	Fragment
	Primer name
	Primer Sequence 5’ – 3’
	Reference

	1
	O1F
	TTGAAAGGGGGCGYTAGGGTYTCA
	1

	
	O1R
	CRAAGCCYRCCTTTCACCC
	1

	2
	BFS-370F
	CCCCCCCCCCCCCTAAG
	2

	
	OP2-1633R
	AGAACGTCGGACGGGTCC
	This work

	3
	O3F
	GTGTGCAACCCCAGCACG
	1

	
	O4R2
	CGGTTTTCTTGTCGGCGAG
	1

	4
	O4F
	GTGGACCACCCGCTCTC
	1

	
	O5R
	TCTGGCACCATGGCCAC
	1

	5
	O5F
	CAGAACCARTCAGGCAACACTG
	1

	
	O6R2
	GCCTCAGCCACATCAAGG
	1

	6
	O6F
	CTGACCACAAAGGTGTCTAYGG
	1

	
	O7R
	GTCAGACGCGGTGTACGC
	1

	7
	O7F
	CACGTYGCGGGTGAGTTCC
	1

	
	O8R
	CGGGACCCAGGTRAGGTTYC
	1

	8
	O8F
	CACACAGTACAGCGGCACC
	1

	
	09R
	CCCTCTTCATGCGGTAAAGC
	1

	9
	O9F
	GCTGACCCCGTGACYGC
	1

	
	OP2-4199R
	ACCGTGCTGCTACAGCGG
	This work

	10
	O10F
	CTTGCACTGCCTTACACGGC
	1

	
	PCR NSP 1R2
	CTTCTGAGGCGATCCATG
	1

	11
	PCR NSP 1F
	GAGACGTYGAGTCCAACCC
	1

	
	PCR NSP 2R
	GCCATRGGCGGGATRAA
	1

	12
	PCR NSP 2F
	CAGCTCARAGCACGTGACAT
	1

	
	PCR NSP 3R
	ACCATCCCCTCRAAGAAYTC
	1

	13
	PCR NSP 3F
	TGACCACTTYGACGGTTA
	1

	
	PCR NSP 4R
	CATRATCACTATGTTTGCCA
	1

	14
	PCR NSP 4F
	CGRAGGTTYCACTTTGAC
	1

	
	PCR NSP 5R
	CACTTTCAAAGCGACAGG
	1

	15
	PCR NSP 5F
	GAATTCTTTGAGGGGATGGT
	1

	
	PCR NSP 6R
	GGGGGTKCCYTTCTTCAT
	1

	16
	PCR NSP 6F
	CRAGCTGAAGGACCCTAC
	1

	
	PCR NSP 7R
	GACGCGTAGTCRGCAGC
	1

	17
	PCR NSP 7F
	GGACAGGACATGCTCTCAG
	1

	
	PCR NSP 8R
	AATTTGCGGTCCGTTGT
	1

	18
	PCR NSP 8F
	ATGCGCAAAACCAAGCT
	1

	
	PCR NSP 9R
	GTCCAGCTCRACTCCCTC
	1

	19
	PCR NSP 9F
	RACCTTCCTGAAGGACGAR
	1

	
	PCR NSP 10R
	ACTTCTCCTGTATGGTCCCA
	1

	20
	PCR NSP 10F
	AACGTGTGGGATGTGGA
	1

	
	RACE-T21G
	CAGGAAACAGCTATGACTTTTTTTTTTTTTTTTTTTTTG
	1

	21
	PCR NSP 10F
	AACGTGTGGGATGTGGA
	1

	
	RACE-T21C
	CAGGAAACAGCTATGACTTTTTTTTTTTTTTTTTTTTTC
	1

	22
	BFS-1F
	TTGAAAGGGGGCRCTAG
	2

	
	BFS-379R
	GGGGGGGGGGGGTGAAA
	2

	23
	A-380F
	CCCTAAGTTTTACCGTCRYWC CCG
	This work

	
	O4R2
	CGGTTTTCTTGTCGGCGAG
	1

	24
	O7F
	CACGTYGCGGGTGAGTTCC
	1

	
	09R
	CCCTCTTCATGCGGTAAAGC
	1
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