Table S1. Oligonucleotides used in this study 
	Application
	Sequence 

	PspA – Forward
	5’ – GAAGCGCCCGTAGCTAGTC – 3’

	PspA – Reverse
	5’ – TTCTGCTTTTGGCGGTTGCTG – 3’ 

	Ply - Forward
	5’ – GCA AAT AAA GCA GTA AAT GAC TT – 3’

	Ply – Reverse
	5’ – ATT TTC TAC CTT ATC CTC – 3’

	PlyH367R – Mutation Forward*
	5’ – CTG GAT CGT AGT GGT GCC – 3’

	PlyH367R – Mutation reverse*
	5’ – GGC ACC ACT ACG ATC CAG – 3’



*These are internal primers which overlap on the point where the H367R mutation was inserted (underlined bases).


	
