Supplementary Table 1: Origin and colistin sensitivity of Acinetobacter baumannii strains.

	Strain
	Year
	Origin
	Colistin MIC1 (ug/mL)
	Amino Acid mutations in PmrB2
	Predicted PmrB domain harboring mutation¥

	CI-1
	2005
	Unknown†
	0.5
	-
	

	CI-2
	2005
	Unknown†
	0.13
	-
	

	CI-3
	2006
	Tracheal aspirate†
	0.19
	* 
	

	17978
	1951
	Fetal meningitis
	0.19
	-
	

	CI-4
	2010
	Respiratory, sputum†
	>256
	T234I * 
	HisK

	ARLC
	2012
	Tracheal aspirate†
	>256
	H264Y
	HisK

	MU134
	2012
	Respiratory
	4
	P170R *
	Periplasmic

	MU215
	2012
	Urine
	8 
	L208F 
	HisK

	MU181
	2012
	Respiratory
	6
	L208F, I339M
	HisK, ATPB

	MU52
	2012
	Respiratory
	16-256
	L208F, V390E * 
	HisK, ATPB

	6266
	2012
	Respiratory, sputum
	0.125
	-
	

	6267
	2012
	Respiratory, sputum
	1
	P360Q
	ATPB

	3527
	2011
	Wound
	0.25
	-
	

	3941
	2011
	Wound
	64
	S17R, P360Q 
	Periplasmic, ATPB


1Minimal inhibitory concentration.
2Mutations in PmrB as compared to isolate 17978.

†Isolates obtained from the Centers for Disease Control (CDC).
*These isolates harbor PmrB (A444V) a naturally variable polymorphism found in colistin-sensitive strains (2).

¥As previously predicted (2).  HisK, histidine kinase domain; Periplasmic, periplasmic domain; ATPB, ATP-binding domain.
