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S7 Fig: Time-calibrated phylogeny of genomic cluster 9 (CC167, 105 isolates, 1,543,098bp core genome alignment).  Inner ring shows the country of origin, outer ring shows serogroup. Black dots indicate isolates from one outbreak clade in the USA. Tree scale bar is 10 years. The estimated evolutionary rate is 1.0×10-6 subs/site/year.
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