Supplementary Table 1. Statistical significance of differences in 1Csos between WHO CCs: effect of
normalization using fold-change values compared to the median (four WHO CCs) or mean (Tokyo WHO
CC) ICs values. ?

Virus Antiviral I1Cxp values Number of Number with p-value < 0.05
pairwise (Dunn’s multiple comparison test)

comparisons

P-value ICs, values ° Fold-change values °
(Kruskal-Wallis
test)
A(H1IN1)pdm09 Oseltamivir <0.0001 15 11 0
Zanamivir <0.0001 15 11 0
Peramivir <0.0001 3 2 2
Laninamivir <0.0001 3 2 1
A(H3N2) Oseltamivir <0.0001 15 13 2
Zanamivir <0.0001 15 15 2
Peramivir <0.0001 3 2 2
Laninamivir <0.0001 3 3 0
B/Victoria lineage Oseltamivir <0.0001 15 14 0
Zanamivir <0.0001 15 14 0
Peramivir <0.0001 3 3 1
Laninamivir <0.0001 3 2 0
B/Yamagata lineage Oseltamivir <0.0001 15 13 0
Zanamivir <0.0001 15 15 0
Peramivir <0.0001 3 2 1
Laninamivir <0.0001 3 3 0
Total 144 125 11

% Before analysis of the datasets, ICsq values and fold-change values were log-transformed. Corresponding
graphs with all not transformed 1Cso and fold-change values are displayed in Supplementary Figure 1.

® Median significant p-value < 0.0001; range < 0.0001 — 0.0461.

¢ Median significant p-value 0.0026; range < 0.0001 — 0.0312.



