



Table S1. Novel genome-wide significant loci, significant and suggestive previously known 
OFC loci. 
	Locus
	Subtype
	Chr.
	BP
	SNP
	Effect 
Allele
	P
	Beta
	CI
95%
	Case 
EAF

	1p36.13 
(PAX7)
	CLP[CLP]
	1
	18,966,007
	rs11583072
	T
	1.72E-08
	0.28
	0.10
	0.37

	
	CLP[CLP+]
	1
	18,971,634
	rs56675509
	C
	5.28E-08
	0.26
	0.09
	0.29

	
	CL/P
	1
	18,976,489
	rs9439714
	C
	5.94E-09
	0.24
	0.08
	0.29

	
	CL/P[CL+CLP]
	1
	19,035,732
	rs9439681
	C
	2.31E-04
	0.28
	0.15
	0.44

	
	CLP[CL+CLP]
	1
	19,049,655
	rs11587489
	A
	7.08E-04
	1.11
	0.64
	0.04

	
	CL[CL]
	1
	19,162,409
	rs10157712
	C
	8.02E-05
	1.23
	0.61
	0.04

	
	CL[CL+]
	1
	19,174,491
	rs114177537
	T
	1.60E-04
	0.87
	0.45
	0.04

	
	CL[CL+CLP]
	1
	19,315,234
	rs9426707
	A
	1.02E-04
	1.16
	0.58
	0.10

	
	
	
	
	
	
	
	
	
	

	1q32.2 
(IRF6)
	CLP[CL+CLP]
	1
	209,917,729
	rs7532021
	A
	7.86E-04
	-0.39
	0.23
	0.14

	
	CLP[CLP+]
	1
	209,933,528
	rs2076149
	A
	1.96E-06
	-0.28
	0.11
	0.12

	
	CLP[CLP]
	1
	209,933,528
	rs2076149
	A
	5.41E-06
	-0.29
	0.12
	0.13

	
	CL/P
	1
	209,965,283
	rs926348
	C
	4.19E-09
	-0.21
	0.07
	0.38

	
	CL[CL+]
	1
	209,966,402
	rs67652997
	A
	3.00E-09
	-0.41
	0.13
	0.30

	
	CL[CL+CLP]
	1
	209,966,402
	rs67652997
	A
	1.46E-07
	-0.57
	0.21
	0.27

	
	CL/P[CL+CLP]
	1
	209,979,014
	rs12403599
	C
	2.47E-07
	-0.39
	0.14
	0.34

	
	CL[CL]
	1
	210,801,534
	rs72751420
	C
	4.31E-07
	1.33
	0.51
	0.06

	
	
	
	
	
	
	
	
	
	

	2p24.2-
p24.3 
(FAM49A)
	CL[CL+CLP]
	2
	16,410,452
	rs1429410
	C
	5.98E-05
	1.05
	0.51
	0.11

	
	CLP[CLP+]
	2
	16,710,565
	rs4832468
	T
	6.36E-06
	0.19
	0.08
	0.56

	
	CLP[CLP]
	2
	16,710,565
	rs4832468
	T
	2.60E-04
	0.17
	0.09
	0.55

	
	CL[CL+]
	2
	16,713,395
	rs6745357
	G
	2.48E-04
	0.25
	0.14
	0.58

	
	CL[CL]
	2
	16,713,395
	rs6745357
	G
	9.03E-04
	0.32
	0.19
	0.59

	
	CLP[CL+CLP]
	2
	16,729,358
	rs7566781
	C
	5.71E-05
	0.37
	0.18
	0.58

	
	CL/P[CL+CLP]
	2
	16,731,510
	rs15653
	A
	7.26E-05
	0.30
	0.15
	0.58

	
	CL/P
	2
	16,733,928
	rs7552
	G
	1.18E-07
	0.19
	0.07
	0.56

	
	
	
	
	
	
	
	
	
	

	3q29
	CL[CL+]
	3
	195,405,014
	rs148834058
	A
	5.00E-04
	0.80
	0.45
	0.05

	
	CL/P[CL+CLP]
	3
	195,506,258
	rs11929196
	T
	2.64E-05
	1.21
	0.56
	0.04

	
	CL/P
	3
	195,511,446
	rs78227722
	G
	4.83E-05
	0.22
	0.11
	0.18

	
	CLP[CLP+]
	3
	195,511,446
	rs78227722
	G
	1.42E-04
	0.24
	0.12
	0.18

	
	CLP[CLP]
	3
	195,511,446
	rs78227722
	G
	1.71E-04
	0.26
	0.14
	0.19

	
	CL[CL]
	3
	195,574,949
	rs34530970
	T
	2.96E-04
	0.66
	0.35
	0.10

	
	CL[CL+CLP]
	3
	195,648,485
	rs62284390
	T
	2.74E-08
	2.86
	0.99
	0.05

	
	CLP[CL+CLP]
	3
	195,789,369
	rs41297461
	G
	5.52E-04
	0.83
	0.47
	0.07













	Locus
	Subtype
	CHR
	BP
	SNP
	Effect 
Allele
	P
	Beta
	95% 
CI

	Case 
EAF

	5q13.2

	CL/P
	5
	72,411,800
	rs609659
	G
	1.11E-03
	-0.12
	0.07
	0.46

	
	CL[CL+]
	5
	72,411,800
	rs609659
	G
	4.57E-08
	-0.39
	0.14
	0.45

	
	CL[CL]
	5
	72,411,800
	rs609659
	G
	1.60E-06
	-0.47
	0.19
	0.44

	
	CL[CL+CLP]
	5
	72,425,465
	rs777857
	A
	6.91E-04
	-0.50
	0.29
	0.17

	
	CL/P[CL+CLP]
	5
	72,585,914
	rs10078058
	T
	3.42E-03
	-0.47
	0.32
	0.08

	
	CLP[CLP+]
	5
	72,728,339
	rs35448172
	T
	1.24E-04
	0.32
	0.16
	0.09

	
	CLP[CLP]
	5
	72,728,339
	rs35448172
	T
	2.06E-03
	0.29
	0.18
	0.09

	
	CLP[CL+CLP]
	5
	72,828,213
	rs819571
	T
	4.10E-03
	0.28
	0.19
	0.37

	
	
	
	
	
	
	
	
	
	

	7q22.1

	CLP[CLP]
	7
	101,006,903
	rs201722172
	C
	2.16E-03
	0.27
	0.17
	0.15

	
	CL[CL+]
	7
	101,095,919
	rs6943584
	C
	1.83E-03
	0.32
	0.20
	0.17

	
	CLP[CL+CLP]
	7
	101,129,173
	rs6465810
	C
	1.25E-08
	1.17
	0.40
	0.12

	
	CL/P[CL+CLP]
	7
	101,129,173
	rs6465810
	C
	5.73E-07
	0.78
	0.30
	0.11

	
	CL[CL+CLP]
	7
	101,270,668
	rs4727505
	A
	1.84E-04
	1.17
	0.61
	0.05

	
	CL[CL]
	7
	101,392,391
	rs113719657
	CA
	5.23E-03
	1.33
	0.93
	0.03

	
	CLP[CLP+]
	7
	101,412,077
	rs2906734
	C
	1.70E-03
	0.20
	0.13
	0.13

	
	CL/P
	7
	101,489,684
	rs2410919
	A
	4.87E-04
	0.16
	0.09
	0.23

	
	
	
	
	
	
	
	
	
	

	8q21.3 
(DCAF4L2)

	CL[CL+CLP]
	8
	88,624,680
	rs77090430
	A
	1.09E-03
	0.44
	0.26
	0.24

	
	CL/P
	8
	88,868,340
	rs12543318
	C
	5.38E-10
	0.22
	0.07
	0.50

	
	CLP[CLP+]
	8
	88,868,340
	rs12543318
	C
	2.91E-08
	0.22
	0.08
	0.50

	
	CLP[CLP]
	8
	88,868,340
	rs12543318
	C
	4.46E-06
	0.21
	0.09
	0.49

	
	CLP[CL+CLP]
	8
	88,868,340
	rs12543318
	C
	8.75E-06
	0.39
	0.17
	0.55

	
	CL/P[CL+CLP]
	8
	88,868,340
	rs12543318
	C
	6.18E-06
	0.32
	0.14
	0.54

	
	CL[CL+]
	8
	88,887,382
	rs11784027
	A
	3.59E-05
	0.27
	0.13
	0.51

	
	CL[CL]
	8
	89,102,977
	rs12542125
	G
	7.65E-04
	-0.33
	0.19
	0.39

	
	
	
	
	
	
	
	
	
	

	8q24.21
(p-ter)

	CLP[CLP+]
	8
	129,697,863
	rs5894949
	A
	2.17E-11
	0.33
	0.09
	0.25

	
	CLP[CL+CLP]
	8
	129,697,863
	rs5894949
	A
	2.78E-06
	0.54
	0.22
	0.26

	
	CL/P
	8
	129,699,660
	rs7839784
	T
	2.16E-14
	0.34
	0.08
	0.23

	
	CL[CL+]
	8
	129,710,774
	rs55768865
	G
	5.16E-09
	0.88
	0.29
	0.09

	
	CL[CL]
	8
	129,710,774
	rs55768865
	G
	5.11E-07
	1.04
	0.40
	0.09

	
	CL[CL+CLP]
	8
	129,710,774
	rs55768865
	G
	1.88E-05
	1.04
	0.47
	0.10

	
	CLP[CLP]
	8
	129,710,774
	rs55768865
	G
	5.55E-10
	0.56
	0.17
	0.10

	
	CL/P[CL+CLP]
	8
	129,710,774
	rs55768865
	G
	1.94E-07
	0.84
	0.31
	0.09


Table S1 (contd.). Novel genome-wide significant loci, significant and suggestive previously known OFC loci.








	Locus
	Subtype
	CHR
	BP
	SNP
	Effect 
Allele
	P
	Beta
	95%
CI
	Case 
EAF

	8q24.21
(q-ter)

	CL/P
	8
	129,990,382
	rs72728755
	A
	3.08E-32
	0.58
	0.09
	0.21

	
	CL[CL+]
	8
	129,990,382
	rs72728755
	A
	6.35E-13
	0.72
	0.19
	0.19

	
	CL[CL+CLP]
	8
	129,990,382
	rs72728755
	A
	1.50E-08
	0.91
	0.31
	0.20

	
	CLP[CLP+]
	8
	129,990,382
	rs72728755
	A
	1.46E-26
	0.59
	0.10
	0.21

	
	CLP[CLP]
	8
	129,990,382
	rs72728755
	A
	8.58E-20
	0.58
	0.12
	0.21

	
	CLP[CL+CLP]
	8
	129,990,382
	rs72728755
	A
	1.69E-14
	1.04
	0.26
	0.22

	
	CL/P[CL+CLP]
	8
	129,990,382
	rs72728755
	A
	1.21E-16
	0.89
	0.20
	0.21

	
	CL[CL]
	8
	129,996,585
	rs112704402
	A
	1.31E-08
	0.74
	0.25
	0.25

	
	
	
	
	
	
	
	
	
	

	15q24.2-
q24.1 (ARID3B)

	CL[CL+]
	15
	74,749,895
	rs139394877
	A
	9.04E-06
	-0.40
	0.17
	0.19

	
	CL/P
	15
	74,759,689
	rs58691516
	CT
	6.69E-07
	-0.20
	0.08
	0.29

	
	CLP[CLP+]
	15
	74,759,689
	rs58691516
	CT
	4.04E-05
	-0.19
	0.09
	0.30

	
	CLP[CLP]
	15
	74,759,689
	rs58691516
	CT
	5.66E-06
	-0.24
	0.10
	0.29

	
	CL[CL+CLP]
	15
	74,999,255
	rs11367836
	C
	3.21E-04
	-0.39
	0.21
	0.31

	
	CL/P[CL+CLP]
	15
	75,005,575
	rs28689146
	T
	9.16E-04
	-0.30
	0.18
	0.34

	
	CL[CL]
	15
	75,011,169
	rs34796618
	C
	1.18E-03
	0.35
	0.21
	0.40

	
	CLP[CL+CLP]
	15
	75,240,030
	rs8037798
	G
	1.21E-04
	-0.48
	0.24
	0.10

	
	
	
	
	
	
	
	
	
	

	17p13.1 (NTN1)

	CL[CL+CLP]
	17
	8,920,599
	rs4791330
	C
	3.33E-03
	0.32
	0.21
	0.39

	
	CL[CL+]
	17
	8,930,219
	rs11273201
	A
	1.48E-04
	-0.29
	0.15
	0.24

	
	CL[CL]
	17
	8,930,219
	rs11273201
	A
	1.63E-04
	-0.39
	0.20
	0.21

	
	CL/P[CL+CLP]
	17
	8,936,364
	rs36047638
	A
	1.55E-04
	0.29
	0.15
	0.34

	
	CL/P
	17
	8,947,708
	rs12944377
	C
	6.26E-09
	-0.22
	0.07
	0.40

	
	CLP[CLP+]
	17
	8,947,708
	rs12944377
	C
	1.67E-09
	-0.26
	0.08
	0.38

	
	CLP[CLP]
	17
	8,947,708
	rs12944377
	C
	5.77E-11
	-0.31
	0.09
	0.36

	
	CLP[CL+CLP]
	17
	9,071,648
	rs11657948
	A
	5.75E-04
	0.75
	0.43
	0.08

	
	
	
	
	
	
	
	
	
	

	17q21.31-q21.32 (WNT9B;
WNT3)

	CL[CL+]
	17
	44,947,523
	rs74624123
	T
	9.18E-04
	-0.40
	0.24
	0.07

	
	CL[CL+CLP]
	17
	44,947,523
	rs74624123
	T
	5.38E-04
	-0.60
	0.34
	0.06

	
	CL[CL]
	17
	44,960,539
	rs55821904
	A
	3.54E-03
	-0.31
	0.21
	0.24

	
	CL/P
	17
	44,972,810
	rs7216951
	T
	2.99E-07
	-0.22
	0.08
	0.18

	
	CLP[CLP+]
	17
	44,972,810
	rs7216951
	T
	4.85E-07
	-0.25
	0.09
	0.18

	
	CLP[CLP]
	17
	44,972,810
	rs7216951
	T
	3.59E-06
	-0.26
	0.11
	0.18

	
	CL/P[CL+CLP]
	17
	45,005,703
	rs3785888
	C
	1.36E-03
	0.23
	0.14
	0.51

	
	CLP[CL+CLP]
	17
	45,143,031
	rs62073856
	C
	7.30E-04
	-0.52
	0.30
	0.06


Table S1 (contd.). Novel genome-wide significant loci, significant and suggestive previously known OFC loci.









	Locus
	Subtype
	CHR
	BP
	SNP
	Effect 
Allele
	P
	Beta
	95%
CI
	Case 
EAF

	17q23.3-
q23.2 (TANC2)

	CL[CL+CLP]
	17
	60,691,224
	rs2460292
	T
	1.32E-04
	-0.42
	0.22
	0.45

	
	CL[CL+]
	17
	60,789,232
	rs17683292
	C
	1.17E-04
	0.30
	0.15
	0.32

	
	CL[CL]
	17
	60,789,232
	rs17683292
	C
	1.05E-07
	0.56
	0.20
	0.35

	
	CLP[CL+CLP]
	17
	60,983,687
	rs11351587
	C
	7.06E-04
	-0.73
	0.42
	0.03

	
	CL/P[CL+CLP]
	17
	60,983,687
	rs11351587
	C
	1.83E-03
	-0.58
	0.36
	0.04

	
	CL/P
	17
	61,043,405
	rs78022196
	A
	2.64E-06
	-0.22
	0.09
	0.14

	
	CLP[CLP+]
	17
	61,043,405
	rs78022196
	A
	1.71E-05
	-0.23
	0.10
	0.15

	
	CLP[CLP]
	17
	61,049,324
	rs72843143
	T
	6.39E-06
	-0.27
	0.12
	0.15

	
	
	
	
	
	
	
	
	
	

	19p13.3

	CL[CL+CLP]
	19
	5,469,489
	rs8104589
	A
	2.89E-03
	0.39
	0.26
	0.35

	
	CL[CL+]
	19
	5,743,009
	rs3120613
	T
	6.43E-04
	0.25
	0.14
	0.38

	
	CL/P
	19
	5,965,388
	rs628271
	C
	1.46E-03
	0.33
	0.20
	0.04

	
	CLP[CLP+]
	19
	5,965,388
	rs628271
	C
	1.43E-04
	0.44
	0.23
	0.05

	
	CLP[CLP]
	19
	5,965,388
	rs628271
	C
	2.36E-03
	0.41
	0.27
	0.04

	
	CLP[CL+CLP]
	19
	5,965,388
	rs628271
	C
	1.90E-08
	1.68
	0.58
	0.06

	
	CL/P[CL+CLP]
	19
	5,965,388
	rs628271
	C
	1.68E-04
	0.92
	0.48
	0.05

	
	CL[CL]
	19
	6,321,388
	rs10411090
	G
	1.13E-03
	0.76
	0.46
	0.08

	
	
	
	
	
	
	
	
	
	

	20q13.33

	CL/P
	20
	60,114,526
	rs62199204
	A
	2.19E-04
	-0.30
	0.16
	0.04

	
	CLP[CLP+]
	20
	60,114,526
	rs62199204
	A
	4.36E-05
	-0.37
	0.18
	0.04

	
	CLP[CLP]
	20
	60,114,526
	rs62199204
	A
	8.22E-05
	-0.40
	0.20
	0.04

	
	CL[CL+CLP]
	20
	60,120,495
	rs13041613
	T
	4.61E-05
	0.89
	0.42
	0.23

	
	CLP[CL+CLP]
	20
	60,124,510
	rs35587576
	C
	5.04E-04
	0.83
	0.47
	0.08

	
	CL/P[CL+CLP]
	20
	60,124,510
	rs35587576
	C
	3.45E-04
	0.68
	0.37
	0.07

	
	CL[CL]
	20
	60,480,767
	rs2427238
	G
	1.51E-09
	1.94
	0.62
	0.06

	
	CL[CL+]
	20
	60,486,334
	rs1321164
	C
	1.30E-04
	0.85
	0.43
	0.04


Table S1 (contd.). Novel genome-wide significant loci, significant and suggestive previously known OFC loci.

Supplement Figure 1. Beta and EAF within affecteds at rs609659 (5q13.2 peak)
[image: ]


Supplement Figure 2. Beta and EAF within affecteds at rs17683292 (17q23.3-q23.2 - TANC2)
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[bookmark: _GoBack]Table S2. Counts of participants by GWAS, site and affection status
	
	
	CL/P
	CL[CL+]
	CLP[CLP+]
	CL[CL]
	CLP[CLP]
	CL [CL+CLP]
	CLP [CL+CLP]
	CL/P [CL+CLP]
	

	Ancestry group
	Site
	Case
	UFM
	Case
	UFM
	Case
	UFM
	Case
	UFM
	Case
	UFM
	Case
	UFM
	Case
	UFM
	Case
	UFM
	Control

	CSA
	Argentina
	107
	255
	17
	68
	90
	223
	12
	32
	74
	187
	5
	36
	16
	36
	21
	36
	47

	
	Colombia
	709
	943
	97
	261
	612
	859
	49
	84
	530
	682
	48
	177
	82
	177
	130
	177
	441

	
	Guatemala
	106
	354
	23
	78
	83
	300
	20
	54
	75
	276
	3
	24
	8
	24
	11
	24
	395

	
	Puerto Rico
	65
	99
	18
	35
	47
	78
	13
	21
	39
	64
	5
	14
	8
	14
	13
	14
	199

	
	United States
	63
	238
	11
	81
	52
	207
	7
	31
	44
	157
	4
	50
	8
	50
	12
	50
	17

	EUR
	Denmark
	53
	193
	27
	114
	26
	119
	21
	74
	20
	79
	6
	40
	6
	40
	12
	40
	

	
	Hungary
	109
	302
	37
	116
	72
	223
	28
	79
	59
	186
	9
	37
	13
	37
	22
	37
	551

	
	Spain
	30
	66
	6
	14
	24
	57
	4
	9
	21
	52
	2
	5
	3
	5
	5
	5
	

	
	Turkey
	149
	221
	11
	26
	138
	208
	7
	13
	133
	195
	4
	13
	5
	13
	9
	13
	182

	
	United States
	228
	591
	72
	316
	156
	516
	30
	75
	106
	275
	42
	241
	50
	241
	92
	241
	598

	ASIA
	China
	190
	467
	67
	259
	123
	379
	34
	88
	91
	208
	33
	171
	32
	171
	65
	171
	29

	
	India
	94
	209
	72
	184
	22
	136
	40
	73
	8
	25
	32
	111
	14
	111
	46
	111
	40

	
	Philippines
	161
	405
	32
	177
	129
	375
	11
	30
	85
	228
	21
	147
	44
	147
	65
	147
	96

	AFR
	Ethiopia
	83
	79
	36
	35
	47
	44
	36
	35
	47
	44
	
	
	
	
	
	
	2

	
	Nigeria
	56
	69
	19
	20
	37
	49
	19
	20
	37
	49
	
	
	
	
	
	
	66

	
	United States
	15
	46
	4
	5
	11
	41
	4
	5
	11
	41
	
	
	
	
	
	
	12
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