SUPPLEMENTARY FIGURE. Single nucleotide polymorphism phylogenetic tree of clinical specimens and environmental samples* that
tested positive for Legionella pneumophila type 1 — Napa County, California, 2022
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Abbreviation: SNP = single nucleotide polymorphism.
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* The numbers following each facility label represent the sample number corresponding to that location. The clinical isolate and both isolates
collected from facility A’s cooling tower have zero SNP differences among them, indicating that the sequences are genetically similar. The
remaining isolates have up to 12 SNP differences within this cluster and more than 80,000 SNP differences from the cluster containing the
clinical isolate.



