	1.5%
	
	

	18-19
	3872
	2.1%
	2.1%
	2.1%
	
	

	20-21
	346
	6.7%
	6.5%
	6.8%
	
	

	22-23
	256
	10.2%
	9.9%
	10.4%
	
	

	24-25
	242
	10.3%
	10.0%
	10.6%
	
	

	26-27
	184
	17.9%
	17.5%
	18.3%
	
	

	28-29
	114
	14.9%
	14.3%
	15.5%
	
	

	-1
	106
	0.9%
	0.8%
	1.1%
	2014
	Ni et al., 2016

	1-2
	181
	0.0%
	0.0%
	0.0%
	
	

	3-4
	198
	0.0%
	0.0%
	0.0%
	
	

	5-6
	207
	0.5%
	0.4%
	0.6%
	
	

	7-8
	227
	0.0%
	0.0%
	0.0%
	
	

	9-10
	212
	0.9%
	0.9%
	1.0%
	
	

	11-12
	236
	0.4%
	0.4%
	0.5%
	
	

	13-14
	202
	0.0%
	0.0%
	0.0%
	
	

	15-16
	247
	0.0%
	0.0%
	0.0%
	
	

	17-18
	237
	1.3%
	1.2%
	1.4%
	
	

	19-20
	247
	0.8%
	0.7%
	0.9%
	
	

	21-22
	221
	0.4%
	0.4%
	0.5%
	
	

	23-24
	268
	0.4%
	0.3%
	0.4%
	
	

	25-26
	223
	0.4%
	0.4%
	0.5%
	
	

	27-28
	199
	1.0%
	0.9%
	1.1%
	
	

	29
	88
	2.3%
	1.9%
	2.6%
	
	

	30
	103
	3.9%
	3.5%
	4.3%
	
	

	31-32
	177
	7.3%
	7.1%
	7.6%
	
	

	33-34
	171
	3.5%
	3.3%
	3.7%
	
	

	35-36
	163
	5.5%
	5.3%
	5.8%
	
	

	37-38
	135
	6.7%
	6.3%
	7.0%
	
	

	39-40
	128
	9.4%
	8.9%
	9.8%
	
	

	41-42
	89
	3.4%
	3.0%
	3.8%
	
	

	43-44
	87
	4.6%
	4.1%
	5.1%
	
	

	45-46
	83
	10.8%
	10.1%
	11.6%
	
	

	47-48
	86
	16.3%
	15.4%
	17.1%
	
	

	49-50
	84
	6.0%
	5.4%
	6.5%
	
	



Model Validation
I. Comparisons with the serosurvey
Figure 2.6.2S. Comparison between 1984, 1994, 2004 and 2014 modeled prevalence by age with the reported serosurvey data from Hsu et al., 1986; Chen et al.,1996; Ni et al., 2007; Ni et al., 2016
(A) 1984
[image: ]
(B) 1994
[image: ]
(C) 2004
[image: ]
(D) 2014
[image: ]

II. Comparisons with Wong et al. (2019)
Figure 2.6.3S Comparison between age-specific modeled prevalence with the overall prevalence in immigrants as estimated by Wong et al., 2019 (not stratified by age)
[image: ]


Results
Figure 2.6.4.1S Estimation of prevalence under the baseline and current vaccination coverage scenarios for a 5-year-old Taiwanese
[image: ]
* WHO scenario not shown since Taiwan has exceeded WHO vaccination goals

Figure 2.6.4.2S Estimation of prevalence under the baseline and current vaccination coverage scenarios for a 20-year-old Taiwanese
[image: ]
* WHO scenario not shown since Taiwan has exceeded WHO vaccination goals

Figure 2.6.5S Estimation of immigrants with chronic hepatitis B under the baseline and current vaccination coverage scenarios in Taiwan.  
[image: ]
* Baseline overlaps Current and WHO scenario not shown since Taiwan has exceeded WHO vaccination goals
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[bookmark: _hjw8pm6ivrn2]2.7 South Korea

Model Set-up 
South Korea introduced the hepatitis B vaccine to newborns in 1983 and included the hepatitis B vaccine in the national mandatory vaccine in 1995 (Chen, 2013). We adopted vaccination coverage from WHO/UNICEF estimation since 1995 and literature reviews prior to 1995. WHO/UNICEF estimated birth dose and 3-dose hepatitis B vaccination in South Korea from 2000 to 2020 and 1995 to 2021. Prior to the data recorded by WHO/UNICEF, Lee et al. (1997) counted the 3-dose hepatitis B vaccination rate among 2072 elementary school students born between 1980 and 1987. We applied the linear estimation to fulfill this data gap for the birth dose and 3-dose vaccination rate unreported from 1984 to 2000 and from 1988 to 1994. As South Korea has achieved a high and stable vaccination rate, it is assumed that South Korea will maintain the same birth-dose vaccination rate from 2020 to 2021.

The HBV prevalence model is developed to estimate the number of CHB-infected South Koreans in the US after 2000. We initiated the South Korea model in 1954, 30 years before the vaccine was valid in South Korea. Infants only at age 0 were estimated for the HBV prevalence in the model's first year, and the estimation expanded to broader age groups each year. The model calculated HBsAg prevalence among maternal age groups (21 to 30 years old) in 1984 and provided the HBV prevalence estimation among most high-risk groups (20 to 40 years old) in 2000. 

The modeled HBV prevalence rate is compared with actual serosurveys to make adjustments. The Korean National Health and Nutrition Examination Survey (KNHANES) performed serosurveys to estimate the HBsAg prevalence among different age groups since 1998. We compared model results with serosurveys in 1998, 2010, and 2019.

After comparing and optimizing model inputs, the final parameters we used for maternal Maternal HBsAg prevalence, Maternal HBeAg prevalence, and Anti-HBc prevalence at ages 5 and 30 are listed in Table 2.7.1S. We adopted maternal HBsAg data from Ahn et al. (1992), which reviewed articles dealing with serological data for HBV infection published after 1980 and found that 6.5% of pregnant women in South Korea were HBsAg positive. In Ahn et al. (1992) study, HBeAg positivity was in 53.1% of HBsAg positive mothers. Goldstein et al. (2005) estimated 30% of HBeAg positivity among women of childbearing age, and leading models fit actual serosurveys better and are used in the study. The Anti-HBc prevalence rate at 5 years old is from Lee et al. (1997) study among 6-7 years old elementary school students born between 1980-1987; at 30 years old is from Park et al. (2010), the age group 20-29 years old


Vaccination Coverage
Figure 2.7.1S. Comparison between vaccination coverage under the baseline and current vaccination coverage scenarios
[image: ]
* WHO scenario not shown since South Korea has exceeded WHO vaccination goals

	Table 2.7.1S. Summary of actual serosurvey data in South Korea for comparison

	Age Group
	N
	HBsAg
	Lower 95% CI
	Upper 95% CI
	Survey year
	Source

	10-18
	1654
	2.20%
	1.42%
	2.98%
	1998
	KNHANES

	19-29
	1648
	5.10%
	3.73%
	6.47%
	
	

	30-39
	1968
	6.10%
	5.12%
	7.08%
	
	

	40-49
	1630
	5.10%
	4.12%
	6.08%
	
	

	50-59
	1260
	5.30%
	3.93%
	6.67%
	
	

	60-69
	1007
	2.90%
	1.72%
	4.08%
	
	

	70+
	604
	2.30%
	1.12%
	3.48%
	
	

	10-18
	873
	0.10%
	-0.10%
	0.30%
	2010
	KNHANES

	19-29
	739
	2.10%
	0.92%
	3.28%
	
	

	30-39
	1205
	3.90%
	2.72%
	5.08%
	
	

	40-49
	1137
	3.70%
	2.52%
	4.88%
	
	

	50-59
	1144
	4.20%
	2.83%
	5.57%
	
	

	60-69
	981
	4.00%
	2.43%
	5.57%
	
	

	70+
	736
	1.80%
	0.82%
	2.78%
	
	

	10-18
	626
	0.00%
	0.00%
	0.00%
	2019
	KNHANES

	19-29
	742
	0.20%
	0.00%
	0.40%
	
	

	30-39
	913
	2.10%
	1.12%
	3.08%
	
	

	40-49
	1104
	3.40%
	2.22%
	4.58%
	
	

	50-59
	1161
	3.90%
	2.72%
	5.08%
	
	

	60-69
	1112
	3.50%
	2.32%
	4.68%
	
	

	70+
	1107
	1.50%
	0.72%
	2.28%
	
	



	Table 2.7.2S. Parameters for Model South Korea

	Parameter
	Value
	Source

	Maternal HBsAg prevalence
	6.50%
	Ahn et al., 1992

	Maternal HBeAg prevalence
	30.00%
	Goldstein et al., 2005

	Anti-HBc prevalence at age 5
	9.00%
	Lee et al., 1997

	Anti-HBc prevalence at age 30
	66.00%
	Park et al.,2010



Model Validation
I. Comparisons with the serosurvey:
Figure 2.7.2S. Comparison between 1998, 2010 and 2019 modeled prevalence by age with the reported serosurvey data from KNHANES. 
(A) 1998
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(B) 2010
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(C) 2019
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II. Comparisons with Wong et al. (2019)

Figure 2.7.3S. Comparison between age-specific modeled prevalence with the overall prevalence in immigrants as estimated by Wong et al., 2019 (not stratified by age)
[image: ]

Results

Figure 2.7.4.1S. Estimation of prevalence under the baseline and current vaccination coverage scenarios for a 5-year-old South Korean
[image: ]
* WHO scenario not shown since South South Korea has exceeded WHO vaccination goals

Figure 2.7.4.2S. Estimation of prevalence under the baseline and current vaccination coverage scenarios for a 20-year-old South Korean
[image: ]
* WHO scenario not shown since South Korea has exceeded WHO vaccination goals

Figure 2.7.5S. Estimation of immigrants with chronic hepatitis B under the baseline and current vaccination coverage scenarios in Korean  
[image: ]
* WHO scenario not shown since South Korea has exceeded WHO vaccination goals
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2.8 Mexico

Model Set-up 
Mexico implemented the universal hepatitis B vaccination by scheduling timely birth doses in 2007 and three-dose in 1999 (Ropero et al., 2017). We adopted vaccination coverage from WHO/UNICEF and literature reviews. WHO/UNICEF reported the data for birth dose and 3-dose hepatitis B vaccination in Mexico from 2020 to 2021 and 2000 to 2021. Prior to the data recorded by WHO/UNICEF, we adopted timely birth dose coverage data from WHO Administrative coverage data and Ropero Álvarez et al. (2017). We applied the linear estimation to fulfill this data gap for the birth dose and 3-dose vaccination rate unreported from 1984 to 2000 and from 1988 to 1994.

The HBV prevalence model is developed to estimate the number of CHB-infected Mexicans in the US after 2000. We initiated the Mexico model in 1960, 40 years before we calculated CHB-infected Mexican in 2000. Infants only at age 0 were estimated for the HBV prevalence in the model's first year, and the estimation expanded to broader age groups each year. The model calculated HBsAg prevalence among maternal age groups (21 to 30 years old) in 1999, and most high-risk HBV infected age groups (20 to 40 years old) in 2000.

The modeled HBV prevalence rate is compared with actual serosurveys to make adjustments. We compared our model with the prevalence of HBsAg by age group adopted from the 2018 National Health and Nutrition Survey (ENSANUT). 

After comparing and optimizing model inputs, the final parameters we used for maternal Maternal HBsAg prevalence, Maternal HBeAg prevalence, and Anti-HBc prevalence at ages 5 and 30 are listed in Table 2.8.1S. Vázquez-Martínez et al. (2003) conducted a cross-sectional study in 2000, including 9,992 pregnant women attending the health services of the Mexican Institute. Their study found Maternal HBsAg prevalence at 1.65%, and Maternal HBeAg prevalence was 2.02%. Silveira et al. (1999) study investigated the seroprevalence of hepatitis B in over 12 000 subjects in six countries of Latin America and measured anti-HBc to determine hepatitis B infection. They found that the anti-HBc antibodies were 0.8% among groups 1-5 years old and 1.8% among groups 21-20 in Mexico. 

Vaccination Coverage
Figure 2.8.1S Comparison between vaccination coverage under the baseline and current vaccination coverage scenarios
[image: ]

	Table 2.8.1S Summary of actual serosurvey data  in Mexico for comparison

	Age Group
	N
	HBsAg
	Lower 95% CI
	Upper 95% CI
	Survey year
	Source

	20-39
	-
	0.00%
	0.00%
	0.00%
	2018 ENSANUT
	Carnalla et al., 2021

	40-49
	-
	0.12%
	0.02%
	1.09%
	
	

	50-59
	-
	0.00%
	0.00%
	0.00%
	
	

	60-69
	-
	2.09%
	0.66%
	5.74%
	
	

	70-
	-
	0.36%
	0.02%
	0.88%
	
	



	Table 2.8.2S Parameters for Model Mexico

	Parameter
	Value
	Source

	Maternal HBsAg prevalence
	1.65%
	Vázquez-Martínez et al., 2003

	Maternal HBeAg prevalence
	2.02%
	Vázquez-Martínez et al., 2003

	Anti-HBc prevalence at age 5
	0.80%
	Silveira et al., 1999

	Anti-HBc prevalence at age 30
	1.80%
	Silveira et al., 1999



Model Validation
I. Comparisons with the serosurvey:
Figure 2.8.2S Comparison between 2018 modeled prevalence by age with the reported serosurvey data from ENSANUT
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II. Comparisons with Wong et al. (2019)

Figure 2.8.3S Comparison between age-specific modeled prevalence with the overall prevalence in immigrants as estimated by Wong et al., 2019 (not stratified by age)
[image: ]

Results
Figure 2.8.4.1S Estimation of prevalence under the baseline and current vaccination coverage scenarios for a 5-year-old Mexican
[image: ]
Figure 2.8.4.2S Estimation of prevalence under the baseline and current vaccination coverage scenarios for a 20-year-old Mexican
[image: ]

Figure 2.8.5S Estimation of immigrants with chronic hepatitis B under the baseline and current vaccination coverage scenarios in Mexican
[image: ]
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Model Set-up 
Nigeria introduced the hepatitis B vaccine into the National Program on Immunization in 2004. We adopted vaccination coverage from WHO/UNICEF, which estimated the vaccination coverage from 2007 to 2021 for timely birth doses and from 2005 to 2021 for HepB 3-dose.

The HBV prevalence model is developed to estimate the number of CHB-infected Nigerians in the US after 2000. We initiated the Nigeria model in 1960, 40 years before we calculated CHB-infected Nigeria in 2000. Infants only at age 0 were estimated for the HBV prevalence in the model's first year, and the estimation expanded to broader age groups each year. The model calculated HBsAg prevalence among maternal age groups (21 to 30 years old) in 1999, and most high-risk HBV infected age groups  (20 to 40 years old) in 2000.

The modeled HBV prevalence rate is compared with actual serosurveys to make adjustments. Hepatitis B prevalence varies in different parts of Nigeria (Fakunle et al., 1981). This study adopted the prevalence of HBsAg by age group from three studies to compare and correct the current model. Adoga et al. (2010) collected blood samples from 1,891 subjects during pre-vaccination tests between 2008 and 2009; Oje et al. (2012) obtained the HBV transmission data from 2,000 individuals at apparently-health patients visiting health centers in 2009; and Onyekwere et al. (2014) conducted a nationwide population survey from 2010 to 2012, screening HBsAg for 5,558 adults.

After comparing and optimizing model inputs, the final parameters we used for maternal Maternal HBsAg prevalence, Maternal HBeAg prevalence, and Anti-HBc prevalence at ages 5 and 30 are listed in Table 2.9.1S. The maternal HBsAg prevalence data comes from Musa et al (2015), which estimated HBV prevalence through selecting systematic reviews and meta-analyses from 2000 to 2013, and reviewed 14 studies for Hepatitis B among pregnant women. HBeAg was present in 16.4% HBsAg positive individuals in Amazigo et al. (1990) study, which measured hepatitis B virus markers in the sera of 804 rural and urban inhabitants and prisoners in Nigeria. Nasidi et al. (1986) estimated the prevalence of hepatitis B infection markers in different groups, finding the Anti-HBc at age 5 years and 30 years old among healthy children among 5-6 years old and healthy females aged 12 and 45 years. 

Vaccination Coverage
Figure 2.9.1S. Comparison between vaccination coverage under the baseline and current vaccination coverage scenarios
[image: ]

	Table 2.9.1S. Summary of actual serosurvey data in Nigeria for comparison

	Age Group
	N
	HBsAg
	Lower 95% CI
	Upper 95% CI
	Survey year
	Source

	-10
	409
	2.90%
	1.27%
	4.53%
	2008-2009
	Adoga et al., 2010

	11-20
	647
	6.50%
	4.60%
	8.40%
	
	

	21-30
	401
	9.20%
	6.37%
	12.03%
	
	

	31-40
	264
	6.40%
	3.45%
	9.35%
	
	

	41-50
	138
	4.30%
	0.92%
	7.68%
	
	

	51-60
	32
	0.00%
	0.00%
	0.00%
	
	

	-24
	944
	4.66%
	3.32%
	6.01%
	2009
	Oje et al., 2010

	25-34
	372
	4.30%
	2.24%
	6.36%
	
	

	35-44
	332
	21.69%
	17.25%
	26.12%
	
	

	45-54
	216
	20.37%
	15.00%
	25.74%
	
	

	55-
	136
	14.71%
	8.75%
	20.66%
	
	

	-20
	26
	3.80%
	0.00%
	11.15%
	2010-2012
	Onyekwere et al., 2014

	20-29
	1219
	6.00%
	4.67%
	7.33%
	
	

	30-39
	2355
	7.40%
	6.34%
	8.46%
	
	

	40-49
	1240
	7.30%
	5.85%
	8.75%
	
	

	50-59
	386
	4.90%
	2.75%
	7.05%
	
	

	60-
	49
	4.10%
	0.00%
	9.65%
	
	



	Table 2.9.2S. Parameters for Model Nigeria

	Parameter
	Value
	Source

	Maternal HBsAg prevalence
	14.10%
	Musa et al., 2015

	Maternal HBeAg prevalence
	16.40%
	Amazigo et al., 1990

	Anti-HBc prevalence at age 5
	18.90%
	Nasidi et al., 1986

	Anti-HBc prevalence at age 30
	68.10%
	Nasidi et al., 1986



Model Validation

I. Comparisons with the serosurvey:
Figure 2.9.2S. Comparison between 2008, 2009, and 2010  modeled prevalence by age with the reported serosurvey data from Adoga et al., 2010, Oje et al., 2012, and Onyekwere et al., 2014. 
(A) 2008
[image: ]
(B) 2009
[image: ]
(C) 2010
[image: ]

II. Comparisons with Wong et al. (2019)
Figure 2.9.3S Comparison between age-specific modeled prevalence with the overall prevalence in immigrants as estimated by Wong et al., 2019 (not stratified by age)
[image: ]

Results
Figure 2.9.4.1S. Estimation of prevalence under the baseline and current vaccination coverage scenarios for a 5-year-old Nigeria
[image: ]
Figure 2.9.4.2S. Estimation of prevalence under the baseline and current vaccination coverage scenarios for a 20-year-old Nigeria
[image: ]

Figure 2.9.5S. Estimation of immigrants with chronic hepatitis B under the baseline and current vaccination coverage scenarios in Nigerian
[image: ]
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[bookmark: _ae7n9e4q1kl3]2.10 Haiti 

Model Set-up
Haiti scheduled a three-dose hepatitis B vaccine in 2013, but still no birth dose available  (Ropero et al., 2017). We adopted vaccination coverage from WHO/UNICEF, which estimated the 3-dose Hep B vaccination coverage from 2013 to 2021. 

The HBV prevalence model is developed to estimate the number of CHB-infected Haitians in the US after 2000. We initiated the Haiti model in 1960, 40 years before we calculated CHB-infected Haiti in 2000. Infants only at age 0 were estimated for the HBV prevalence in the model's first year, and the estimation expanded to broader age groups each year. The model calculated HBsAg prevalence among maternal age groups (21 to 30 years old) in 1999, and most high-risk HBV infected age groups  (20 to 40 years old) in 2000.

The modeled HBV prevalence rate is compared with actual serosurveys to make adjustments. There are not many studies classified HBsAg prevalence by age for Haitain. Tohme et al. (2016) study tested 1,307 pregnant women for HBsAg positivity rate among women greater than 15 years old, was adopted for the comparison. 

After comparing and optimizing model inputs, the final parameters we used for maternal Maternal HBsAg prevalence, Maternal HBeAg prevalence, and Anti-HBc prevalence at ages 5 and 30 are listed in Table 2.10.1S. Centers for Disease Control and Prevention Global AIDS Program estimate of HBsAg prevalence taken in antenatal clinics among 15- to 49- year-old child-bearing Haitian women for whom the prevalence was 4.7% in 2004 (Rein et al., 2010). Maternal HBeAg prevalence rate was obtained from Goldstein et al (2015), which has the average prevalence value for similar prevalence countries. Anti-HBc prevalence at 5 years old and 30 years old from Goldstein et al (2015) and Tohme et al. (2016). 

Vaccination Coverage
Figure 2.10.1S. Comparison between vaccination coverage under the baseline and current vaccination coverage scenarios

[image: ]

	Table 2.10.1S. Summary of actual serosurvey data in Haiti for comparison

	Age Group
	N
	HBsAg
	Lower 95% CI
	Upper 95% CI
	Survey year
	Source

	15-19
	183
	2.73%
	1.68%
	3.79%
	2012
	Tohme et al., 2016

	20-24
	352
	1.14%
	0.58%
	1.69%
	
	

	25-29
	356
	1.97%
	1.42%
	2.51%
	
	

	30-34
	241
	3.73%
	2.94%
	4.53%
	
	

	35-39
	130
	3.85%
	2.37%
	5.32%
	
	

	40-
	45
	6.67%
	2.46%
	10.87%
	
	



	Table 2.10.2S. Parameters for Model Haiti

	Parameter
	Value
	Source

	Maternal HBsAg prevalence
	4.70%
	Rein et al., 2010

	Maternal HBeAg prevalence
	15.00%
	Goldstein et al., 2005

	Anti-HBc prevalence at age 5
	3.00%
	Goldstein et al., 2005

	Anti-HBc prevalence at age 30
	30.60%
	Tohme et al., 2016



Model Validation
I. Comparisons with the serosurvey:
Figure 2.10.2S. Comparison between 2012 modeled prevalence by age with the reported serosurvey data from Tohme et al., 2016.
[image: ]

II. Comparisons with Wong et al. (2019)
Figure 2.10.3S Comparison between age-specific modeled prevalence with the overall prevalence in immigrants as estimated by Wong et al., 2019 (not stratified by age)
[image: ]

Results
Figure 2.10.4.1S Estimation of prevalence under the baseline and current vaccination coverage scenarios for a 5-year-old Haitian
[image: ]

Figure 2.10.4.2S Estimation of prevalence under the baseline and current vaccination coverage scenarios for a 20-year-old Haitian
[image: ]

Figure 2.10.5S Estimation of immigrants with chronic hepatitis B under the baseline and current vaccination coverage scenarios in Haitian
[image: ]
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