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[bookmark: _Hlk66770758]S10 Fig: ROC (receiver operating characteristic) curves for distinguishing isolate pairs based on each distance metric. AUC (area under the curve) is reported in the legend. A ‘positive’ result occurs when the distance between the two genomes is greater than the threshold value, which decreases as ROC curves move to the top-right. A true positive occurs among the 2,022 pairs of non-outbreak isolates that were the same serogroup and collected in the same state within 92 days of each other; a false positive occurs among the 452 pairs of outbreak isolates that were in the same outbreak clade. The lowest TPR value shown on the vertical axis is 75%; all TPR values were at least 77% (Table 3) while the FPR was 0%. Threshold values for several FPRs are shown in Supplementary Table 2.
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