Table S1:
Primer sequences used to detect gentamicin resistance genes by PCR.

	Targets
	Primer 
	Primer sequences (5’-3’)
	Annealing Temp
	Size of product 
	Accession #

	aph(2")-Ig 
	SMIgF
	TTG AGA ATG CCA TGG AAC GGA TCG G
	600C
	864bp
	CP004067

	
	SMIgR
	GGG TCT ATG GCT AGA AGT TCA CGG
	
	
	

	aph(2")-If 
	YC21F
	AAGGAACTTTTTTAACACCAG
	500C
	420bp
	JQ655275

	
	YC21R
	CCWATTTCTTCTTCACTATCTTC
	
	
	

	aac(6')-Ie/aph(2")-Ia 
	YC17F
	ACAGAGCCTTGGGAAGATGAAG
	540C
	1106bp
	JQ655275

	
	YC18R
	TGTTCCTATTTCTTCTTCACTATC
	
	
	

	aacA4
	YC27F
	ATC TCA TAT CGT CGA GTG GAC
	500C
	440bp
	Y11946

	
	YC27R
	CGT GTT TGA ACC ATG TAC
	
	
	


	
	
	
	
	
	


Table S2.
Number and types of gentamicin resistance genes identified in C. jejuni and C.     coli isolated from humans and retail chicken by PCR and WGS
	Source
	Species
	aph(2")- If, Ih
	aph(2"Ib
	aph(2")- Ic
	aph(2")- Ig
	aac(6')-Ie/aph(2")-Ia/If


	Unknown

	Human
	C. jejuni
	36(16)*
	1(1)
	0
	0
	1(1)
	0

	
	C. coli
	10(7)
	0
	0
	27 (8)
	4(3)#
	0

	Retail Chicken


	C. coli
	0
	0
	2(2)
	69 (2)
	0
	(1)


*The numbers in () indicated that these gentamicin resistance genes were confirmed by WGS.

# One C. coli isolated from humans carried two aminoglycoside phosphotransferase genes: one bifunctional aac(6')-Ie/aph(2")-Ia and one monofunctional aph(2")-If1.
Figure S3.  Percentage of amino acid identity in the APH(2") family. 
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*For bifunctional AAC/APH, only the APH part of the enzyme is used to construct the phylogenetic tree. 

The percentage shown at each node is the average amino acid identities of each pair at the two branches of that node.

