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Protein name Protein accession numbers Database sources Protein molecular weight (Da)Protein identification probabilityExclusive unique peptide countExclusive unique spectrum countExclusive spectrum countPercentage of total spectraPercentage sequence coverage

ABC transporter ATP-binding protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_03750 PE=4 SV=1 A0A1D8TE90_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 34,972.10 100.00% 3 3 15 0.15% 10.40%

Flagellin OS=Borrelia miyamotoi OX=47466 GN=AXH25_00725 PE=3 SV=1 A0A1D8TCQ1_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 35,445.90 100.00% 12 35 1101 11.00% 41.90%

Glyceraldehyde-3-phosphate dehydrogenase OS=Borrelia miyamotoi OX=47466 GN=AXH25_00280 PE=3 SV=1 A0A1D8TCH5_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 36,305.10 100.00% 10 11 86 0.86% 33.10%

BMP family ABC transporter substrate-binding protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_01855 PE=4 SV=1 A0A1D8TDA0_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 37,655.10 100.00% 2 2 4 0.04% 5.87%

Variable large protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_04660 PE=4 SV=1 A0A1D8TFY1_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 35,732.80 100.00% 5 5 24 0.24% 17.60%

Variable large protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_04900 PE=4 SV=1 A0A1D8TF85_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 36,693.00 100.00% 5 5 15 0.15% 20.70%

DNA-directed RNA polymerase subunit alpha OS=Borrelia miyamotoi OX=47466 GN=rpoA PE=3 SV=1 A0A1D8TDR4_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 38,142.30 100.00% 4 4 23 0.23% 11.70%

Variable large protein OS=Borrelia miyamotoi OX=47466 GN=vlpC2 PE=4 SV=1 A0A109PHQ5_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 34,513.60 100.00% 16 24 436 4.34% 62.50%

Putative lipoprotein OS=Borrelia miyamotoi OX=47466 GN=AXH25_04705 PE=4 SV=1 A0A0U2RX32_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 35,313.80 100.00% 3 3 21 0.21% 9.00%

Uncharacterized protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_02675 PE=4 SV=1 A0A1D8TDT4_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 41,742.60 100.00% 2 2 8 0.08% 8.06%

Glycerophosphodiester phosphodiesterase OS=Borrelia miyamotoi OX=47466 GN=AXH25_01180 PE=4 SV=1 A0A1D8TD05_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 38,703.20 100.00% 6 6 37 0.37% 20.10%

Rod shape-determining protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_03545 PE=4 SV=1 A0A1D8TE68_9SPIR,W5SC63_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 38,119.50 100.00% 3 3 5 0.05% 11.20%

Variable large protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_04660 PE=4 SV=1 A0A1D8TFY1_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 35,732.80 100.00% 10 11 65 0.51% 33.70%

Spermidine/putrescine ABC transporter substrate-binding protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_03150 PE=4 SV=1A0A1D8TE21_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 40,506.70 100.00% 6 8 90 0.70% 24.30%

DNA-directed RNA polymerase subunit alpha OS=Borrelia miyamotoi OX=47466 GN=rpoA PE=3 SV=1 A0A1D8TDR4_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 38,142.30 100.00% 5 5 23 0.18% 16.00%

Flagellar assembly protein FliH OS=Borrelia miyamotoi OX=47466 GN=AXH25_01425 PE=4 SV=1 A0A1D8TD19_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 35,109.50 100.00% 5 7 57 0.44% 18.60%

Putative lipoprotein OS=Borrelia miyamotoi OX=47466 GN=AXH25_04705 PE=4 SV=1 A0A0U2RX32_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 35,313.80 100.00% 6 6 70 0.54% 26.70%

Flagellin OS=Borrelia miyamotoi OX=47466 GN=AXH25_00725 PE=3 SV=1 A0A1D8TCQ1_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 35,445.90 100.00% 14 51 2962 23.00% 46.70%

Variable large protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_04900 PE=4 SV=1 A0A1D8TF85_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 36,693.00 100.00% 10 11 85 0.66% 38.40%

Variable large protein OS=Borrelia miyamotoi OX=47466 GN=vlpC2 PE=4 SV=1 A0A109PHQ5_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 34,513.60 100.00% 15 23 394 3.06% 60.80%

Variable small protein 1 OS=Borrelia miyamotoi OX=47466 GN=AXH25_04685 PE=4 SV=1 A0A1D8TFC5_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 21,956.20 100.00% 5 6 41 0.32% 35.70%

Glycerophosphodiester phosphodiesterase OS=Borrelia miyamotoi OX=47466 GN=AXH25_01180 PE=4 SV=1 A0A1D8TD05_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 38,703.20 100.00% 9 11 66 0.51% 36.80%

Phosphoglycerate kinase OS=Borrelia miyamotoi OX=47466 GN=pgk PE=3 SV=1 A0A1D8TCM0_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 42,574.70 100.00% 8 8 28 0.27% 28.10%

Variable large protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_04660 PE=4 SV=1 A0A1D8TFY1_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 35,732.80 100.00% 7 7 41 0.39% 24.50%

Uncharacterized protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_04210 PE=4 SV=1 A0A1D8TFH1_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 39,592.60 100.00% 2 2 12 0.11% 6.43%

Variable large protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_04665 PE=4 SV=1 A0A1D8TFG6_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 36,578.60 100.00% 6 8 59 0.56% 40.50%

Class II fructose-bisphosphate aldolase OS=Borrelia miyamotoi OX=47466 GN=AXH25_02175 PE=3 SV=1 A0A1D8TDK3_9SPIR,A0A2D1YRE2_9SPIR,W5SCY6_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 40,107.20 100.00% 5 7 35 0.33% 23.40%

ATP-dependent zinc metalloprotease FtsH OS=Borrelia miyamotoi OX=47466 GN=ftsH PE=3 SV=1 A0A2D1Z888_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 70,894.00 100.00% 2 2 16 0.15% 4.88%

Variable large protein OS=Borrelia miyamotoi OX=47466 GN=vlpC2 PE=4 SV=1 A0A109PHQ5_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 34,513.60 100.00% 13 17 158 1.51% 54.10%

Variable small protein 1 OS=Borrelia miyamotoi OX=47466 GN=AXH25_04685 PE=4 SV=1 A0A1D8TFC5_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 21,956.20 100.00% 5 7 37 0.35% 31.90%

Uncharacterized protein OS=Borrelia miyamotoi OX=47466 GN=CNO12_06845 PE=4 SV=1 A0A2D1YX14_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 27,997.80 99.10% 2 4 12 0.12% 13.60%

Variable large protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_04660 PE=4 SV=1 A0A1D8TFY1_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 35,732.80 100.00% 4 4 20 0.20% 14.10%

Flagellin OS=Borrelia miyamotoi OX=47466 GN=AXH25_00725 PE=3 SV=1 A0A1D8TCQ1_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 35,445.90 100.00% 7 7 52 0.51% 28.70%

Variable large protein OS=Borrelia miyamotoi OX=47466 GN=vlpC2 PE=4 SV=1 A0A109PHQ5_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 34,513.60 100.00% 7 8 30 0.29% 32.30%

Uncharacterized protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_03530 PE=4 SV=1 A0A1D8TE48_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 29,675.20 100.00% 11 13 197 1.92% 38.10%

Uncharacterized protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_05750 PE=4 SV=1 A0A1D8TEX7_9SPIR,A0A1D8TEY7_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 21,973.70 100.00% 4 5 28 0.27% 22.50%

Variable small protein 1 OS=Borrelia miyamotoi OX=47466 GN=AXH25_04685 PE=4 SV=1 A0A1D8TFC5_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 21,956.20 100.00% 7 16 605 5.89% 37.60%

Chaperone protein DnaK OS=Borrelia miyamotoi OX=47466 GN=dnaK PE=2 SV=1 A0A1D8TDM8_9SPIR,A0A2D1Z1W1_9SPIR,W5SCR9_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 68,909.10 99.80% 2 2 5 0.05% 2.69%

Uncharacterized protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_05510 PE=4 SV=1 A0A1D8TEV1_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 16,004.80 100.00% 7 9 195 1.74% 41.00%

50S ribosomal protein L6 OS=Borrelia miyamotoi OX=47466 GN=rplF PE=3 SV=1 REVERSE_A0A2D1Z8N3_9SPIR-DECOY,REVERSE_W5SE50_9SPIR-DECOYUniprot_Borrelia_miyamotoi2_rev_120418.fasta 19,974.80 99.60% 2 2 4 0.04% 10.00%

Uncharacterized protein OS=Borrelia miyamotoi OX=47466 GN=CNO12_06475 PE=4 SV=1 A0A2D1YT41_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 43,963.80 100.00% 2 2 24 0.21% 6.37%

Variable large protein OS=Borrelia miyamotoi OX=47466 GN=vlpC2 PE=4 SV=1 A0A109PHQ5_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 34,513.60 100.00% 2 2 12 0.11% 6.98%

Variable small protein 1 OS=Borrelia miyamotoi OX=47466 GN=AXH25_04685 PE=4 SV=1 A0A1D8TFC5_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 21,956.20 100.00% 11 26 1509 13.40% 50.50%

Uncharacterized protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_05825 PE=4 SV=1 A0A1D8TEY4_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 16,074.90 100.00% 2 2 20 0.20% 23.60%

Uncharacterized protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_05510 PE=4 SV=1 A0A1D8TEV1_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 16,004.80 100.00% 5 6 80 0.78% 29.90%

Uncharacterized protein OS=Borrelia miyamotoi OX=47466 GN=CNO12_01580 PE=4 SV=1 A0A2D1YXT7_9SPIR,W5SF93_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 13,091.00 100.00% 2 5 35 0.34% 25.00%

Variable large protein OS=Borrelia miyamotoi OX=47466 GN=vlpC2 PE=4 SV=1 A0A109PHQ5_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 34,513.60 100.00% 3 3 14 0.14% 16.90%

Variable small protein 1 OS=Borrelia miyamotoi OX=47466 GN=AXH25_04685 PE=4 SV=1 A0A1D8TFC5_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 21,956.20 100.00% 2 3 30 0.29% 21.00%

Uncharacterized protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_05510 PE=4 SV=1 A0A1D8TEV1_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 16,004.80 100.00% 6 6 48 0.46% 34.00%

Variable large protein OS=Borrelia miyamotoi OX=47466 GN=vlpC2 PE=4 SV=1 A0A109PHQ5_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 34,513.60 100.00% 5 5 26 0.25% 23.50%

Variable small protein 1 OS=Borrelia miyamotoi OX=47466 GN=AXH25_04685 PE=4 SV=1 A0A1D8TFC5_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 21,956.20 100.00% 4 8 70 0.68% 27.10%

Flagellin OS=Borrelia miyamotoi OX=47466 GN=AXH25_00725 PE=3 SV=1 A0A1D8TCQ1_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 35,445.90 100.00% 6 6 17 0.16% 22.20%

Uncharacterized protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_05825 PE=4 SV=1 A0A1D8TEY4_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 16,074.90 100.00% 3 3 102 0.99% 40.30%

Uncharacterized protein OS=Borrelia miyamotoi OX=47466 GN=CNO12_01580 PE=4 SV=1 A0A2D1YXT7_9SPIR,W5SF93_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 13,091.00 100.00% 2 2 7 0.07% 25.00%

Flagellin OS=Borrelia miyamotoi OX=47466 GN=AXH25_00725 PE=3 SV=1 A0A1D8TCQ1_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 35,445.90 100.00% 8 16 415 4.99% 29.30%

Variable large protein OS=Borrelia miyamotoi OX=47466 GN=vlpC2 PE=4 SV=1 A0A109PHQ5_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 34,513.60 100.00% 2 2 3 0.04% 12.50%

Variable small protein 1 OS=Borrelia miyamotoi OX=47466 GN=AXH25_04685 PE=4 SV=1 A0A1D8TFC5_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 21,956.20 100.00% 5 7 53 0.64% 31.90%

Chemotaxis protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_03355 PE=4 SV=1 A0A1D8TE14_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 83,303.80 100.00% 4 4 19 0.23% 5.78%

Variable large protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_04660 PE=4 SV=1 A0A1D8TFY1_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 35,732.80 100.00% 15 20 208 1.93% 46.40%

Flagellin OS=Borrelia miyamotoi OX=47466 GN=AXH25_00725 PE=3 SV=1 A0A1D8TCQ1_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 35,445.90 100.00% 10 18 277 2.58% 41.30%

DNA-directed RNA polymerase subunit alpha OS=Borrelia miyamotoi OX=47466 GN=rpoA PE=3 SV=1 A0A1D8TDR4_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 38,142.30 100.00% 9 12 98 0.91% 29.70%

Variable large protein OS=Borrelia miyamotoi OX=47466 GN=vlpC2 PE=4 SV=1 A0A109PHQ5_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 34,513.60 100.00% 9 9 77 0.72% 38.10%

Putative lipoprotein OS=Borrelia miyamotoi OX=47466 GN=AXH25_04705 PE=4 SV=1 A0A0U2RX32_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 35,313.80 100.00% 2 2 19 0.18% 5.79%

60 kDa chaperonin OS=Borrelia miyamotoi OX=47466 GN=groL PE=3 SV=1 A0A1D8TE31_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 58,966.80 100.00% 3 3 3 0.03% 5.32%

Variable small protein 1 OS=Borrelia miyamotoi OX=47466 GN=AXH25_04685 PE=4 SV=1 A0A1D8TFC5_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 21,956.20 100.00% 3 5 35 0.33% 21.90%

ABC transporter substrate-binding protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_01615 PE=4 SV=1 A0A1D8TD60_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 61,010.90 100.00% 24 38 477 4.70% 43.20%

ABC transporter substrate-binding protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_01610 PE=4 SV=1 A0A1D8TD91_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 60,830.70 100.00% 16 26 386 3.80% 35.70%

Flagellin OS=Borrelia miyamotoi OX=47466 GN=AXH25_00725 PE=3 SV=1 A0A1D8TCQ1_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 35,445.90 100.00% 10 15 225 2.22% 41.30%

Pyruvate kinase OS=Borrelia miyamotoi OX=47466 GN=AXH25_01700 PE=3 SV=1 A0A1D8TDB7_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 53,091.40 100.00% 3 3 6 0.06% 6.08%

Lysine--tRNA ligase OS=Borrelia miyamotoi OX=47466 GN=lysS PE=3 SV=1 A0A1D8TEK4_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 60,631.40 100.00% 2 2 8 0.08% 3.84%

30S ribosomal protein S1 OS=Borrelia miyamotoi OX=47466 GN=AXH25_00630 PE=4 SV=1 A0A1D8TCV9_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 62,646.50 100.00% 6 6 14 0.14% 10.30%

Peptidase M16 OS=Borrelia miyamotoi OX=47466 GN=AXH25_02630 PE=3 SV=1 A0A1D8TDS3_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 108,266.40 100.00% 3 3 10 0.10% 3.73%

Phosphoenolpyruvate-protein phosphotransferase OS=Borrelia miyamotoi OX=47466 GN=AXH25_02760 PE=3 SV=1 A0A1D8TEK0_9SPIR,A0A2D1Z8H9_9SPIR,W5SIF7_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 64,307.50 100.00% 3 3 4 0.04% 7.50%

Trigger factor OS=Borrelia miyamotoi OX=47466 GN=tig PE=3 SV=1 A0A1D8TDV4_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 52,162.10 100.00% 3 3 4 0.04% 7.37%

Variable large protein OS=Borrelia miyamotoi OX=47466 GN=vlpC2 PE=4 SV=1 A0A109PHQ5_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 34,513.60 100.00% 8 8 41 0.40% 32.60%

Ribonuclease Y OS=Borrelia miyamotoi OX=47466 GN=rny PE=3 SV=1 A0A1D8TDK9_9SPIR,A0A2D1YR92_9SPIR,W5SDA3_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 58,398.30 100.00% 3 3 9 0.09% 7.02%

Transcription termination factor Rho OS=Borrelia miyamotoi OX=47466 GN=rho PE=3 SV=1 A0A2D1Z163_9SPIR,W5SE06_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 59,087.70 100.00% 2 2 4 0.04% 4.67%

Variable small protein 1 OS=Borrelia miyamotoi OX=47466 GN=AXH25_04685 PE=4 SV=1 A0A1D8TFC5_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 21,956.20 100.00% 6 11 147 1.45% 36.70%

60 kDa chaperonin OS=Borrelia miyamotoi OX=47466 GN=groL PE=3 SV=1 A0A1D8TE31_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 58,966.80 100.00% 29 51 681 6.71% 55.80%

Pyrophosphate--fructose 6-phosphate 1-phosphotransferase OS=Borrelia miyamotoi OX=47466 GN=pfp PE=3 SV=1 A0A1D8TCJ0_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 62,685.90 100.00% 4 4 19 0.19% 8.57%

Phosphate ABC transporter substrate-binding protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_01045 PE=4 SV=1 A0A1D8TDH6_9SPIR,A0A2D1YVC3_9SPIR,W5SE16_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 33,507.70 100.00% 4 4 25 0.25% 15.50%

V-type ATP synthase alpha chain OS=Borrelia miyamotoi OX=47466 GN=atpA PE=3 SV=1 A0A1D8TCM9_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 64,225.30 100.00% 9 9 71 0.70% 15.20%

Transcription termination/antitermination protein NusA OS=Borrelia miyamotoi OX=47466 GN=nusA PE=3 SV=1 A0A1D8TEC3_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 54,661.70 100.00% 7 8 36 0.36% 15.00%

BMP family ABC transporter substrate-binding protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_01855 PE=4 SV=1 A0A1D8TDA0_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 37,655.10 100.00% 5 5 12 0.11% 15.80%

Spermidine/putrescine ABC transporter substrate-binding protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_03150 PE=4 SV=1A0A1D8TE21_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 40,506.70 100.00% 2 2 10 0.09% 6.29%

ABC transporter ATP-binding protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_03750 PE=4 SV=1 A0A1D8TE90_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 34,972.10 100.00% 5 5 18 0.16% 19.50%

Protein HflK OS=Borrelia miyamotoi OX=47466 GN=AXH25_00975 PE=3 SV=1 A0A1D8TCY7_9SPIR,A0A2D1Z9E4_9SPIR,W5SJD0_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 35,333.50 100.00% 4 5 19 0.17% 12.60%

DNA-directed RNA polymerase subunit alpha OS=Borrelia miyamotoi OX=47466 GN=rpoA PE=3 SV=1 A0A1D8TDR4_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 38,142.30 100.00% 7 7 31 0.28% 20.10%

Flagellar assembly protein FliH OS=Borrelia miyamotoi OX=47466 GN=AXH25_01425 PE=4 SV=1 A0A1D8TD19_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 35,109.50 100.00% 4 5 22 0.20% 15.70%

Putative lipoprotein OS=Borrelia miyamotoi OX=47466 GN=AXH25_04705 PE=4 SV=1 A0A0U2RX32_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 35,313.80 100.00% 5 5 18 0.16% 21.90%

Flagellin OS=Borrelia miyamotoi OX=47466 GN=AXH25_00725 PE=3 SV=1 A0A1D8TCQ1_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 35,445.90 100.00% 12 37 1238 11.00% 45.80%

Glyceraldehyde-3-phosphate dehydrogenase OS=Borrelia miyamotoi OX=47466 GN=AXH25_00280 PE=3 SV=1 A0A1D8TCH5_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 36,305.10 100.00% 5 5 26 0.23% 18.80%

Variable large protein OS=Borrelia miyamotoi OX=47466 GN=vlpC2 PE=4 SV=1 A0A109PHQ5_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 34,513.60 100.00% 23 49 1488 13.20% 66.60%

Flagellar motor switch protein FliG OS=Borrelia miyamotoi OX=47466 GN=AXH25_01430 PE=3 SV=1 A0A1D8TD29_9SPIR,W5SDC8_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 39,017.40 100.00% 4 5 19 0.17% 16.30%

Variable large protein OS=Borrelia miyamotoi OX=47466 GN=AXH25_04900 PE=4 SV=1 A0A1D8TF85_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 36,693.00 100.00% 6 6 12 0.11% 21.00%

Glycerophosphodiester phosphodiesterase OS=Borrelia miyamotoi OX=47466 GN=AXH25_01180 PE=4 SV=1 A0A1D8TD05_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 38,703.20 100.00% 15 22 218 1.94% 55.10%

50S ribosomal protein L25 OS=Borrelia miyamotoi OX=47466 GN=rplY PE=3 SV=1 A0A1D8TEA9_9SPIR,A0A2D1YQL0_9SPIR,W5SCF0_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 20,823.70 100.00% 2 2 11 0.08% 17.50%

Variable small protein 1 OS=Borrelia miyamotoi OX=47466 GN=AXH25_04685 PE=4 SV=1 A0A1D8TFC5_9SPIR Uniprot_Borrelia_miyamotoi2_rev_120418.fasta 21,956.20 100.00% 22 47 3369 24.70% 68.60%


