SUPPLEMENTARY FIG. S1.

Supplementary Data

MICHIGAN

1n0% White/white pairings
2 ax
E so%
g 0%
= 0%
H

% +

5% 10% 15% 20% 25% 30% 35% 40% 45% 50% 55% 60% 65% 70%

MSM/heterosexual female pairings

28881}

MSM/Heterosexual female

5% 10% 15% 20% 25% 30% 35% 40% 45% 50% 55% 60% 65% 70%

Number of distinctlinks
.E BB EE

5% 10% 15% 20% 25% 30% 35% 40% 45% 50% 55% 60% 65% 70%

....... - G5%

EER

Number of distinctclusters

k=]

MSM/Heterosexual female

WASHINGTON
% White/white pairings
B oox
2 e
2
%m
§ 20%
5% 10% 15% 20% 25% 30% 35% 40% 45% 50% 55% 60% 65% 70%
Data compl eteness
— gl e B e 5%
100% - Py
MSM/heterosexual female pairings
BO% 4
& 60%
=
q aox |
20% 1
5% 10% 15% 20% 25% 30% 35% 40% 45% 50% 55% 60% 65% T0%
——— Medign Datacompletgness . 5%
T Number of distinct links
£ 8,000 -
]
c
2
3
s
i

5% 10% 15% 20% 25% 30% 35% 40% 45% 50% 55% 60% 65% 70%
Data completeness
----- 5%

——— Median 1

Maximum number of links

Maximum number of links
8 &8 8 8 B

3
S
T
c
=
&
5
s
E
3
B Tt
5% 10% 15% 20% 25% 30% 35% 40% 45% S50% 55% GO% 65% 70%
Data completeness
—— Median e 5% e -~ 95%

Maximum number of links

Maximum number of links

0 +— T

140
"
gm
< 100
; 80
E 60
2
g 40
E
2 04— — ' . r—r ——
- 5% 10% 15% 20% 25% 30% 35% 40% 45% S0% 55% 60% 65% 70%

Data completenes
——— Median [—— - 3 — ]

5% 100 15% 20% 25% 30% 35% 40% 45% 50% 55% 60% 65% 70%
Data completeness
——— Median ranean 5% — ]

Maximum number of clusters

Maximum number of clusters
EEE-EE R

5% 10% 15% 20% 25% 30% 358 40% 45% 50% 55% GO 65% 70%
Data completeness
——— Median

Effect of lower levels of completeness of HIV sequencing data on transmission network
patterns (attributes of links and clusters and characteristics of potential transmission partners) in Michigan and Washington,





